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Tissue
CG10336;FBgN0032698
CG10383;FBgn0032699
CG10338;FBgn0032700

CG10341;FBgn0032701

CG10376;FBgn0032702
CG10343;FBgn0032703
Jwa;FBgn0032704
Faf;FBgn0025608
Grip71;FBgn0032705
CG10570;FBgn0040992
CG42502;FBgn0260228
CG17325;FBgn0040993
CG42305;FBgn0259201
CG17324;FBgn0027074
CG17323;FBgn0032713
CG17322;FBgn0027070
CG17597;FBgn0032715
ScpX;FBgn0015808
CG31676;FBgn0051676
CR44307;FBgn0265366
CG14402;FBgn0032894
twit;FBgn0032895
CG14400;FBgn0032896
CG9336;FBgn0032897
CR9337;FBgn0032898
CG9338;FBgn0032899
CG31675;FBgn0051675
CG14401;FBgn0032900
sky;FBgn0032901
CG43739;FBgn0263996
CR44981;FBgn0266316
CR33317;FBgn0053317
CG33123;FBgn0053123
CG17593;FBgn0031544
CG3213;FBgn0031545
CG8851;FBgn0031546
Sr=CIV;FBgn0031547
CG8852;FBgn0031548
Spindly:FBgn0031549F

frj;FBgn0031815

CG16947;FBgn0031816
CG9531;FBgn0031817
mmy;FBgn0259749
CG9536;FBgn0031818
Sec6lalpha;FBgn0086357
CR45463;FBgn0267019
DLP;FBgn0031820
KFase;FBgn0031821
epsilonCOP;FBgn0027496
CG9548;FBgn0031822
CG31638;FBgn0051638
CG9547;FBgn0031824
CG9550;FBgn0031826
CG31637;FBgn0051637
CR44775;FBgn0266001
CG13796;FBgn0031939
CG31904;FBgn0260479
Acpl;FBgn0014454
CG7214;FBgn0031940
ATPsynGL;FBgn0031941
CG7203;FBgn0031942
CR45718;FBgn0267282
CG46025;FBgn0267689
CG7191;FBgn0031945
CG13124;FBgn0032156
Etl1;FBgn0032157
Srp54;FBgn0024285
yip2;FBgn0040064
CG5885;FBgn0025700
CG4598;FBgn0032160
CG4594;FBgn0032161
CG4592;FBgn0032162
TbCMF46;FBgn0032163
CG42366;FBgn0259712
CG42367;FBgn0259713
Cpr30F;FBgn0051876
Cyp6a9;FBgn0013771
Cyp6a20;FBgn0033980
Cyp6a21;FBgn0033981
Cyp6a8;FBgn0013772
Cyp317al;FBgn0033982
Acp53C14b;FBgn0034153
Acp53Ea;FBgn0015584
Acp53C14c;FBgn0053530
unc—104;FBgn0267002
CG34189;FBgn0085218
CG5267;FBgn0034154
CG42392;FBgn0259738
CG5348;FBgn0034156
Sod2;FBgn0010213
Arp53D;FBgn0011743
Vkor;FBgn0053544
resilin;FBgn0034157
CG5522;FBgn0034158
CG13427;FBgn0034514
CG13428;FBgn0034515
CR44652;FBgn0265863
CG30148;FBgn0050148
Obp57e;FBgn0050145
Cpr57A;FBgn0034517
Obp57d;FBgn0043536
CG9344;FBgn0034564
CG15650;FBgn0034565
CG9313;FBgn0034566
CG15651;FBgn0034567
CG3216;FBgn0034568
dgt3;FBgn0034569
Prosalpha3;FBgn0261394
CG10306;FBgn0034654
Tbp;FBgn0003687
CG30285;FBgn0050285
CG10307;FBgn0034655
Tim10;FBgn0027360
CG42497;FBgn0260223
Ppcdc;FBgn0050290
CG42496;FBgn0260222
CngB;FBgn0266346
HmgZ;FBgn0010228
HmgD;FBgn0004362
CR44749;FBgn0265962
CG30403;FBgn0050403
CG3502;FBgn0046253
CG9863;FBgnN0034846
CG34210;FBgn0085239
CG30409;FBgn0050409
Rpi;FBgn0050410
CG3500;FBgn0034849
CG9875;FBgn0034850
CR44168;FBgn0265053
CG34423;FBgn0085452
CG34424;FBgn0085453
vir;FBgn0003977
Icel;FBgn0034853
CG1620;FBgn0033183
dpa;FBgn0015929
didum;FBgn0261397
CG12736;FBgn0033184
az2;FBgn0025185
CG1603;FBgn0033185
CG1602;FBgn0033186
CG2144;FBgn0033187
Orc6;FBgn0023180
Prosalpha7;FBgn0023175
CG1671;FBgn0033454
PCB;FBgn0027580
CR44293;FBgn0265339
CG30010;FBgn0050010
Ntmt;FBgn0033457
CG12025;FBgn0035285
CG13924;FBgn0035286
dre4;FBgn0002183
CG13937;FBgn0035287
CG11399;FBgn0037021
CG11396;FBgn0037022
Six4;FBgn0027364
CR43705;FBgn0263844
CR43706;FBgn0263845
CG3698;FBgn0037023
CG4365;FBgn0037024
Spcl05R;FBgn0037025
CG3634;FBgn0037026
HIPP1;FBgn0037027
CG8541;FBgn0035788
CG43292;FBgn0262984
mthl6;FBgn0035789

Cyp316a1;FBgn0035790 G

Cyp4d8;FBgn0015033
CG8539;FBgn0035791,
CG7548;FBgn0035792

CG12224;FBgn0037974
CG3397;FBgn0037975 [N
mfas;FBgn0260745
Ect3;FBgn0260746
pps;FBgn0082831
Scgbeta;FBgn0038042
CG17202;FBgn0038043
Ppl1-87B;FBgn0004103
Sas;FBgn0038045
CG5641;FBgn0038046
CG5245;FBgn0038047
Prosalpha2;FBgn0086134
Aos1;FBgn0029512
Cafl;FBgn0263979
Art3;FBgn0038306
MRpS10;FBgn0038307
CG34316;FBgn0085345
CR43471;FBgn0263448
tefu;FBgn0045035
Hsc70-4;FBgn0266599
Amt;FBgn0038309
CG42404;FBgn0259823
elF-2gamma;FBgn0263740
Su(var)3-9;FBgn0263755
Set;FBgn0014879
CstF-64;FBgn0027841
Cpsf73;FBgn0261065
Go0s28;FBgn0044871
CG31231;FBgn0051231
CG31229;FBgn0051229
CR45028;FBgn0266388
CG31230;FBgn0051230
CG5326;FBgn0038983
CR45646;FBgn0267206
CR45647;FBgn0267207
AdipoR;FBgn0038984
CR44062;FBgn0264871

bond;FBgn0260942
CG5278;FBgn0038986
Whamy;FBgn0037750 -
topi;FBgn0037751
RpS29;FBgn0261599
CR31514;FBgn0051514 T
CG12947;FBgn0037753
MtnA;FBgn0002868 -
CG8500;FBgn0037754
CG12945;FBgn0037755
CG8507;FBgn0037756 e
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gene_type

value

-2-10 1 2

jor_groups|ji}
DEG_groups

DEG_maj

Tissue
M eye
M leg

B wing

Stage

stage 1: larva 3
. stage 2: white pupa
Bl stage 3: late pupa

gene_type

Bl mRNA

.~ ncRNA
pseudogene

cluster

B chr2L.:18683720-18711297
B chr2L:18808694-18833630
B chr2L:20840750-20918931
B chr2L:3510328-3530317
B chr2L:6456052-6526996
B chr2L:7727157-7775033
.~ chr2L:9903279-9933163
1 chr2R:14879356-14903095
Bl chr2R:16748815-16792472

" chr2R:23343405-23371459
chr2R:7493806-7522541
chr2R:9845458-9866684

Bl chr3L:1865430-1883041

Il chr3L:20780350-20813332

B chr3L:7471559-7506217

B chr3R:11980704-12003516

Bl chr3R:12413828-12433822

B chr3R:15225576-15265253

B chr2R:20528503-20550117;chr2R:20538877-20563001 [ chr3R:18659618-18672094

B chr2R:20977056-20996118
chr2R:21685283-21716727

DEG_major_groups
NonDEG

Bl SSGs

. TSGs

. TSSGs

DEG_groups

NonDEG

B SSGs_01_L3 specific

| |SSGs_02_L3 WP_specific
SSGs_03 WP_specific
SSGs 05 LP_specific

B TSGs 01 eye specific

| TSGs_03 leg_specific
TSGs_04 leg_wing_specific
TSGs_ 05 wing_specific

B TSSGs 03 _ELP

. TSSGs_11 WLP ELP

B chr3R:22532174-22562572
B chr3R:9771795-9793098



