(]
o} 800
& 1.00
+ O
s w
3 Q 600
8 group
5 0.75 "‘6
® B sGs
= 400
s ; DEG_groups @ . TGs
2 o]
=050 . e SGs c [l TsGs
% e TGs S 200
S e TSGs =z
G = -
. - pr— ) e
0.254 0
g T T T T T T T T T T T T T T T
S . QO L2 IOOOHLLRRQQ2QARARK
= . $;§@®@'S'S'S§£D’\’\’\’§’§’
S SELER $u.) v / /r\,/ NS & N ~
0.00 ; ; e 7 L LS 00 0 o s A R 570/
o ¥ S Q P H NI ‘R
g 000 025 050 075  1.00 QW/Q/@,@/Q/ @s\@q?, /o,/°‘<7q7’\’
. L. . 7 12) / ~
Proportion of variation across tissues &SSO L& /&0’ O P RIAINY
& o/ ~ Y QS &(0 V%) R AENAN
O o/ 207 K o/ 7 o/
%) IS YY) &2 &
NS e
N N K
C WP LP |[L3wpLP
|:| .. More expressed
—_— . . Less expressed
— Downregulation
Constant
Upregulation
]
Developmental stages
chitin—based cuticle development - [ ] stem cell differentiation .
) chitin metabolic process - ° size.norm leg disc morphogenesis q .
regulation of intrinsic apoptotic signaling pathway L] sensory neuron axon guidance 4 L] .
protein targeting to ER 4 ° ¢+ 05 compound eye morphogenesis - ° size.norm
endoplasmic reticulum organization L ] e 0.6 wing disc development - .
cotranslational protein targeting to membrane - [ ] e 07 wing and notum subfield formation 4 [] > 025
transcription initiation from RNA polymerase Il promoter4{ e ® 08 stem cell fate determination 4 . e 050
RNA processing - ® 09 imaginal disc—derived wing morphogenesis - o ® 075
ribosomal small subunit biogenesis 1 - @ ® 10 determination of muscle attachment site - ° ® 100
ribosomal large subunit biogenesis | @ regulation of cell fate specification - .
regulation of mitotic cell cycleq ¢ positive regulation of transcription by RNA polymerase 11 .
regulation of chromatin organization & Pvalue mesodermal cell fate specification - ° Pvalue
Notch signaling pathway 7 leg disc proximal/distal pattern formation .
mRNASplICIIﬁh\:\I‘iﬁgzi?:;:gﬁ: ; e 2e-04 leg disc development - . e 0001
mitotic nuclear divisiond « e 4e-04 imaginal disc—derived leg morphogenesis 4 . e 0.002
® 6e-04 photoreceptor cell fate commitment4 @ e 0.003
histone modification e neurogenesis | o 0004
DNA-dependent DNA replication 1 .. T T eye photoreceptor cell differentiation4 e
N @% {3.‘2/ eye-antennal disc development e .
q/'f’ g}' ,,)\/ compound eye photoreceptor development{ @
s & S e B e
VY & S LS
<) 2] A
) NS YRV
] S B
&S o 5w
NS Qj‘ S
o/ 9
F &L
size.norm
e 0.25
muscle cell development - ] e 050
anterior midgut development 4 () e 075
larval walking behavior ° ® 1.00
visual perception - °
chemical synaptic transmission L] Pvalue
R8 cell differentiation e e 0.001
axon guidanceq - e 0.002
T T T e 0003
338388 o oom
AN I ’
o &8 el 3 2l
755 5 o vl
e E TS
%/ & o
& & 9
& L

Fig. S3 RNA dynamics through tissue along fly development. (a) Proportion of the gene expression variation explained by tissues
(z-axis) and by developmental stages (y-axis) for DEG. (b) Number of DEGs and percentage of transcription factors that are
differentially expressed across minor groups of tissues (TGs), stages (SGs) and both tissue and stage (TSGs). (¢) Dynamics of
DEG across fly development. (d) GO term enrichment analysis of SGs. (e) GO term enrichment analysis of TGs. (f) GO term
enrichment analysis of TSGs.



