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67 protein-coding genes differentially expressed between 0h control VS 0h treatment

Samples sequenced in India

0h control and 0h treatment - samples used to computed DEG
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0h control, 0h treatment and 25h treatment
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8 long non-coding genes differentially expressed between 0h control VS 0h treatment

Samples sequenced in India

0h control and 0h treatment - samples used to computed DEG
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0h control, 0h treatment and 25h treatment
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7 pseudogenes differentially expressed between 0h control VS 0h treatment

Samples sequenced in India

0h control and 0h treatment - samples used to computed DEG
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0h control, 0h treatment and 25h treatment
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7 rRNA differentially expressed between 0h control VS 0h treatment

Samples sequenced in India

0h control and 0h treatment - samples used to computed DEG
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0h control, 0h treatment and 25h treatment
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