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DMEL bs isoA 86
HOMSAP bs_isoA 87
cons 84

DMEL_bs_isoA
HOMSAP_bs_isoA

cons

DMEL_bs_isoA
HOMSAP_bs_isoA

cons

DMEL_bs_isoA
HOMSAP bs_isoA

cons
DMEL_bs_ isoA
HOMSAP_bs_isoA

cons

DMEL bs isoA

MDPTRGDSRYNLNYSMSSIGLSLADPADMYGNPALGAG-RPPSGGLLQ-NMGGVPP--MORPNPA-
MLPTQAGAAAALGRG-SALGGSLNRT--PTGRPGGGGGTRGANGGRVPGNGAGLGPGRLEREAAAA

* kK . * Kk Kk * Kk Kk Kk Kk I * k. x Dok *

AGAPPAPQCQTLHSPQHASQQOQQOQOQ000000HOOOOOQ0QOHPOOORGLKRSGSDCYEDHHRSSGG
AATTPAPTAGALYSGSEGDSE--—-———————-——-—— SGEEEELGAERRGLKRSLSEME---——-—— IG

* o kkk | ok s sikkkkkk Kk *

LTLOGLDNVASGAVDDSVDNYNPLPNKKSPPANGKKTKGRVKIKMEYIDNKLRRYTTFSKRKTGIM
MVVGGPEA----— SAAATGGYGPVSGAVSGAKPGKKTRGRVKIKMEFIDNKLRRYTTFSKRKTGIM

s ox . .. * Kk * Kkkh  kkkhkhhkhkk s hhkkkkkhhkhkkhhhhkkkkk

KKAYELSTLTGTQVMLLVASETGHVYTFATRKLOPMITSEAGKQLIQTCLNSPDPP--SVGGGDOR
KKAYELSTLTGTQVLLLVASETGHVYTFATRKLOPMITSETGKALIQTCLNSPDSPPRSDPTTDQOR

Kk kkhkkkhh Ik hk s KA I kA Ik hhkhkhhhhkhhkhhhhhd . khk hhkkhkhkhhkhhkx * % * Kk x

MSATGFEETELSYNIADEDSKDDRSPTSSGNESDDSSDVEMPAEAAEVATKLPASKTEVSAPPAAS

HOMSKP_ES_J'.SOA MSATGFEETDLTYQVSESDSSG-———-——-—————————— ETKDTLKPAFTVTNLPGTTSTIQTAPSTS
cons R R - * i - - Tt . AR -
DMEL_bs_isoA CSAATASSGHKTMPALNYQTDTNSGPSTSTAAGGGGS—————-—————. ADSKYVYSAASIANIPQKM

HOMSAP_bs_isoA

cons

DMEL_bs_isoA
HOMSAP_bs_isoA

TTMQ-VSSG-PSFPITNYLAPVSASVSPSAVSSANGTVLKSTGSGPVSSGGLMQOLPTSFTLMPGGA

B *kk 2ok Kk Lok ko * . B sk ok

LRQLIQSGHLOVHAE---—--— EDG =~ — == === — = =~ == ————— e ———————————
VAQQVPVQATIQVHQAPQQOASPSRDSSTDLTQTSSSGTVTLPAT IMTSSVPTTVGGHMMY PSPHAVM

cons R g WL 0 %o

DMEL_bs_isOA =  ——-—-—————— - ————————————— — NQYVTIPLSSTAANLIKSNK

HOMSAP bs_isoA  YAPTSGLGDGSLTVLNAFSQAPSTMQVSHSQVQEPGGVPQVFLTASSGTVQIPVSAVQ--—-- LHQ

cons *rE . 8

DMEL_bs_ isoA LTASGS--GASGSGTPVKNDASADKPLTIKQEFD

HOMSAP_BS_isoA MAVIGQQOAGSSSNLTEL-QVVNLDTAHSTKSE--
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Sequence ID Start ‘ End
DMEL_bs_isoA il CE T W 0 O S I N | 1 OO A 1 1l 11
ANOGAM_bs_isoA |1 pisis mie b §i ] I | T T | 11
APIMEL bs isoA |1 N)rEAN] NE EEE N | DI e | 11
EURAFF_bs_isoA |1 I ITHNNEEIIEEEE NI n Lo L ani . ni
DAPPUL bs isoA |1 | s o N immi ) fo ] DI N NN I 11
STRMAR bs_isoA |1 B ‘. 1 1 I 1
TETURT bs_isoA |t ] I 11 1 n
CRAGIG bs_isoA |1 ] I ER ENENE ] i
GALGAL bs isoA |1 [InjEE TEEEEE L o BN | W 1 1 11
HOMSAP _bs_isoA |1 11 ) IEEENE EEE EEE | 1 11
NEMVEC bs_isoA |1 an TN NI I L
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Sequence ID

DMEL_bs_isoA
ANOGAM_bs_isoA
APIMEL _bs_isoA
EURAFF_bs_isoA
DAPPUL_bs_isoA
STRMAR _bs_isoA
TETURT bs_isoA
CRAGIG_bs_isoA
GALGAL_bs_isoA
HOMSAP_bs_isoA
NEMVEC_bs_isoA
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