Sequencing Quality Control Report

Genomics Unit

March 26, 2014

1 Flowcell Information

Flowcell BC3UGOACXX
Run Start 2014-03-14

Read Length 100 paired end

HiSeq Sequencing Kit Trueseq v3

Sequencer Software HiSeq Control Software 2.0

Gerald version 1.8

2 Samples Information

LabID Name Index NumberOfReadPairs
6491 CTRL ATCACG 135218638
6492 RED ACTTGA 144586011
6493 SMU1 TAGCTT 129219623

6494 MFAP GGCTAC

131737035




3 Quality Plots
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