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H3K9ac - First sample sequenced of this mark
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- gencode v24

0

1

2

3

−2000 0 2000
Position from TSS

Le
ve

l m
ar

k

Id
encode_GM12878_H3K9ac_rep1
encode_GM12878_H3K9ac_rep2
H018H3K9acX1

Set
silent
stable

H3K9ac



Outline

First sample sequenced of these marks
H3K9ac
H3K36me3

Sencond replicate of these marks

One timepoint of these marks is sequenced. 4 timepoints more

Pol2Ser5



H3K36me3 - First sample sequenced of this mark
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H3K27me3 - gene body - Second replicate
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H3K27me3 - TSS - Second replicate
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H3K27me3 - Second replicate

Correlation between replicates: mean of 10kb windows
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H3K4me2 - Second replicate
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H3K4me2 - Second replicate

Correlation between replicates: mean of 10kb windows
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H3K4me1 - 4 timepoints more
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H3K4me1 - 4 timepoints more + controls
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H3K9me3 - 4 timepoints more
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H3K9me3 - 4 timepoints more + controls
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Pol2Ser5 - TSS
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Pol2Ser5 - gene body
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