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Non parametric regression - 1716 protein-coding genes

p-value<<0.5 and statistical value >0




Non parametric regression - 78 non-coding genes




NPReg, upregulation Oh - 830 protein-coding genes




NPReg, upregulation Oh - 19 non-coding genes
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NPReg, upregulation 0h - 830 protein-coding genes
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NPReg, upregulation Oh - 19 non-coding genes

CLASS V (31 genes)
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NPReg, upregulation 0Oh - class1
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NPReg, upregulation Oh - class2




NPReg, upregulation Oh - class3




NPReg, upregulation Oh - class4
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NPReg, upregulation Oh - class5
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NPReg, upregulation Oh - class6
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NPReg, upregulation Oh - class7
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NPReg, upregulation Oh
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NPReg, upregulation Oh
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NPReg, upregulation Oh - class1

5kb TSS 1kb



NPReg, upregulation Oh - class2

5kb TSS 1kb



NPReg, upregulation Oh - class3
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NPReg, upregulation Oh - class4
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NPReg, upregulation Oh - class5

FBgn0013683 mt:ND4L mitochondrial NADH-ubiquinone oxidoreductase chain 4L
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NPReg, upregulation Oh - class5

without FBgn0013683 mt:ND4L mitochondrial NADH-ubiquinone oxidoreductase chain 4L
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NPReg, upregulation Oh - class6




NPReg, upregulation Oh - class7
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Peaks found after cell death but not after heashock in
5kb TSS

class1 AH16H00S1-minus-AH16H00C1 104
class AH16H15S1-minus-AH16H15C1 26
class1 AH16H25S1-minus-AH16H25C1 84
class2 | AH16H00S1-minus-AH16H00CH 95
class2 | AH16H15S1-minus-AH16H15C1 38
class2 AH16H25S1-minus-AH16H25C1 98
class3 | AH16H00S1-minus-AH16HO0C1 17
class3 AH16H15S1-minus-AH16H15C1 4
class3 AH16H25S1-minus-AH16H25C1 30
class4 AH16H00S1-minus-AH16H00C1 10
class4 AH16H15S1-minus-AH16H15C1 0
class4 AH16H25S1-minus-AH16H25C1 7
class5 | AH16H00S1-minus-AH16HO0C1 0
class5 AH16H15S1-minus-AH16H15C1 0
class5 | AH16H25S1-minus-AH16H25C1 11
class6 | AH16H00S1-minus-AH16HO0CH 8
class6 AH16H15S1-minus-AH16H15C1 0
class6 | AH16H25S1-minus-AH16H25C1 0
class7 AH16H00S1-minus-AH16H00C1 0
class7 AH16H15S1-minus-AH16H15C1 0
class7 AH16H25S1-minus-AH16H25C1 0




iC

s target

We have a test version up and running from today:
http://gbiomed kuleuven.be/apps/ich/i-cisTarget-mev7,

We still need to test it ourself, but you can already try.

There are no guarantees that this URL will stay available and/or
will be working all the time and will give correct results.

Cheers,
Gert



iCis target - class1 Oh




iCis target - class1 15h




iCis target - class1 25h




Peaks found after heat shock but not after cell death in
5kb TSS

classi1 AH16H00C1-minus-AH16H00S1 30
classi1 AH16H15C1-minus-AH16H15S1 84
classi AH16H25C1-minus-AH16H25S1 25
class2 AH16HO00C1-minus-AH16H00S1 25
class2 | AH16H15C1-minus-AH16H15S1 76
class2 AH16H25C1-minus-AH16H25S1 18
class3 AH16H00C1-minus-AH16H00S1 0
class3 AH16H15C1-minus-AH16H15S1 9
class3 AH16H25C1-minus-AH16H25S1 9
class4 AH16HO00C1-minus-AH16H00S1 0
class4 AH16H15C1-minus-AH16H15S1 2
class4 AH16H25C1-minus-AH16H25S1 9
class5 AH16H00C1-minus-AH16H00S1 0
class5 | AH16H15C1-minus-AH16H15S1 13
class5 AH16H25C1-minus-AH16H25S1 16
class6 AH16H00C1-minus-AH16H00S1 0
class6é | AH16H15C1-minus-AH16H15S1 13
class6 AH16H25C1-minus-AH16H25S1 9
class7 AH16HO00C1-minus-AH16H00S1 0
class7 AH16H15C1-minus-AH16H15S1 0
class7 AH16H25C1-minus-AH16H25S1 0
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