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Number of DEG Genes VS number of clusters

(p_r=0.9; s_r=0.93)
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Total number of genes in clusters
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Total number of genes in clusters by gene type
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Length of clusters
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Gene length in clusters
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Gene classification in clusters (%)

Mean gene expression per tissue (Iog10(FPKM))

Gene classification in clusters
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Mean gene expression per tissue (Iog10(FPKM)) Mean gene expression per tissue (IogL0(FPKM))

Mean gene expression per tissue (IogL0(FPKM))

Max gene expression in tissues
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Overlap of clusters




