60 -

40 -

Number of genes

20+

Interseccion DESeq2 and FC-relax

IncRNA
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300
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. Upregulated . Downregulated

15h

25h




Early_FoldChange_IncRNA_upregulated Early DESeq2_IncRNA _upregulated




Early _FoldChange IncRNA_downregulated Early DESeg2_IncRNA_downregulated




Early_FoldChange_mRNA _upregulated Early DESeq2_mRNA_upregulated




Early_FoldChange_mRNA_downregulated Early DESeg2_ mRNA_downregulated




Mid FoldChange IncRNA_upregulated Mid DESeq2 IncRNA upregulated




Mid FoldChange IncRNA downregulated Mid DESeq2 IncRNA downregulated




Mid FoldChange mRNA upregulated Mid DESeq2 mRNA upregulated




Mid FoldChange mRNA downregulated Mid DESeqg2 mRNA downregulated




Late FoldChange IncRNA _upregulated Late DESeg2 IncRNA upregulated




Late FoldChange IncRNA downregulated Late DESeq2 IncRNA downregulated




Late FoldChange mRNA upregulated Late DESeq2 mRNA upregulated




Late FoldChange mRNA downregulated Late DESeq2 mRNA downregulated




