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Overview of processed RNA-seq samples
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Shannon entropy of isoform expression
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vlsvt group by age - selected
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vlsvt group by age - selected
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UCSC Genome Browser on D. melanogaster Apr. 2006 (BDGP R5/dm3) Assembly
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UCSC Genome Browser on D. melanogaster Apr. 2006 (BDGP R5/dm3) Assembly
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UCSC Genome Browser on D. melanogaster Apr. 2006 (BDGP R5/dm3) Assembly
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antisense - positively correlated
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antisense - negatively correlated
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antisense - positively correlated
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antisense - negatively correlated
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Overview of processed RNA-seq samples
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