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Fold change: 0h control VS 0h treatment

Selected the genes that:

I in at least one sample the gene expression is greater than 10 FPKM.

I downregulated: log2(foldchange) < 1.5

I upregulated: log2(foldchange) > -1.5
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biotype downregulated upregulated
mRNA 86 73
ncRNA 15 9
pseudogene 4 1
rRNA 1 0
total 106 83



106 downregulated genes

CG13064_mRNA_FBgn0040796
MRE16_ncRNA_FBgn0267910

E(spl)m6−BFM_mRNA_FBgn0002632
Zasp66_mRNA_FBgn0035917

CG3397_mRNA_FBgn0037975
CG7924_mRNA_FBgn0036416

nemy_mRNA_FBgn0261673
mthl8_mRNA_FBgn0052475

Gs2_mRNA_FBgn0001145
CG15282_mRNA_FBgn0028855

Unc−115b_mRNA_FBgn0260463
CG9192_mRNA_FBgn0035193
CG3823_mRNA_FBgn0029863
CG9344_mRNA_FBgn0034564
CG4914_mRNA_FBgn0036436

Sgs7_mRNA_FBgn0003377
CG6357_mRNA_FBgn0033875

Prosalpha1_mRNA_FBgn0263121
p24−2_mRNA_FBgn0053105

CG3355_mRNA_FBgn0031619
pen−2_mRNA_FBgn0053198

Spn100A_mRNA_FBgn0039795
CG14915_mRNA_FBgn0032335

yellow−f_mRNA_FBgn0041710
CG5397_mRNA_FBgn0031327

CG30382_mRNA_FBgn0050382
CR45198_ncRNA_FBgn0266725
CG18563_mRNA_FBgn0032639
CG43351_mRNA_FBgn0263083
CG15345_mRNA_FBgn0040928

St2_mRNA_FBgn0037665
CG44476_mRNA_FBgn0265669

Hsp23_mRNA_FBgn0001224
CR6900_pseudogene_FBgn0030958

CR43496_ncRNA_FBgn0263507
CR45181_ncRNA_FBgn0266691
Cpr67Fa2_mRNA_FBgn0036109

fau_mRNA_FBgn0266451
Sgs8_mRNA_FBgn0003378

CR43461_ncRNA_FBgn0263415
CG4250_mRNA_FBgn0034761
CG2663_mRNA_FBgn0037323

CG13067_mRNA_FBgn0036589
Ef1alpha100E_mRNA_FBgn0000557

CG14572_mRNA_FBgn0037128
CG42305_mRNA_FBgn0259201
CG17325_mRNA_FBgn0040993

CG8501_mRNA_FBgn0033724
Oat_mRNA_FBgn0022774

CG42502_mRNA_FBgn0260228
CG10570_mRNA_FBgn0040992
CR43144_ncRNA_FBgn0262620

Lcp2_mRNA_FBgn0002533
CR44029_ncRNA_FBgn0264821
CG33502_mRNA_FBgn0053502
CR43432_ncRNA_FBgn0263380

CG5731_mRNA_FBgn0032192
CR43242_ncRNA_FBgn0262887
CG34193_mRNA_FBgn0085222

NijC_mRNA_FBgn0038079
Hsromega_ncRNA_FBgn0001234

CG8369_mRNA_FBgn0040532
CG2444_mRNA_FBgn0030326
Cpr49Ac_mRNA_FBgn0033725

CG34253_mRNA_FBgn0085282
CG13641_mRNA_FBgn0039239
CG43060_mRNA_FBgn0262362

CG8157_mRNA_FBgn0034010
CG15068_mRNA_FBgn0040733

Cpr78E_mRNA_FBgn0037114
CG11370_mRNA_FBgn0037181

sut2_mRNA_FBgn0028562
mt:ATPase8_mRNA_FBgn0013673

CG9686_mRNA_FBgn0030158
Fbp1_mRNA_FBgn0000639
Pcp_mRNA_FBgn0003046

Cpr57A_mRNA_FBgn0034517
CG42662_mRNA_FBgn0261538

NimC2_mRNA_FBgn0028939
CG5171_mRNA_FBgn0031907

Hsp67Bb_mRNA_FBgn0001228
CG31683_mRNA_FBgn0051683
CG34206_mRNA_FBgn0085235

Spn47C_mRNA_FBgn0033574
CG34296_mRNA_FBgn0085325
CR43767_ncRNA_FBgn0264267
CG34244_mRNA_FBgn0085273
Hsp67Bc_mRNA_FBgn0001229
CG9822_mRNA_FBgn0034623

ple_mRNA_FBgn0005626
Lcp1_mRNA_FBgn0002531

CR43166_ncRNA_FBgn0262722
Drsl5_mRNA_FBgn0035434

CG42500_mRNA_FBgn0260226
roX1_ncRNA_FBgn0019661

CR45822_ncRNA_FBgn0267472
CR43086_pseudogene_FBgn0262532
CR43482_pseudogene_FBgn0263493

CG14664_mRNA_FBgn0040682
CG7906_mRNA_FBgn0036417

18SrRNA:CR41548_rRNA_FBgn0085802
Obp44a_mRNA_FBgn0033268

roX2_ncRNA_FBgn0019660
CG18853_mRNA_FBgn0042173

28SrRNA−Psi:CR45855_pseudogene_FBgn0267515
CG32640_mRNA_FBgn0052640
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106 downregulated genes

CG13064_mRNA_FBgn0040796
MRE16_ncRNA_FBgn0267910

E(spl)m6−BFM_mRNA_FBgn0002632
Zasp66_mRNA_FBgn0035917

CG3397_mRNA_FBgn0037975
CG7924_mRNA_FBgn0036416

nemy_mRNA_FBgn0261673
mthl8_mRNA_FBgn0052475

Gs2_mRNA_FBgn0001145
CG15282_mRNA_FBgn0028855

Unc−115b_mRNA_FBgn0260463
CG9192_mRNA_FBgn0035193
CG3823_mRNA_FBgn0029863
CG9344_mRNA_FBgn0034564
CG4914_mRNA_FBgn0036436

Sgs7_mRNA_FBgn0003377
CG6357_mRNA_FBgn0033875

Prosalpha1_mRNA_FBgn0263121
p24−2_mRNA_FBgn0053105

CG3355_mRNA_FBgn0031619
pen−2_mRNA_FBgn0053198

Spn100A_mRNA_FBgn0039795
CG14915_mRNA_FBgn0032335

yellow−f_mRNA_FBgn0041710
CG5397_mRNA_FBgn0031327

CG30382_mRNA_FBgn0050382
CR45198_ncRNA_FBgn0266725
CG18563_mRNA_FBgn0032639
CG43351_mRNA_FBgn0263083
CG15345_mRNA_FBgn0040928

St2_mRNA_FBgn0037665
CG44476_mRNA_FBgn0265669

Hsp23_mRNA_FBgn0001224
CR6900_pseudogene_FBgn0030958

CR43496_ncRNA_FBgn0263507
CR45181_ncRNA_FBgn0266691
Cpr67Fa2_mRNA_FBgn0036109

fau_mRNA_FBgn0266451
Sgs8_mRNA_FBgn0003378

CR43461_ncRNA_FBgn0263415
CG4250_mRNA_FBgn0034761
CG2663_mRNA_FBgn0037323

CG13067_mRNA_FBgn0036589
Ef1alpha100E_mRNA_FBgn0000557

CG14572_mRNA_FBgn0037128
CG42305_mRNA_FBgn0259201
CG17325_mRNA_FBgn0040993

CG8501_mRNA_FBgn0033724
Oat_mRNA_FBgn0022774

CG42502_mRNA_FBgn0260228
CG10570_mRNA_FBgn0040992
CR43144_ncRNA_FBgn0262620

Lcp2_mRNA_FBgn0002533
CR44029_ncRNA_FBgn0264821
CG33502_mRNA_FBgn0053502
CR43432_ncRNA_FBgn0263380

CG5731_mRNA_FBgn0032192
CR43242_ncRNA_FBgn0262887
CG34193_mRNA_FBgn0085222

NijC_mRNA_FBgn0038079
Hsromega_ncRNA_FBgn0001234

CG8369_mRNA_FBgn0040532
CG2444_mRNA_FBgn0030326
Cpr49Ac_mRNA_FBgn0033725

CG34253_mRNA_FBgn0085282
CG13641_mRNA_FBgn0039239
CG43060_mRNA_FBgn0262362

CG8157_mRNA_FBgn0034010
CG15068_mRNA_FBgn0040733

Cpr78E_mRNA_FBgn0037114
CG11370_mRNA_FBgn0037181

sut2_mRNA_FBgn0028562
mt:ATPase8_mRNA_FBgn0013673

CG9686_mRNA_FBgn0030158
Fbp1_mRNA_FBgn0000639
Pcp_mRNA_FBgn0003046

Cpr57A_mRNA_FBgn0034517
CG42662_mRNA_FBgn0261538

NimC2_mRNA_FBgn0028939
CG5171_mRNA_FBgn0031907

Hsp67Bb_mRNA_FBgn0001228
CG31683_mRNA_FBgn0051683
CG34206_mRNA_FBgn0085235

Spn47C_mRNA_FBgn0033574
CG34296_mRNA_FBgn0085325
CR43767_ncRNA_FBgn0264267
CG34244_mRNA_FBgn0085273
Hsp67Bc_mRNA_FBgn0001229
CG9822_mRNA_FBgn0034623

ple_mRNA_FBgn0005626
Lcp1_mRNA_FBgn0002531

CR43166_ncRNA_FBgn0262722
Drsl5_mRNA_FBgn0035434

CG42500_mRNA_FBgn0260226
roX1_ncRNA_FBgn0019661

CR45822_ncRNA_FBgn0267472
CR43086_pseudogene_FBgn0262532
CR43482_pseudogene_FBgn0263493

CG14664_mRNA_FBgn0040682
CG7906_mRNA_FBgn0036417

18SrRNA:CR41548_rRNA_FBgn0085802
Obp44a_mRNA_FBgn0033268

roX2_ncRNA_FBgn0019660
CG18853_mRNA_FBgn0042173

28SrRNA−Psi:CR45855_pseudogene_FBgn0267515
CG32640_mRNA_FBgn0052640
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CG2444_mRNA_FBgn0030326

Prosalpha1_mRNA_FBgn0263121
CR43496_ncRNA_FBgn0263507

MRE16_ncRNA_FBgn0267910
CR43767_ncRNA_FBgn0264267
CG13641_mRNA_FBgn0039239
CG43351_mRNA_FBgn0263083

sut2_mRNA_FBgn0028562
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Pcp_mRNA_FBgn0003046
nemy_mRNA_FBgn0261673

Obp44a_mRNA_FBgn0033268
Oat_mRNA_FBgn0022774

CG32640_mRNA_FBgn0052640
CG34253_mRNA_FBgn0085282
CG30382_mRNA_FBgn0050382
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CG7924_mRNA_FBgn0036416

CR43086_pseudogene_FBgn0262532
Lcp2_mRNA_FBgn0002533

CG3397_mRNA_FBgn0037975
CG5171_mRNA_FBgn0031907
CG9344_mRNA_FBgn0034564

Hsromega_ncRNA_FBgn0001234
Unc−115b_mRNA_FBgn0260463

NijC_mRNA_FBgn0038079
CG44476_mRNA_FBgn0265669

Lcp1_mRNA_FBgn0002531
CG34193_mRNA_FBgn0085222
Hsp67Bb_mRNA_FBgn0001228

CR6900_pseudogene_FBgn0030958
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CR43432_ncRNA_FBgn0263380
CG15345_mRNA_FBgn0040928
CR45822_ncRNA_FBgn0267472
CG14572_mRNA_FBgn0037128

CG4914_mRNA_FBgn0036436
CG14664_mRNA_FBgn0040682
CG34206_mRNA_FBgn0085235
CR45198_ncRNA_FBgn0266725
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Zasp66_mRNA_FBgn0035917
Hsp23_mRNA_FBgn0001224
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CG6357_mRNA_FBgn0033875

roX2_ncRNA_FBgn0019660
CG42662_mRNA_FBgn0261538

CG5397_mRNA_FBgn0031327
CR43482_pseudogene_FBgn0263493
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Ef1alpha100E_mRNA_FBgn0000557
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CG9822_mRNA_FBgn0034623
Sgs8_mRNA_FBgn0003378

CG15282_mRNA_FBgn0028855
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NimC2_mRNA_FBgn0028939
Fbp1_mRNA_FBgn0000639
Sgs7_mRNA_FBgn0003377

Hsp67Bc_mRNA_FBgn0001229
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83 downregulated genes - cluster 1
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Lcp2_mRNA_FBgn0002533

CG3397_mRNA_FBgn0037975
CG5171_mRNA_FBgn0031907
CG9344_mRNA_FBgn0034564
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Unc−115b_mRNA_FBgn0260463

NijC_mRNA_FBgn0038079
CG44476_mRNA_FBgn0265669

Lcp1_mRNA_FBgn0002531
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fau_mRNA_FBgn0266451
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CR43432_ncRNA_FBgn0263380
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CG14915_mRNA_FBgn0032335
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CR44029_ncRNA_FBgn0264821
CR43144_ncRNA_FBgn0262620

CG3823_mRNA_FBgn0029863
CG2663_mRNA_FBgn0037323

CG13064_mRNA_FBgn0040796
CG10570_mRNA_FBgn0040992
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83 downregulated genes - cluster 2

CG8369_mRNA_FBgn0040532

CG8157_mRNA_FBgn0034010

CR45181_ncRNA_FBgn0266691

yellow−f_mRNA_FBgn0041710

CR43166_ncRNA_FBgn0262722

CR43461_ncRNA_FBgn0263415

CG18563_mRNA_FBgn0032639

CG9192_mRNA_FBgn0035193

CG18853_mRNA_FBgn0042173

Cpr67Fa2_mRNA_FBgn0036109

CG4250_mRNA_FBgn0034761

CG2444_mRNA_FBgn0030326

Prosalpha1_mRNA_FBgn0263121

CR43496_ncRNA_FBgn0263507

MRE16_ncRNA_FBgn0267910

CR43767_ncRNA_FBgn0264267

CG13641_mRNA_FBgn0039239

CG43351_mRNA_FBgn0263083

sut2_mRNA_FBgn0028562

CG17325_mRNA_FBgn0040993

CG42305_mRNA_FBgn0259201

CG33502_mRNA_FBgn0053502

mt:ATPase8_mRNA_FBgn0013673

CG15068_mRNA_FBgn0040733
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83 downregulated genes - cluster 3

Zasp66_mRNA_FBgn0035917
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CR43482_pseudogene_FBgn0263493
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CG34296_mRNA_FBgn0085325

Spn47C_mRNA_FBgn0033574

CG11370_mRNA_FBgn0037181

CG9822_mRNA_FBgn0034623

Sgs8_mRNA_FBgn0003378

CG15282_mRNA_FBgn0028855

Drsl5_mRNA_FBgn0035434
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Cpr78E_mRNA_FBgn0037114
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83 upregulated genes

CR44383_pseudogene_FBgn0265533
Nplp2_mRNA_FBgn0040813

CG32581_mRNA_FBgn0052581
CR40469_ncRNA_FBgn0058469

ppk13_mRNA_FBgn0053508
Lsp1alpha_mRNA_FBgn0002562
CR46123_ncRNA_FBgn0267798
CG33509_mRNA_FBgn0053509
CR44459_ncRNA_FBgn0265652
CG16712_mRNA_FBgn0031561

Ilp8_mRNA_FBgn0036690
w_mRNA_FBgn0003996

CR44030_ncRNA_FBgn0264822
CR44108_ncRNA_FBgn0264939
CG30428_mRNA_FBgn0050428

Gnmt_mRNA_FBgn0038074
Hsp70Bb_mRNA_FBgn0013278

ea_mRNA_FBgn0000533
Lsp1beta_mRNA_FBgn0002563
CG13315_mRNA_FBgn0040827

Fbp2_mRNA_FBgn0000640
CG6701_mRNA_FBgn0033889

alpha−Est2_mRNA_FBgn0015570
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CG32641_mRNA_FBgn0052641
CG34291_mRNA_FBgn0085320
CG13516_mRNA_FBgn0040658
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83 upregulated genes

CR44383_pseudogene_FBgn0265533
Nplp2_mRNA_FBgn0040813

CG32581_mRNA_FBgn0052581
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ppk13_mRNA_FBgn0053508
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83 upregulated genes - cluster 1

CG7294_mRNA_FBgn0032284

GstD10_mRNA_FBgn0042206

Nplp2_mRNA_FBgn0040813

TfAP−2_mRNA_FBgn0261953

Sp1_mRNA_FBgn0020378

CG12947_mRNA_FBgn0037753

CG9336_mRNA_FBgn0032897

Gnmt_mRNA_FBgn0038074

CG10527_mRNA_FBgn0034583

CR43465_ncRNA_FBgn0263442

LamC_mRNA_FBgn0010397

Mlp60A_mRNA_FBgn0259209

Esyt2_mRNA_FBgn0266758

Cpr49Ah_mRNA_FBgn0033731

fd96Cb_mRNA_FBgn0004898

Aldh_mRNA_FBgn0012036

CR44845_ncRNA_FBgn0266139

CR43907_ncRNA_FBgn0264508

Uhg7_ncRNA_FBgn0083121

Arc1_mRNA_FBgn0033926

scaf_mRNA_FBgn0033033

Ude_mRNA_FBgn0039226

−1.0 −0.5 0.0 0.5 1.0

value

time

sampleType

bi
n_

fo
ld

ch
an

ge

time
0h
25h

sampleType
control
treatment

bin_foldchange
bin1
bin2
bin3
bin6

genital disc development

tendon development

sarcosine
biosynthetic process

imaginal disc−derived
male genitalia development

reproductive
system development

genitalia development

0 1 2 3 4 5
−log10(pvalue)



83 upregulated genes - cluster 2
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83 upregulated genes - cluster 3
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