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PCA - before IDR
Fraction: total RNA - only replicates 2 and 3
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PCA - before IDR
Fraction: total RNA - only replicates 2 and 3 + controls

all genes protein-coding genes
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PCA - before IDR

Fraction: total RNA - all 3 replicates + controls

300

200

100

PC2 (12.56%)

all genes

Replicate

Macrophage

protein-coding genes

ly
- As

PC2 (14.6%)
&

|
Wb
1
3

-150

-200

0 50
PC1 (25.96%)

100

Replicate

Macrophage



Clustering (Spearman) - before IDR
Fraction: total RNA - only replicates 2 and 3

all genes protein-coding genes




Clustering (Spearman) - before IDR
Fraction: total RNA - only replicates 2 and 3 + controls
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Clustering (Spearman) - before IDR
Fraction: total RNA - all 3 replicates + controls
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Clustering (Pearson) - before IDR
Fraction: total RNA - only replicates 2 and 3

all genes protein-coding genes
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Clustering (Pearson) - before IDR
Fraction: total RNA - only replicates 2 and 3 + controls
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Clustering (Pearson) - before IDR
Fraction: total RNA - all 3 replicates + controls

all genes protein-coding genes




PCA - after IDR
Fraction: total RNA - only replicates 2 and 3

all genes protein-coding genes
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PCA - after IDR
Fraction: total RNA - only replicates 2 and 3 + controls

all genes protein-coding genes
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PCA - after IDR

Fraction: total RNA - all 3 replicates + controls
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Clustering (Spearman) - after IDR
Fraction: total RNA - only replicates 2 and 3
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Clustering (Spearman) - after IDR
Fraction: total RNA - only replicates 2 and 3 + controls

all genes protein-coding genes




Clustering (Spearman) - after IDR
Fraction: total RNA - all 3 replicates + controls

all genes protein-coding genes




Clustering (Pearson) - after IDR
Fraction: total RNA - only replicates 2 and 3

all genes protein-coding genes
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Clustering (Pearson) - after IDR
Fraction: total RNA - only replicates 2 and 3 + controls
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Clustering (Pearson) - after IDR
Fraction: total RNA - all 3 replicates + controls

all genes protein-coding genes
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PCA - before IDR
Fraction: cytoplasmic RNA

all genes protein-coding genes
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Clustering (Spearman) - before IDR
Fraction: cytoplasmic RNA

all genes protein-coding genes
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Clustering (Pearson) - before IDR
Fraction: cytoplasmic RNA
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PCA - after IDR
Fraction: cytoplasmic RNA

all genes protein-coding genes
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Clustering (Spearman

after IDR
Fraction: cytoplasmic RNA
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Clustering (Pearson) - after IDR
Fraction: cytoplasmic RNA
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Fraction: total RNA
Fraction: cytoplasmic RNA
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PCA - before IDR
Fraction: nucleus RNA
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Clustering (Spearman) - before IDR
Fraction: nucleus RNA
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Clustering (Pearson) - before IDR
Fraction: nucleus RNA
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PCA - after IDR
Fraction: nucleus RNA
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Clustering (Spearman) - after IDR
Fraction: nucleus RNA
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Clustering (Pearson) - after IDR

Fraction: nucleus RNA
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