wing disc morphogenesis 1
wing disc development A . s
ventral midline development - J
ventral cord development A .
trunk segmentation .
transforming growth factor beta receptor signaling pathway °
tissue regeneration .
taxis 1 .
syncytial blastoderm mitotic cell cycle 4 . .
steroid hormone mediated signaling pathway A °
specification of segmental identity, maxillary segment 4 °
specification of segmental identity, abdomen 4
specification of animal organ identity 4
somatic muscle development 4 .
single—organism behavior - .
signaling - .
sensory organ precursor cell fate determination 4 °
segment specification 4 o
salivary gland histolysis + °
salivary gland development 4 .
salivary gland cell autophagic cell death - .
rhabdomere morphogenesis - °
retinal cone cell fate commitment -
retina development in camera-type eye °
response to transforming growth factor beta 4 o
response to stimulus - .
response to steroid hormone - °
response to extracellular stimulus - .
regulation of tube size - 1
regulation of symbiosis, encompassing mutualism through parasitism A .
regulation of rhodopsin gene expression - °
regulation of retinal cone cell fate specification 4
regulation of nervous system development - .
regulation of mitotic cell cycle - .
regulation of Malpighian tubule diameter - °
regulation of histone H3-K27 methylation - °
regulation of heart morphogenesis - °
regulation of glucose metabolic process - )
regulation of compound eye cone cell fate specification - [
regulation of cellular respiration A °
R8 cell fate commitment A .
proboscis development - o
primary sex determination °
posterior head segmentation - .
post—embryonic development 4 .
post—embryonic appendage morphogenesis - .
post—embryonic animal organ development . .
positive regulation of transcription of Notch receptor target - o
positive regulation of transcription from RNA polymerase Il promoter A . ° . .
positive regulation of rhodopsin gene expression - °
positive regulation of phosphorylation of RNA polymerase Il C-terminal domain - [
positive regulation of nitric oxide biosynthetic process L
positive regulation of neuroblast proliferation 4 o
positive regulation of multicellular organismal process .
positive regulation of methylation—dependent chromatin silencing - o
positive regulation of immune response - .
positive regulation of heart contraction A o
positive regulation of glial cell proliferation -
positive regulation of glial cell differentiation - [
positive regulation of developmental process A .
positive regulation of developmental pigmentation - °
positive regulation of defense response - .
positive regulation of compound eye photoreceptor development
positive regulation of apoptotic process involved in morphogenesis 1 °
photoreceptor cell differentiation 4 .
peripheral nervous system development 4 . .
periodic partitioning by pair rule gene o
optic lobe placode development A °
open tracheal system development A .
olfactory nerve development -
ocellus photoreceptor cell development A
ocellus morphogenesis 1 [
nucleobase—containing compound biosynthetic process - . T 1 1
nucleic acid—templated transcription A . .
nucleic acid metabolic process - . .
nitric oxide metabolic process °
neuron projection development 4 . .
neuron differentiation 4 .
neurogenesis o .
neuroendocrine cell differentiation 4 °
neuroblast differentiation o .
negative regulation of transcription from RNA polymerase || promoter - . . ° . .
negative regulation of striated muscle tissue development [
negative regulation of signal transduction - .
negative regulation of salivary gland boundary specification A °
negative regulation of rhodopsin gene expression A L
negative regulation of response to gamma radiation - °
negative regulation of neuroblast proliferation A .
negative regulation of histone H4-K16 acetylation - ®
negative regulation of histone H3-K27 methylation 4
negative regulation of hippo signaling A o Size.norm
negative regulation of growth 4 .
negative regulation of gene expression, epigenetic 4 .
negative regulation of crystal cell differentiation - °
negative regulation of chromatin organization - .
negative regulation of cardiocyte differentiation o
negative regulation of cardioblast cell fate specification 4 o
negative regulation of axonogenesis ° Pvalue
muscle organ development .
muscle cell fate commitment A ° ® 0.0025
multi—organism reproductive process - . 0.0050
mesoderm development - . 0.0075
mating behavior - . 0.0100
male pigmentation - )
macromolecule biosynthetic process A . ‘
lymph gland plasmatocyte differentiation A o
lymph gland development - J
locomotion .
leg disc proximal/distal pattern formation A .
leg disc development - . .
larval wandering behavior - )
larval lymph gland hemopoiesis - .
interspecies interaction between organisms - .
instar larval or pupal development - . . .
immune system development + J .
imaginal disc—derived wing vein specification - .
imaginal disc—derived wing morphogenesis A . ]
imaginal disc—derived leg morphogenesis . .
imaginal disc—derived genitalia development - .
imaginal disc—-derived appendage development - . . .
iImaginal disc pattern formation - .
imaginal disc morphogenesis . .
histone H3-K9 methylation - J
histone H3-K27 methylation - °
hindgut morphogenesis - 1
hexose metabolic process 4 ]
heart development - . .
head development - . .
hatching A °
glial cell fate determination 4 °
germ cell migration - .
genital disc sexually dimorphic development - o
generation of neurons A .
gene expression A . .
gamete generation A .
G1 to GO transition A L
formation of animal organ boundary - °
eye—antennal disc development 4 J
eye development .
external genitalia morphogenesis 1 [
epidermis development - 1
embryonic plasmatocyte differentiation A °
embryonic pattern specification - .
embryonic organ development A o
embryonic crystal cell differentiation - °
embryo development ending in birth or egg hatching - .
embryo development A .
ectodermal cell fate specification A
ectodermal cell differentiation A
ectoderm formation
dosage compensation o .
dorsal vessel heart proper cell fate commitment A ° °
DNA methylation A °
DNA metabolic process A .
digestive tract development .
determination of ventral identity 4 [
dendrite morphogenesis A o .
dendrite guidance A .
defense response to Gram—negative bacterium - .
cuticle hydrocarbon biosynthetic process A °
crystal cell differentiation 4 °
compound eye morphogenesis A .
compound eye development . .
compound eye cone cell differentiation A °
chromatin silencing at centromere A °
chaeta morphogenesis - .
cellular response to hormone stimulus - )
cellular response to ecdysone - °
cellular macromolecule metabolic process A
cellular macromolecule biosynthetic process - . . .
cellular carbohydrate metabolic process - J
cell proliferation - .
cell morphogenesis involved in differentiation A . .
cell fate specification A )
cell fate commitment involved in pattern specification - .
cell fate commitment involved in formation of primary germ layer 4 °
cell fate commitment - .
cell development A .
cell cycle H .
cardiac muscle tissue development - J
cardiac muscle cell development - °
camera-type eye photoreceptor cell differentiation -
camera-type eye morphogenesis o )
brain segmentation A °
brain development - . .
blastoderm segmentation - .
axonogenesis involved in innervation A
asymmetric neuroblast division resulting in ganglion mother cell formation A
appendage development 4 .
anterior/posterior pattern specification o .
anterior region determination o °
antennal development A ]
analia development 4
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