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Feature # Feature Description Feature type Related to Additional Info
fold-change H3K9me3 signal . target mean value
23 H3K9me3 k (+ 5 bp window around the SNV) continuous tissue across indivs.
fold-change POLR2A signal . target mean value
24 POLR2AK (£ 5 bp window around the SNV) continuous tissue across indivs.
fraction of tissues with ATAC . 28
25 ATACp peak over SNV continuous | en TEy tissues )
fraction of tissues with CTCF . 28
26 CTCFp peak over SNV continuous | en TEy tissues i
57 DNase fraction of tissues with DNase continuous 28 i
P peak over SNV EN-TEx tissues
fraction of tissues with H3K27ac . 28
28 H3K27ac p peak over SNV continuous | en TEy tissues i
fraction of tissues with H3K27me3 . 28
29 H3K27me3.p peak over SNV continuous | e TEy tissues )
fraction of tissues with H3K36me3 . 28
30 H3K36me3.p peak over SNV continuous | eN.TE tissues )
fraction of tissues with H3K4me1 . 28
31 H3Kdme1.p peak over SNV continuous | e TEy tissues )
fraction of tissues with H3K4me3 . 28
32 H3K4me3.p peak over SNV continuous | en TEy tissues i
fraction of tissues with H3K9me3 . 28
33 H3K9me3.p peak over SNV continuous | e TEy tissues i
fraction of tissues with POLR2A . 28
34 POLR2Ap peak over SNV continuous | en TEy tissues i
fraction of tissues with
35 POLR2A POLR2AphosphoS5 peak continuous 28. -
phosphoS5_p EN-TEx tissues
over SNV
fraction of tissues with EP300 . 28
36 EP300.p peak over SNV continuous | e TEy tissues i
setto 1 if SNV
37 is_proximal whether the SNV binary overlaps TSS
overlaps any annotated TSS (+ 2 kb)
wrt gencode v 24
setto 1 if SNV
38 is_.cCRE o\\//v:r?;hzrat:e c?(’)\IF\%/E binary overlaps cCRE
ps any wrt ENCODE3
setto 1if SNV
39 is_out_repeat whether the SNV binary does not overlap

overlaps any repeated region

repeated region






