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Figure 1: CS=5.2
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Figure 2: CS=5.52
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Figure 3: CS=6.84
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Figure 4: CS=5.52
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Figure 7: CS=5.52
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Figure 8: CS=5.2
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5601116-5603653&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:108542865-108544653&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2964782-2966921&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2935787-8997461

TY71F9AM.7

unc-2

C.Ele -cctgacac|acggccagTTTGaGTTGatTCGCTCTttcgcaatagagctttgagt-——————---- ..78...--ttcccacaattt|tctctagt
C.Bri  -gccactcc acgggcagTTTGaGTTGatTCGCtcTTTAttGATGGagcttgggtcaaattactgt .71...tcttcccaca--ct|tcaactgt
C.Bre| -accccgtc|acgggcagTTTGaGTTGatTCGCTCTtttaaagtagagettgggtc——————---- ...78...-—ttcccacagttt|taaaatat
C.Rem tgctgtgtc|-cgggcagTTTGaGTTGatTCGCTCTtccccgatagagettgggte———-———-—- ...85...--ttcccacatctt|ttgagatt

* K| kokok koK oKk KKK Kk Kok KoK KKK KoK * kkkKkK K RkkKkKRKK K[k *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

tagacggt|aagtgt----- ttattt-...25619...——————- atcccgegtcgacccgttttGGGGCGACGACcgCAAAacc—--ctcggecattgattgtc...1465. . . ttgatttcagag|tagtcgat
tagacggt|tagttc——--- tttttg-...2035.. tgcggtaatcccacgtcgacCCGTTtTGGGGCGACGAchCAAAacccctctcgaccattgatt-——...1129...cctatttcagag tagtcgat
ccggaggt|tagttgggggat-———--- ...2587. . .- atcccgegtcgacccgttttGGGGCGACGACcgCAAAacc---ctcgaccattgattgtc...1119. . .caaatttcagag|tagtcgat
—————— gt tagttcaagcgttttaga .1503...-------atcccgcgtcgacccgttttGGGGCGACGACcgCAAAaccc--cccgaccattgattgt-. .. .641. . .acaatttcagag|tagtcgat

Hk| koK srokkok skokskokskokokskokokkokoksoR ok kskok ok ok ook ok ok kok ok kok skokakokokoskokokok sk okok ook | okokok sk kok ok

1d=190491 gene=T02C5.5 name=unc-2 segment=chrX_2743735_2747799_-1 type=IN

Figure 9: CS=5.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2743726-2747807&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16493914-16497182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193565063-193568866&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115188509-115190750&Track=refGene

TY71F9ANI7

NW C34E11.2

ccgacgceg
ccgacgea
ccgacgca
ccgacgca

%k %k k kK k

C.Ele -cctgacac
C.Bri, -gccactcc
C.Bre  -accccgtc

C.Rem tgctgtgtc

*

*

acggccagTTTGAGtTGATTCGCTctttcgcaatagagetttga...80...-—ttcccacaattt
acgggcagTTTGAGtTGATTCGCTctttattgatggagettggg. . .83. . . tcttcccaca--ct
acgggcagTTTGAGtTGATTCGCTcttttaaagtagagettggg...80...——ttcccacagttt
-cgggcagTTTGAGtTGATTCGCTcttccccgatagagettggg. . .87. . .——ttcccacatctt
sokok skokokokskkokskok sk ko ok ok ko sk ook * kokkokkok K sokdkokdokkk ok

*

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

tttctattggtg. .
tttttgttggta. .
tttttgttggta. .
tttctgttggta. .

kkk ok kkkkk

.107..
.125..
.125..
.133..

.——aactgcctcatcttccaccaGGCGCGAATCGccCTCAAGatatcaaattcatattgtat-. .

.ttttcactgtattctttca--aGGCGAgaATCGccCTCAAGatatcaaattcat-ctgtatt. .

.tttcaatccttttcttcca--aGGCGAgaATCGtcCTCAAGatatcaaattcat-ttgtatt..

.tctctagtctcttcttcca--aGGCGAgaATCGccCTCAAGatatcaaattcat-ttgtatt. .
* kckkk kk kskokskok skokskokskok skokskokskokskskokskokskokokskokokokokok kokokokok

.2198..
.2424. .
.1869..
.1533..

id=78911 gene=C34E11.2 name=C34E11.2 segment=chrX_11811473.11813860_-1 type=IN

Figure 10: CS=5.52

.ttaaggatcaaalcatcttta
.ttacggatcagalaatcttta
.ttatgaatcaaa|catcttta
.ttacggatcaaa|catcttta

tctctagt
tcaactgt
taaaatat
ttgagatt

*

kokk ok kkkk k| kkkkkkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11811464-11813868&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15236276-15238924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:159912103-159914196&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122226127-122227892&Track=refGene

TY71F9AM.7

+=

C.Ele -cctgacac|acggccagTTTGAGTTGATTCGCTctttcgcaatagagetttga...80...-—ttcccacaattt|tctctagt
C.Bri, -gccactcc|acgggcagTTTGAGTTGATTCGCTctttattgatggagettggg...83. . .tcttcccaca--ct|tcaactgt
C.Bre  -accccgtc|acgggcagTTTGAGTTGATTCGCtcttttaaagtagagecttgg—...81...--ttcccacagttt|taaaatat
C.Rem tgctgtgtc|-cgggcagTTTGAGTTGATTCGCTcttccccgatagagettggg...87. . .-—ttcccacatctt|ttgagatt

* K| kokok skokskokskskokskoksk ok sk ok ok ok sk ok sk ok ok * kokskokokok ok skckkkokkk ok [k *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

C.Ele, aattatct|aaattcaaattt--..
C.Bri, gtccgttt|tcgttcaaattt--..
C.Bre  --ctgttt|ctaaacaattatca..
C.Rem tatcaact|aaaa--agctataa..

* * ok %k

.115..
.121..
.115..
112,

.gtgcgaaaagacgatttgctGGTGAATCAATTCAAAat
.gtgcggaaagacgagttgctGGTGAATCAGTTCAAAat
.—tgcggaaaaacgacttgcttGTGAATCAGTTCAAAat
.gtgaggaaggacgagctgttGGTGAATCAGTTCAGAat

kk ok kk  kkkk  kk ok skokskkokkokk kkkk kkk

gaattatc
gaactatc
gaactatc
gaattatc
ok kokokok

id=133746 gene=Y54G11A.10 name=1in-7 segment=chrII_14349166_14349330_-1 type=E5

Figure 11: CS=5.8
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:14349157-14349338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:271306-271493&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:64234530-64234710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:30322700-30322878&Track=refGene

TY71F9AM.7

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri -gccactccacgggcagtttgagttgattcgetctttattgatggagc-TTGGgTCAAATTACTGTCcgaaaatgatagagaagaag...50. .
gtttgagttgattcgctcttttaaagtagagc-TTGGgTCAAATTACTGTCcgaaaattatagagaggage. . . 47. .
gtttgagttgatccgectcttttgacatggaGCTTTGGgTCAAATTACTGTCcggaaatgatagagaagage. ..50. .
C.Rem tgctgtgtc cgggcagtttgagttgattcgectcttccccgatagagc-TTGGgTCAAATTACTGTCcgaaaatcgtagagaagagt. . .54. .

C.Bre —accccgtcacgggca
C.Jap  ttccccact-cgggcea,

k3 %k %k k k

ttcatctctctttcttcttt-—..
tt--tctctctttctttctatg-..
-—-gtttctgtttcttcttcatc...
-——tcctcctcttctttttttge. ..

*% kkkkk ok

kok ok ok ok ok okook ok skok sk sk ok ok ok k sk k sk ckokokok kokokokokokokokokokokokokokokokokkokk kokkk  skkkkkk kxk

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

.1756. . .accagcacaacctatggaaaGACAaaTAGTgTTGAaCCGA---aaataaatgacacccaagag. . .

skokkokskkk ko kkk  kokokokokokkokkokkkkkokkk * % %k kkk  kkkk

id=132829 gene=F42G4.3 name=zyx-1 segment=chrII_13065009_13066938_1 type=IN

Figure 12: CS=5.8

.15675. . .atcccaacaacctatcgaaaGACAaaTAGTgTTGAaCCGA---aaataaatgacacccaagag. ...
.549. . .caactcgaaacctatcggaaGGTAaaTAGTGTTGAaCCGAAGTgatcagggagcccccgagag. . . .
1493. . .ccaccaacaacctatcgaaaGACAaaTAGTgTTGAaCCGA---aaataaatgacacccaagag. . . .

.tcttcccaca--cttcaactgt
.——ttcccacagttttaaaatat
.——ttcccacatttttccgaaaa
.——ttcccacatcttttgagatt

2k 3k 3k >k %k >k k % k%

commmm ttctctgagctctgtgecte

.ctacggttctc———---- ctgtgectct

.caacagtt------ gctccctctetce

.ctacggttctc——-—- ctgtgctct
** * K

zyx-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:117139233-117139389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6683039-6684995&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:92428253-92430015&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:37785272-37785964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140598988-140600643&Track=refGene

d ?
| —— | Y7TIFOAM.7
/W\M—‘cdh@
C.Ele -cctgacac|acggccagTTTGAGTTGaTTCGectctttcgcaatagagettt...82...-—ttcccacaattt|tctctagt
C.Bri, -gccactcc|acgggcagTTTGAGTTGaTTCGctctttattgatggagettg...85. . .tcttcccaca--ct|tcaactgt
C.Bre, -accccgtc|acgggcagTTTGAGTTGaTTCGctcttttaaagtagagettg...82...--ttcccacagttt|taaaatat
C.Rem tgctgtgtc|-cgggcagTTTGAGTTGaTTCGctcttccccgatagagettg. . .89. .. ——ttcccacatctt|ttgagatt
* k| kokok kokok sk ok ok %k ok ok %k %k %k %k ok ok %k %k %k kK k k k  kkokokkk 3k %k ok %k % %k %k k * |k *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

C.Ele aagtgatt-----—---------- ctctttca-——------- ctccgttgetgte—————-——--—- ttggttcatTGAACAACtTCAAGacgatgacatc-—-tgtattcat...287...aggcctctgaac|gagaagat
C.Bri, aagccatttccattttttgttcg|cgttttctcttcatttcttctatttctgecgtgttttttatctggttcatTGAACAACtTCAAGatg-tgegttcgatttgattt-—...286...aggcagctgaaalaagacgat
C.Bre aagcaatt--------—-—------ ctcttttcatctgtttccactatt-ttttc———------—-—- ttggttcatTGAACAACtTCAAGatg-tgtgttc——gttcaattct...247...aggcagctgaaalaggatgac
C.Rem aagcaatt--------------- catctttc----tctcccteccgtt-ttttc————----—--- ttggttcatTGAACAACtTCAAGatg-tgecgttc——ttttattcaa...286...aggccgeccgaaalgggacgat

kkk  kkxk * *% *  kk ok ok ok kook ok kok kok kok sk kokkokkkkkkkk ok kk k% * ok %k kkkk ok kkk

id=160586 gene=F59C12.1 name=cdh-9 segment=chrX_16599244_16599606_1 type=IN

Figure 13: CS=5.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:1119239-1119618&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:19526251-19526664&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:18810453-18810800&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:128431253-128431635&Track=refGene

TY71F9AM.7

ttcaaaaa
attcaaaa
cttcaaaa
cttcaaaa

k*  kkkk

C.Ele  -cctgacac
C.Bri, -gccactcc
C.Bre  -accccgtc
C.Rem tgctgtgtc

* *

acggccagtTTGAGTTGATTCGectctttcgcaatagagettt...82. . .-—ttcccacaattt|tctctagt
acgggcagtTTGAGTTGATTCGctctttattgatggagettg...85. . . tcttcccaca--ct|tcaactgt
acgggcagtTTGAGTTGATTCGctcttttaaagtagagettg...82. . .——ttcccacagttt|taaaatat
-cgggcagtTTGAGTTGATTCGctcttccccgatagagettg. . .89. .. ——ttcccacatctt|ttgagatt

sokok skokokokskok kR ok sk ok sk ook ok ok ok sk ok ok ok * kokkokskok sokkokkokdkok ok [k *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

tgccagaggtaa...192..
tgccagaggtaa...202..
tgccagaggtaa...221..
tgccagaggtaa...210..

3k >k 5k >k 5k %k 5k %k >k k K k

3k 5k 3k 5k 3k >k 5k ok 5k 3k >k 3k 5k 3k >k 3k 3k >k 3k >k 3k >k 3k %k 5k 3k >k 3k >k 3k >k >k >k >k %k >k 3k %k 3k %k >k %k >k k k k koK k%

.ggactttgaatcctgcgaccCGAGtTCAAatCTCGGtggaacctatggtttttgea. .
.ggactttgaatcctgcgaccCGAGtTCAAatCTCGGtggaacctatgecttttttt. .
.ggactttgaatcctgcgaccCGAGtTCAAatCTCGGtggaacctatgetttttgag. .
.ggactttgaatcctgcgaccCGAGtTCAAatCTCGGtggaacctatcgttttttac. .

.2503..
.2237..
.2097..
.2221..

1d=324731 gene=F08G5.3 name=F08G5.3 segment=chrIV_12414691_12417465_-1 type=IN

Figure 14: CS=5.2

.ttttcactcact|attcgaga
.tctctcgtcagt|tttcaagt
.cattttatctct|ctttgagt
.cacttcatttct|atttgagt

* *

F08G5.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12414682-12417473&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7453035-7455570&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:137204563-137206977&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80652266-80654793&Track=refGene
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E&—/%

C.Bri, -gccactccacgggcagtttgagttgattcgctctttattgatggaGC-TTGGGTCAAATtactgtccgaaaatgataga-. ..
C.Bre -accccgtcacgggcagtttgagttgattcgctcttttaaagtagaGC-TTGGGTCAAATtactgtccgaaaattataga-. ..
C.Jap ttccccact-cgggcagtttgagttgatccgectcttttgacatggaGCTTtGGGTCAAATtactgtccggaaatgataga-. ..
C.Rem tgctgtgtc cgggcagtttgagttgattcgectcttccccgatagaGC-TTGGGTCAAATTactgtccgaaaatcgtagag. . .

C.Bri
C.Bre
C.Jap
C.Rem

kokok ok okok K ok oskokokskokokskokkk  kookok ok kk ok Kk kckokok skokokskokokskokokkokokokokokkokokkk  kkkk  okokkok

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

agcagaaaaaggt aagag---aagaaaacaaaaac-ATTTGACCCAGGCagggatcgaacctgcaatct. .
atcagaaaaaagt aag--taaaaatggcaaaat-ATTTGACCCAGGCagggctcgaacctgcaatct. .
aacaaaagaaggtaattt---—------------ aattttcaaaa----- aaac-ATTTGACCCAGGCaggggtcgaacctgcaatct. .

accagaaaaaggttaatatttattgaaatacaaaagattaaaaaaagataaaaGATTTGACCCAGGCagggctcgaacctgcaatct. .

k kk kk kk kk * * kxk skokok  skokokokokokokookodko sk ko sk ok sk ksk sk 3k ok sk ok ok ok ok ok ok sk ok sk sk k k-

.121..
.220..
L1117,
.139..

1d=8892 gene=F07C3.3 name=F07C3.3 segment=chrV_9228127_9229886_-1 type=IN

Figure 15: CS=11.12

.ttggac--ttcttgcaggatca
.-—aattaattctttcaggacca
.ttcaat--gctttgcaggatca
.-—caaccgtatttacaggatca

kok ckkokkk kk

/\—Q—T F07C3.3

..tcttcccaca--cttcaactgt
..——ttcccacagttttaaaatat
..——ttcccacatttttccgaaaa
..——ttcccacatcttttgagatt
*okokkokokokok *%


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:117139233-117139389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10778577-10778783&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87430335-87430639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:38150547-38150750&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85445781-85446027&Track=refGene
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VW/VW unc-103

ttcagecgg
ttcagctg
ttctgecg

ctcagegg

k% kk 3k

C.Ele -cctgacac|acggccagttTGAGTTgATTCGCTCtttcgcaatagagctttgag...79...--ttcccacaattt
C.Bri, -gccactcc|acgggcagttTGAGTTgATTCGCTCtttattgatggagettgggt...82. . .tcttcccaca--ct
C.Bre| -accccgtc|acgggcagttTGAGTTgATTCGCTCttttaaagtagagecttgggt...79...-—ttcccacagttt
C.Rem tgctgtgtc|-cgggcagttTGAGTTgATTCGCTCttccccgatagagettgggt...86...-—ttcccacatctt

* K| kokok koK oKk KKK Kok Kok KoK KK ok KoK * kkKkK K skkKkKKK K

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

taagtttaaatt..
taagttttttta..
tgagtttttttg. .
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Figure 16: CS=5.2
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Figure 17: CS=5.4
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Figure 18: CS=7.25
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Figure 19: CS=5.52
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Figure 20: CS=5.2
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Figure 21: CS=5.2
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Figure 22: CS=6
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sk soksokskokokkokkokkokok ok * sk soksokskokskkokoRkokkokok kol okskokskok ok sokskokdokkk %

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

C.Ele| ccGACAGT|GAgtTTTGAgTCAGA----tcaaattta-ccttatcaatg-——---—---- ....89...gctatttcagaa|tcggtatt

C.Bri  tcGACAGT|GAgtTTTGAgTCAAaaTTCAAATAAGAGTccttatcaatgacgttgtcc...117.. .attatttcagat|gcggaatt

C.Jap  tcGACAGT|GAgtTTTGAtTCTAA----tcaaataagcccttatcaat--—-—-——---- ...139...atttttgcagga|ttggtatc

C.Rem  ccGACAGT|GAgtTTTGAgTCAA----atcaaataaagccttatcaa———--------- ....83...gttattacagat|gtggcatt
sokokokokokok | okskokokokskokok Kok * ok sokok sk ok ok ok ok ok * Rk kokk

id=164985 gene=F40F4.7 name=F40F4.7 segment=chrX_3244510_3244645_-1 type=IN

Figure 23: CS=5.2

tctctagt
tcaactgt
tccgaaaa
ttgagatt
*

cﬁ/g\—Q—O F40F4.7


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:117139233-117139389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3244501-3244653&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8148923-8149117&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42606453-42606655&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145019444-145019589&Track=refGene

TY71F9ANI7

E/W\—/ ‘&_&-/ - 75470 1

aataacta
aaaaactg
caaaacaa
aaaaactg
* dokok

C.Ele cctgacac|acggcca-—---GTTTgaGTTGaTTCGctctttcgcaatagagettt. ..

C.Bri  gccactcc|acgggca--—-GTTTgaGTTGATTCGctctttattgatggagettg. ..

C.Bre  accccgtc|acg----GGCAGTTTgaGTTGATTCGctcttttaaagtagagecttg. ..

C.Rem| ----tgct|gtgtccgGGCAGTTTgaGTTGATTCGctcttccccgatagagettg. ..
*

>k 3k ok ok ok ok ok ok ok ok ok 3k ok ok %k ok %k %k 5k % ¥ okokokokok ok

..——ttcccacaattt
..tcttcccaca--ct
..——ttcccacagttt
..——ttcccacatctt

3k ok %k %k ok k k *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

gtttgaattttc...674...tcgaggtaaaaccggacaatTGAAacCAACaAAGCgatgccggttaatctgegtg———-—- v

.992. . .caaatgtttcag|ctatgaac

tctctagt
tcaactgt
taaaatat
ttgagatt
* *

gttacaattttt...695...ttgttgtaaaaccggacaatTGAAaTCAACaAAGCgacgccggttaatctgtgeg—————— ...1131.. . tcagttttctag|gtatgaat
gaaaacaggttt...661...tgttggtaaaaccggacaatTGAAaTCAACaAAGCgaTGCCggttaatctgtgegtctate. ...
gtttcaatattt...673...ttgtggtaaaaccggacaatTGAAaTCAACaAAGCgaTGCCggttaatctgtgegtctate. ...
* * Kk * skokokskokskokskokokskokskokskokokokok skokokokokokskokskokok  skskokskokokokokskokokkk K K

id=260823 gene=ZK470.1 name=ZK470.1 segment=chrX_4165688_4167432_1 type=IN

Figure 24: CS=5.2

647...tcaaggtttcag|gtatgaac
411...ttaatgtttcag|aaatgaat

* kk kX


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:13551413-13553174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:11498752-11500673&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:191851326-191852735&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:3360045-3361230&Track=refGene
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] Y7TIFOAM.7

QaQaaQ

/—_Q—Q—Q_&—M:T tag-76

cctgacac|acggccag—————- TTTGAgtTGATtCGCTCtttcgcaatagagectttgag...79...~—ttcccacaattt|tctctagt
gccactcc|acgggcag—————- TTTGAgtTGATtCGCTctttattgatggage-ttggg...83. .. .tcttcccaca--ct|tcaactgt
—————— ac|cccgtcACGGGCagTTTGAgtTGATTCGCTcttttaaagtagage-ttggg...80...-~ttcccacagttt|taaaatat
tgectgtgt|ccgggecag—————- TTTGAgtTGATtCGCTcttccccgatagage-ttggg...87...—-—ttcccacatctt|ttgagatt

k ok k% 3k >k 3k 3k 3k 3k 3k ok %k 3k 3k 3k 3k %k %k %k Xk 3k 3k %k kkkk kkk 3k 3k %k %k %k 3k 3k %k k * [ % *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

.Ele, aacagacG|AGTGccATCATCAAG------— gt--cagaa-tcattttcgcgggaaat-—---- ttaattttaa|gattattt

.Bri| agcagact|AGTGccATCATCAAG------ gtaacaaaaaatcttttcttagaaaaaaggctctcatatttaajataa-tgt

.Bre agcagacc|AGTGcAATCATCAAGGTCTGTctttcaa—————-----— ttcagaaact-—-——----- tcctcalaatgatgt

.Rem aacaaaca|AGTGctATCATCAAG------ gtaacagag-—-—------—-—-- aggaaatatacaatagaatcgaalaaaagtaa
K kk Rk [okkokk okskokokkok koK * Kk * Kk * *

1d=261525 gene=ZK757.3 name=tag-76 segment=chrIII_9889058_9889106_-1 type=IN

Figure 25: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9889049-9889114&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8555909-8555982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:24962627-24962687&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:11829204-11829267&Track=refGene

o
[

TY71F9AM.7

m_/—\ij xpo-1

ttgttaag
agtgatag
gtatagag
agatacag

*k

C.Ele cctgacac|acgg——--- CCAGTtTGAGttGATTcgctctttcgcaatagaget...84...-—ttcccacaattt|tctctagt
C.Bri  gccactcc|acggg————- CAGTtTGAGttGATTcgctctttattgatggaget...87...tcttcccaca--ct|tcaactgt
C.Bre ----—- acc|ccgtcACGGgCAGTTTGAGttGATTcgectcttttaaagtagaget...84...-—ttcccacagttt|taaaatat
C.Rem tgctgtgt|ccggg-—--——- CAGTtTGAGttGATTcgctcttccccgatagaget...91...--ttcccacatctt|ttgagatt

sk ok ok ok ok ok ok ok ok ok Kok ook o ok ok * kokkokk sokkkkkkk k[ *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

gttggaaatcat. .
tctaggaatcat. .
acttgaaatcat...
gctggaattcat. ..

k >k ok skkkk

.1481..
.1463..
1464. .
1475. .

.tctcgccatctttgcataccAATCtCTCAttACTGGagtatcattttcctttgaaa————- ...1118..
.tcttgccatctttgecataccAATCtCTCAtcACTGgactatcgttctecttegat-—————- ....980..
.tctagccatcttggcataccAATCtCTCAtAACTGgaCTGTcattctctttcgaaacgata....910..
.tctcgeccatctttgcataccAATCtCTCAtcACTGgactgtegttttctttcgac—————- ...1120..

skkok skokokokokokskok skokokokokokokokdkokokkokdkokdkok kokskokkk k kk ckk kk kk kxk

1d=198588 gene=7ZK742.1 name=xpo-1 segment=chrV_7809912_7812590_1 type=IN

Figure 26: CS=5.2

.ttcttttttcag|gtctcgac
.cccaatttccag|gtctcgac
.gttctattccag|gtctcgac
.aatctattccag|gtctcgac

ok kokook | okk ok sk ok ok ok k


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13106969-13109664&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:2233269-2235807&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155116840-155119315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89535435-89538125&Track=refGene

| —— T Y71R9AM.7

C.Ele -cctgacac|acggccagtttgagttgattcgctctttcgcaatagagectttgagtcaAATTacTGTCcGGAAATTATagagatgaagctcatttgga...36...-—ttcccacaattt|tctctagt

C.Bri -gccactcc|acgggcagtttgagttgattcgetctttattgatggage-ttgggtcaAATTacTGTCcGAAAATgatagagaagaagatctaat---...43...tcttcccaca--ct|tcaactgt

C.Bre -accccgtclacgggcagtttgagttgattcgectcttttaaagtagage-ttgggtcaAATTacTGTCcGAAAATTatagaga-ggagectcatgtat-...39...-—ttcccacagttt|taaaatat

C.Jap  ttccccact|-cgggcagtttgagttgatccgetcttttgacatggagetttgggtcaAATTacTGTCcGGAAATgatagagaagagettttcag-—-...43...-—ttcccacatttt|tccgaaaa

C.Rem tgctgtgtc|-cgggcagtttgagttgattcgctcttccccgatagage-ttgggtcaAATTacTGTCcGAAAATcgtagagaagagtgcacctt-—-—...47...-—ttcccacatctt|ttgagatt
* sokok kokskokokokok kKRR kKR Kok Kok kK ok * kkokk kokok kokskokokskokskoRokoRkkRkR kokokk kokokokkk K sokkkkkkk k%

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

C.Ele gtaagtgt|atttcctacttt...1021...acctcctccttcatg---aacca-ATAAaaTTTTTGACAAGTT-——---- ggatgaattga---aaccttctt...1538...atagagggtaat
C.Bri gtaagtgt|acccatcgtgtt...1618...-——————- ctttaagaaaaaccaataaa-ATTTTTGACAAGTTgcgggaggaagaaattga-——aa—————-—-— ...1618...tcagagggtaat
C.Bre gtaagtgt|acttgcttttca...1107...-———- caccttcatg---aaccaataaaAATTTTTGACAAGTT------- ggaggaaatga---aaccttttg...1037...tcagagggtaca
C.Jap gtaagtgt|actctcatcctg...3443...--tatttacttttca------ cagtgaa-ATTTTTGACAAGTT--------——- gaagttgggctaggecttact....972. .. .tcagaaggcaat
C.Rem gtaagtgt|acttccttttct....970...-————- tactcttag---aaccaacaaaa-ATTTTGACAAGTT------ ggagggaatcga--—aaccttgt-....801...tcagagggtaaa
sokokokok ook ok | Kk *k Kk kk skokokskokskokakokokokok * ok * skk kK ok

ccaacaaa
ccaacaaa
ccaagaaa
ccagaaag
ccagccaa
kK K

id=11160 gene=ZK899.8 name=gap-2 segment=chrX_9472562_9475203_1 type=IN

Figure 27: CS=5.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:117139233-117139389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8243642-8246300&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18534089-18537419&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:174802238-174804477&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:124276683-124281192&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76054093-76055957&Track=refGene

RS

TY71F9AM.7

C.Ele| -cctgacac|acggccagTTTGAGTTGATTcgctctttcgcaatagaget...84..
C.Bri  -gccactcc|acgggcagTTTGAGTTGATTcgctctttattgatggaget...87..
C.Bre -accccgtc|acgggcagTTTGAGTTGATTcgctcttttaaagtagaget...84..
C.Rem tgctgtgtc|-cgggcagTTTGAGTTGATTcgctcttccccgatagaget...91..

* k| kskok 3kokokookk ok ok ok ok %k ok %k ok 3k %k ok %k >k %k k k k *  kkkkk

.——ttcccacaattt
.tcttcccaca--ct
.——ttcccacagttt
.——ttcccacatctt

ok ok ok ok ok ok ok *

tctctagt
tcaactgt
taaaatat
ttgagatt
* *

1d=144825 gene=Y71F9AM.7 name=Y71F9AM.7 segment=chrI_2935787_2935922_1 type=EN

C.Ele tcagacgt|ggtaaggacttt..
C.Bri, tcagacgt|ggtaggtttatt..
C.Bre  tcagacgt|ggtaggtttctt..
C.Rem ttcgacgt|ggtaggtcaact..

k) kskokokk|kkkk ok *

.222..
.353
.347
.422. .

S ttccatttggagcggtac——
...~——ttttccat----atcagtactt
...aacactaccattcaattc———----

S ccattaaattcagttctc
*okokok *

taAGTCccAACTttCA
taAGTCccAACTttCA
taAGTCccAACTttCA
ttAGTCccAACTttCA
kKooK oKk KoK ok K KoK ok K

GAaggcaa
GAaggaaa
GAaggcaa
GAaggcaa

kokkkk kxk

id=199134 gene=F52F12.6 name=ztf-11 segment=chrI_9905843_9906110_-1 type=IN VIEW

Figure 28: CS=5.52

—— ﬂ/;\ﬁ ztf-11


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12136490-12136642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184476-5184631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644753-72644905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516444-143516603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9905834-9906118&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3814782-3815197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124025539-124025948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111812529-111813013&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2935787-9906110

S

TK07C5.10

C.Bri
C.Bre
C.Jap
C.Rem

gcgtatgttgttgatgecggatattcaccttgagttaaagt:

3k 3k 3k >k 5k >k 3k 3k 5k 3k 3k 3k >k ok ok 5k 3k >k 3k >k 3k %k >k %k %k k ¥ 3k >k 3k >k 3k 3k 5k 3k 3k 3k >k 5k ok >k 3k >k 3k >k 3k %k >k %k >k %k %k %k %k >k k 5k

1d=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Bri gtgagttc--aa----ggggaaaagg-——-——-- ....542.. . -gagagagagcgacgaaatccAGTTAAACgGGTCcgcgcaggagaaaaagaagg. -

C.Bre gtgagttc--aacttttgggag-—--—-—--—-—----- ....573...aaagagaaaa-aacgaaatccAGTTAAACgGGTCcgcgcaggagaaggcacttc. .

C.Jap gtgagttctgaatatttatg------—-------- ...2271...-tttcgcacgacacgaaatccAGTTAAACgGGTCcgcgecacttcactttttgag. .

C.Rem gggag-———-—-——-——————- gaaagggtcccccgt....522. . .agagagaaaa-aacgaaatccAGTTAAACgGGTCcgcgcaggcaaaagaaggca. .
* koK * * stk okoke sk ke sk ks ko sk ke sk ks ok o ko sk ok sk ok ok ok ok *

1d=46653 gene=Y45F10B.10 name=qui-1 segment=chrIV_13563092_13565173_1 type=IN

Figure 29: CS=5.52

:::--ataggcatgtatttaatgcgggtgaatgacgttaatttGGCCGTTTAGCTtgcatgecgaaatcattctec. . .48. .
--ctaggcatgtatttaatgcgggtgaatgacgttaatttGGCCGTTTAGCTtgcatgecgaaatcattttee. . .50..
aattaggcatgtatttaatgcgggtgaatgtttttaatttGGCCGTTTAGCTtgcatgcgaaagcatactte...50. .
::--ttaggcatgtatttaatgcgggtgaatgacgttaatttGGCCGTTTAGCTtgcatgecgaaataattctec. .. 49. .

*%

.358..
.479..
.196..
.343..

.ctgaaatggaaacattttca
.ttgaaagggatacattttca
.ctgaaaagaagacatttgca
.ctgaaagggtcacattttca
* % ook Kk Forokokokk ok

.tcagatgtccgtatttttga
.acagatgttcgagtcttcga
.tcagatgtacgcattttcga
.tcagatgttcgtgtctttga

dokkkokkok kk ok okok Rk

qui-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:80527457-80527693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5487981-5488974&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:88054660-88055805&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:113183704-113186264&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:48355053-48356011&Track=refGene
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F46F11.1
C.Bri N ataggcatgtatttaatgcgggtgaatgacGTTAATTTGGcCGTTTaGCTTgcatgcgaaatcattcteca. . .47. . .ctgaaatggaaacattttca
C.Bre : : ctaggcatgtatttaatgcgggtgaatgacGTTAATTTGGcCGTTTaGCTTgcatgecgaaatcattttcca. . .49. . .ttgaaagggatacattttca
C.Jap gcgtatgttgttgatgcggatattcaccttgagttaaagt: ::atgaaattaggcatgtatttaatgcgggtgaatgtttttaATTTGGcCGTTTaGCTTgcatgcgaaagecatacttct. . .49. . . ctgaaaagaagacatttgeca
C.Rem tirre ttaggcatgtatttaatgcgggtgaatgacGTTAATTTGGcCGTTTaGCTTgcatgcgaaataattctcca. . .48. . . ctgaaagggtcacattttca
sokokskokokskokskokskokokskok ok kokokskok ok kokokokskokskokskokokskokskokskskokskokskokkokokskokkokk kK K XK sokkokk ok kkokkokk Kk

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Bri, tcagaaaggtatttttgaca....170...tagggaacgatgtccatcaaAGGCaaAAACGTCAAATcaTGGCatgtgagtgtggaaaataaa...276...atttttttc--cagataaataa

C.Bre ttcgaaaggtaatagaaaag....135...tagggaacgatgtccatcaaAGGCaaAAACGTCAAATcaTGGCatgtgagtgcgtagagtttc...535...--gaatttcttcagatcaataa
C.Jap ttagaaaggtgataggggga...1615...tagggaacaatgtccatcaaAGGCaaAAACGTCAAATcctggcatgtgagtgtcaaa———--- ..339...cttgatttc--cagatcaataa
C.Rem ttcgaaaggtattatgaagg....125...tagggaacgatgtccatcaaAGGCaaAAACGTCAAATcaTGGCatgtgagtgtgtagatttga .273...aacaatctc--cagattaacaa

* kkkkkkk K Rk KoKk KKK Kok KKK KKK KRRk oK KK koK K ® Rk kkkkk Kk kK

id=179549 gene=F46F11.1 name=F46F11.1 segment=chrI_5628592_5629910_1 type=IN

Figure 30: CS=7.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:80527457-80527693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:2919068-2919617&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31181997-31182770&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:45707642-45709693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17331610-17332111&Track=refGene
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l ] KO7C5.10
(D haf-9
C.Bri ::attaggataggcatgtatttaatgcgggtgaatgacgttaATTTGGccGTTTAgcTTGCatgecgaaatcattctccate. . .45. . .ctgaaatggaaacattttca
C.Bre : 1:gtc----taggcatgtatttaatgcgggtgaatgacgttaATTTGGccGTTTAgcTTGCatgcgaaatcattttccact. . . 47. . .ttgaaagggatacattttca
C.Jap gcgtatgttgttgatgcggatattcaccttgagttaaagt: ::atgaaattaggcatgtatttaatgcgggtgaatgtttttaATTTGGccGTTTAgcTTGCatgcgaaagcatacttctat. . .47. . .ctgaaaagaagacatttgeca
C.Rem tiiiii------ttaggcatgtatttaatgcgggtgaatgACGTtaATTTGGccGTTTAgcTTGCatgcgaaataattctccact. . .46. .. ctgaaagggtcacattttca

C.Bri
C.Bre
C.Jap
C.Rem

3k 5k 3k >k 5k >k 5k 3k 5k 3k 5k 3k ok 3k >k >k 3k >k %k >k %k %k 5k %k >k >k k

3k >k 3k >k 5k >k 5k 3k >k 3k ok 3k >k >k >k >k 3k >k %k >k 3k %k >k %k >k %k *k k *k k

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

ctcgttgagtaagttataat...
ttcattaagtgagtttgaga. ..
ttctctcagtaagtttgata...
ctccctcagtaagtttcaaa. ..

kk ok kkk kkkk  k

1d=118594 gene=7K484.2 name=haf-9 segment=chrI_6082704_6082989_1 type=IN

..atcatgattcatcaagagtaGCAAaTAAACCTAAATcatatggcgtga-gagttgaa———-..
. .tgaaagcgtaatcaagagtaGCAAaTAAACCTAAATcatttggegt-—-tgecgtgggeg—-—- .
. .atgagatgttatcaagagtaGCAAaTAAACCTAAATcatttggcga—--gagtcgaacc—-..
..atcatgattaatcaagagtaGCAAaTAAACCTAAATcATGngcgtgaagagttgaactcg..

* %k 3kokook ok ok %k ok %k ok 3k ok 3k %k ok sk ok sk ok sk k sk k sk kok sk kkk  kokkokk

Figure 31: CS=5.2
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.ttttcttttcaggtcgegtt
.aaattacttcaggtcgagtc
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:80527457-80527693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:2235992-2236318&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:172615964-172616311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:28646358-28646645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122046832-122047163&Track=refGene

TK07C5.10

m ZK180.7

HE ggcatgtatttaatgegggtggatgattttagttcAGCCGtTTAGCTTGecatgcaaaattattttctat. . .48. . . ctgaaattggta
::ggataggcatgtatttaatgecgggtgaatgacgttaatttGGCCGtTTAGCTTGecatgecgaaatcattctccat. . . 46. .. ctgaaatggaaa
::---taggcatgtatttaatgcgggtgaatgacgttaatttGGCCGtTTAGCTTGcatgcgaaatcattttccac. . .48. . .ttgaaagggata

gcgtatgttgttgatgeggatattcaccttgagttaaagt::::::aattaggcatgtatttaatgegggtgaatgtttttaatttGGCCGtTTAGCTTGecatgcgaaagecatacttcta. . .48. . .ctgaaaagaaga

ok ok ok ok sk ok ok kok k ok ok ok kskok ok kok ok koK k kkok ckk skokokokokokokskokokokokkkokokkk kkok

*% ok * 3k ok k k *

cgaatatg
ataatatg
ctaatatg
ctgatatg

*okokkok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

gtaaatcttctt...1130...gtctcttctctcttcttcatCAGGcCTAAttCGGCTcgacaacttttcgtcgecag. .. 1877. .
gttagtttatca....862...ctcctgctgtttcttctcatCAGGcCTAAttCGGCTcgacaactttttcgtgtaag...1005. .

gtatgctcttat....9565...cttccttctcttcatctcatCAGGcCTAAttCGGCTcgacaacgttttcgtgtcac....900. .
gttagtttcctt....381...agcgtgctatagttgctcatCAGGCcCTAAttCGGCTcgacaacttttttgttgeag. .. 1950. .
*k sokokokskoksk ok ook ko sk sk ok sk skokskokskokokok ok kokok *

id=64241 gene=ZK180.7 name=7ZK180.7 segment=chrIV_4490719_4493805_1 type=IN

Figure 32: CS=6.2
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cattttca
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:80527457-80527693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12999971-13003074&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10000475-10002438&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:67267175-67269126&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:127479191-127481618&Track=refGene

TK07C5.10

C.Ele -—-——-—--—- gtatcatt|aattgatggcatgtatttaatgcgggtggatgattttagttcageccgtttaGCTTGCATGCaAAATtattttctattgaagatttt—. ..

C.Bri, gaataactaattttatt|agg-ataggcatgtatttaatgcgggtgaatgacgttaatttggCCGTTTagCTTGCATGCgAAATcattctccatcgaagaatac—...

C.Bre ----————- gttcagtt|ttgtctaggcatgtatttaatgegggtgaatgacgttaatttggccgTTTAgCTTGCATGCgAAATcattttccactgaagaaatce-. ..

C.Rem  --------- attttact|aggtttaggcatgtatttaatgecgggtgaatgacgttaatttggecgtttaGCTTGCATGCgAAATAattctccactgaagaataca. . .
* * sokokskokskskokskokskokokskokdkokdkokkok kokakok kskok sk skokskokskskokskokskokakskokokokokok skokokok kokk skok ok kskokokok

..ctgaaattggta
..ctgaaatggaaa
..ttgaaagggata
..ctgaaagggtca

kkkkk k%

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Ele acgtctAT|TTGCATatGTAAGC-—--- aaggaaaaaaaagaaagaaa...110...acatgtcaa-ttc|gttttaag
C.Bri  acgtctAT|TTGCATatGTAAGAAGCGGggaaaaagagaaataaatgg...108...-aatgtagtacct|attttaag
C.Bre  acgtctAT|TTGCATatGTAAGTGAA--gaaggaagaaatagaaaatc....97...acatgtcaa-ttc|gttttaag
C.Rem  acgtcTAT|TTGCATatGTAAGC-—--- aagaaaaaaaacacgaagga....b59...-catgtcaatttt|gttttaag

sokok ko ok ok ok | skok sk sk ok ok ok ok ok ok ok R * Kokokok kKoK ok ok ok

id=246538 gene=F13B9.6 name=cutl-29 segment=chrX_8265278_8265433_-1 type=IN

Figure 33: CS=5.52

cattttca
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8265269-8265441&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16341095-16341270&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:105662185-105662347&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91091657-91091778&Track=refGene
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—_——— TK07C5.10

—I:T nhr-35

C.Bri gaataactaattttattagg ataggcatgtatttaatgcgggtgaatgacGTTAAttTGGCcGTTTagcttgcatgegaaatcatt. . .52. . . ctgaaatggaaaca
C.Bre gttcagttttgt ctaggcatgtatttaatgcgggtgaatgacgTTAAttTGGCcGTTTagcttgcatgecgaaatcatt. . .54. . . ttgaaagggataca
C.Jap gcgtatgttgttgatgcggatattcaccttgagttaaagtactattttaattctgaaatagtcattttattcaacgtgaataacctcggtatgaaattaggecatgtatttaatgegggtgaaTGTTTTTAAttTGGCcGTTTagettgcatgegaaageata. . .54. .. .ctgaaaagaagaca
C.Rem attttactaggt ttaggcatgtatttaatgegggtgaatgacgTTAAttTGGCcGTTTagcttgecatgegaaataatt. . .563. .. ctgaaagggtcaca

*k * sokskokskokskokokskokskokskokskskokskokskokokoskokokok skokskokskokokokokskoksk sk kokskokskokskokokokokok Rk ok ok Kok skokkk ok Kok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Bri attcttaaaaatttcaaaaa...114...attattactcgttttcctgg-—AAATGCCATTGAT----tttaatttcaa---aacgggtgt...139...tcatgaaatttctaactttt
C.Bre actcatagtacttaactcat....98...gttacttcaagtccccctga--AAATGCCATTGA--------aacaccaactgaacgggtat....89...tcatgaaatctttgacctac

C.Jap| actcatagtagccagcaatt...190...--ctttgatagtcaacttgaaaAAATGCCATTGAAAGTAccaaa---caacgggtaaatcca...133...taataacccttttctctcca
C.Rem attcttgattttttctcaca....93...gttattaaaactccctatga--AAATGCCATTGA-------- aacaccaacgggtgacttct....90...tcatgaaatctttgatctga
* kK * * wokkkokkkokokoRokokk ok *k Kk * kx K * ok

id=251276 gene=C07A12.3 name=nhr-35 segment=chrX_4537231_4537506_1 type=E3

Figure 34: CS=5.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:80527457-80527693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10937844-10938190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:191502011-191502290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:37206807-37207227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:3029626-3029901&Track=refGene
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?K07C5.10

—/_\—

C.Bri gaataactaattttatt aggataggcatgtATTTaaTGCGGgTGAAtgacgttaatttggecgttt————- NN

C.Bre gttcagttttgtc taggcatgtATTTAaTGCGGgTGAAtGACGttaatttggccgtttagett. ..

C.Jap gcgtatgttgttgatgcggatattcaccttgagttaaagtactattttaattctgaaatagtcattttattcaacgtgaataacctcggtatgaaattaggcatgtATTTaaTGCGGgTGAAtgtttttaatttggecgttt————- c

C.Rem attttact aggtttaggcatgtATTTaaTGCGGgTGAAtgacgttaatttggeecgttt————- ce
Hokokok sokskokskokskokskskokskokkokkskokskokkoRkokokok ok skokskokokokokskoksk ok ok ok ok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Bri
C.Bre
C.Jap
C.Rem

ggtgagcgttttttgggatt—-

--tgagtaattttcttgtttgt

—-taattcatttttcatttttt

ggtaagggtttgatgaataa—-—
* % *ok

...1297...--tctcaacaaaaacgcaattt-——-TTCAgTCGCAacAAATcgga
....416...ataattgctcagaatataatTGTTttTTCAgTCGCAaTAAATccga
...1722. . .acccctaattacttttcaat-——---- TTCAgCCGCAacAAATcgga
...1212. . .-ctattaat-gtattgatattt-——-TTCAgTCGCAacAAATctga

*k Rokokkk kkokkk KkKKK KK

id=189599 gene=F23F12.12 name=F23F12.12 segment=chrIII_6508736_6509131_1 type=IN

Figure 35: CS=6.56

— F23F12.12

.ctgaaatggaaacattttca
..ttgaaagggatacattttca
.ctgaaaagaagacatttgca
.ctgaaagggtcacattttca
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:80527457-80527693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:12216467-12217824&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:129270606-129271088&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:39211096-39212878&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9793405-9794677&Track=refGene

d ?

l ] KO7C5.10
WW Y69A2AR.31
C.Ele --—------- gtatcatt|aattgatggcatgtatttaatgecgggtggatgattttagttcagCCGTTTAGCTTGCatgcaaaattattttctatt. . .47. . .ctgaaattggta|cattttca
C.Bri gaataactaattttatt|agg-ataggcatgtatttaatgcgggtgaatgacgttaatttggCCGTTTAGcTTGCatgcgaaatcattctccate...45.. . ctgaaatggaaajcattttca
C.Bre --—-——————- gttcagtt|ttgtctaggcatgtatttaatgecgggtgaatgacgttaatttggCCGTTTAGCTTGCatgecgaaatcattttccact. . .47. . .ttgaaagggata|cattttca
C.Rem  -———----- attttact|aggtttaggcatgtatttaatgegggtgaatgacgttaatttggCCGTTTAGCTTGCatgcgaaataattctccact. . .46. .. .ctgaaagggtcalcattttca

* * sskokskskokskokskokskskoRdkoksokkokokok ok kokok kok skokskskokskokskokokoskokskokokokokok kokakok skoksk kok ok skokkok ok k| skokskokskokokok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Ele gcggagcc|cgtaaaattttt....784...--ggcattcttacgccccgaaa-GCAAtCTAAATGGaaaaaaaagatgcacaaaaa. ...812...gtaaaatttaca|ggaaataa
C.Bri, acggcgcc|cgtaaaattctg...1566...ttgtcattcttacg--ccgaaa-GCAAtCTAAATGGaaaaagagagaaaggaaaag....314...tgatgaattcca|ggaaatga
C.Bre  gcggcgtc|cgtaaaattctg....979...--—acgccccgagaccccggaaaGCAAtCTAAATGGaaaaaagagagagagagaga....712. .. .gtttaatttaca|ggaaatga
C.Rem gcggcgec|cgtaaaattctg....944. . .ttgtcattcttacg--ccgaaa-GCAAtCTAAATGGaaaaaaagaaaagagagaaa...1944. . .tattacttttca|ggaaatga

* ok sk Kok [sokokskokk K

kkk ko k[kkkkkkkkk k * * X kokk kok  3kokokook sk ok ok ok ok %k ok %k %k k k sk k k

id=97718 gene=Y69A2AR.31 name=Y69A2AR.31 segment=chrIV_2655599_2657271_-1 type=IN

Figure 36: CS=6.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:2655590-2657279&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:14055130-14057093&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:50051856-50053640&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:64520001-64522982&Track=refGene

TK07C5.10

actgcagg
accgcagg
acggcagg
acagccgg

Y34B4A .4

kokkckk ok k| kokskokokkokk

gtatcatt|aattgatggcatgtatttaatgegggtggatgattttagttcaGCCGTTTAGCtTGCAtgcaaaattattttctattg. . .46...ctgaaattggta|cattttca
gaataactaattttatt|agg-ataggcatgtatttaatgcgggtgaatgacgttaATTTgGCCGTTTAGctTGCAtgcgaaatcattctccateg. .. .44. . . ctgaaatggaaalcattttca
gttcagtt|ttgtctaggcatgtatttaatgecgggtgaatgacgttaATTTgGCCGTTTAGCtTGCAtgcgaaatcattttccactg...46. . .ttgaaagggata|cattttca
attttact|aggtttaggcatgtatttaatgcgggtgaatgacgttaATTTgGCCGTTTAGCtTGCAtgcgaaataattctccactg. . .45. . . ctgaaagggtcalcattttca
* * sorckokskokskokskokskskokdokkokokokokok kokoksk kskok kok skokskskoRskoRskokokskokskokakokokok kokakok koksk kok ok ok
id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN
taaattacaaaa...877...----ctcacctcgcaatctctctcTGCGCTAAtATGGCaaaatgcttctctgataacg———-- ...379...-tctattttcagg|aacatcat
taagtgacggat...888...tcatctcaattcgcaatctc——--TGCGCTAAtATGGCaGAATgcttctctgataacgaaatt...389...-ccaaattctagglaacttcat
taaggaaaatga...566...tcatctcacctcacaatctc-——-TGCGCTAAtATGGCaAAATgcttctctgataacgaaatt...366...gtttattat-agg|laacatcat
taagcatatggg...562...tcatctcacctcgcaatctc-—--TGCGCTAAtATGGCaAAATgcttctctgataacgaaatt...361...—atttttttcagg|gacctctt
*okok sokokk  kok kokokokskokok sokskokskokokokokskokokokokok ok skok sk ok sk ok ok ok sk sk sk ok ok o * kkk

k% kk kX

id=139357 gene=Y34B4A.4 name=Y34B4A.4 segment=chrX_5267430.5268763_1 type=IN

Figure 37: CS=5.52



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12450082-12451432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10146865-10148241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190727847-190728878&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2432815-2433837&Track=refGene

[ ?
, — I K07C5.10
b/\m ZKT757.2

C.Ele --—--——--- gtatcatt|aattgatggcatgtatttAATGcgGGTGgATGAttttagttcagecgtttage...71. . .ctgaaattggta|cattttca

C.Bri, gaataactaattttatt|agg-ataggcatgtatttAATGcgGGTGaATGAcgttaatttggecgtttage...69.. . .ctgaaatggaaalcattttca

C.Bre ----——--- gttcagtt|ttgtctaggcatgtatttAATGcgGGTGaATGAcgttaatttggeecgtttage...71. . . ttgaaagggata|cattttca

C.Rem  -——------ attttact|aggtttaggcatgtatttAATGcgGGTGaATGAcgttaatttggecgtttage...70. . .ctgaaagggtcalcattttca

* * sokokskokskskokskokskokkskokkokkokokok kokskok kskok ko skokskokakskokskokok skokkk ok k| skokskokokskokok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Ele agctcata|gatcttgaacag...105...gaatttcccaacgggaccatTTATCACCTATTctctgggtgtcgecatceceg...143. . . atttcccaaatajattataaa
C.Bri, aactcatc|gatcttgagcaa...138...cctagtcccaacgggaccatTTATCACCTATTctcggtgtgtcgecatctgeg...124.. . agatcaatgata|ataataca
C.Bre  aactcatc|gatcttgaacag...123...caacctcccattgggaccatTTATCACCTATTctcggtgtgtcgectttggeg...166. . .acagaatacgtt|attgtgaa
C.Rem aactcatc|gatcttgaacag...103...caatgtcccgaagggaccatTTATCACCTATTctcggtgtgtcgecatctgge...212. . . tctccecctettalatatctat

® kokkokok | sokskskokokokk Kk kkokkskokokokskokskokskoskokskokskokokokokskokkokk ok skokokokskokok K *

id=67517 gene=ZK757.2 name=ZK757.2 segment=chrIII_9875005.9875328_-1 type=IN

Figure 38: CS=5.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9874996-9875336&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8539107-8539461&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:24953181-24953562&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:11817087-11817494&Track=refGene

RS

TK07C5.10

T |L/4\-0—6—/;\—Q—O egl-2

C.Ele --—-—---—- gtatcatt|aattgatggcatgtatttaatgecgggtggatgattttagttcageccgtttAGCTTGCATGcaAAATtattttctattgaagatttt.. .38. . .ctgaaattggtalcattttca
C.Bri gaataactaattttatt|agg-ataggcatgtatttaatgcgggtgaatgacgttaatttggccgtttAGCTTGCATgcGAAATcattctccatcgaagaatac...36...ctgaaatggaaajcattttca
gttcagtt|ttgtctaggcatgtatttaatgegggtgaatgacgttaatttggecgtttAGCTTGCATgcGAAATcattttccactgaagaaatc...38. . .ttgaaagggatalcattttca
attttact|aggtttaggcatgtatttaatgecgggtgaatgacgttaatttggccgtttAGCTTGCATgcGAAATaattctccactgaagaatac...37. . .ctgaaagggtcalcattttca

* * sokskokskokskokskskokskoksokkskokdkokk kskoksk  kaksk kok skskokskokskokskskokskokskokokokokok kokakk skoksk kk sk kokoskokok skckkok ok k| skokskokokskokok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Ele  aTTTCATG|TAAGTTtatgatgtaagaataatttttcgaaagcttgtttgatctt::::::ttaaagagaaaatgttaactagaaatttcagce

actatact

C.Bri,  aTTTCATG|TAAGTTtttt attttcagc|tctttact
C.Bre  aTTTCATG|TGAGTTtttg HH ttttccagc|cctctact
C.Rem  aTTTCATG|TGAGTTt HEEREE tctcagc|attatact

sokokokkokokok |k kokokskok * owkokk| ok kokkok

1id=104749 gene=F16B3.1 name=egl-2 segment=chrV_1292489_1293123_-1 type=IN VIEW

Figure 39: CS=9.64


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1292480-1293131&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:1143851-1144358&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:4260136-4260461&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:88346410-88346471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1292488-10351330

B

TKO7C5.1O

\ mnp-1
C.Ele gtatcatt|aatt-------- GATGGCATGtaTTTAaTGCGGGTGGatgattttagttcagecegtt...75.. . ctgaaattggta|cattttca
C.Bri gaataact|aatTTTATtaGGATAgGCATGtaTTTAaTGCGGgtgaatgacgttaatttggec——--...77...ctgaaatggaaa|cattttca
C.Bre gttcagtt|ttgtctag-—--—---- GCATGtaTTTAaTGCGGgtgaatgacgttaatttgge----...79...ttgaaagggata|cattttca
C.Rem attttact|aggtttag--—------ GCATGtaTTTAaTGCGGgtgaatgacgttaatttgge----...78...ctgaaagggtca|cattttca
* * sokkokokokskokskokokokokskokskokkokok kokokok dkokok kok ok sokkokok ok ok | sokskokokokokok

1d=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

ctttgagg|taaggaagtgaa...724...tccctgactcacacacacca———--- CCACgaCCGCATAAACATGTgTGTT------ tgtggaagaggagatgatgg....221. . .aaaaatttcaga|tcgttgaa

gttcgagg|taggtattttgg...260.. .- ————-—- acaccaccaccacga--—-tccgaCCGCATAAACATGTaTGTTTGTGAAtcaggatgtattctacgaag....491.. . aatttgttcagg|tagttgaa

gttcgagg|tgagtgggatac...522. . .- —————————- ccaccaccaggggtcccccaCCGCATAAACATGT------ atgtttgtggatcag-—--- atttg...1380...ttctattccagg|tcgtcgaa

gtttgagg|tgagattttgat...314.. .. - ——————- actcacacaccacga---tccgaCCGCATAAACATGT------ atgtttgtggacgaa----- aataa....261...ataaatttcaga|tcgttgag
Kk kkkk[ kK * kkkkk *skokokokok oKk Kok KoKk ok *  kkk * kKoK

id=156629 gene=B0285.7 name=mnp-1 segment=chrIII_4357094_4358127_1 type=IN

Figure 40: CS=6.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9425545-9426595&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:7324066-7324922&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:180915882-180917878&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:82936209-82936878&Track=refGene

TK07C5.10

cacaacag
cacaacag
cccaacag
cacaacag

*  kokkokkk

W\/\/\W\.@_/—\i —F—T cs0r12.5

————————— gtatcatt|aattgatggcatgtATTTaATGCGGGTGgatgattttagttcageegt...76...ctgaaattggta|cattttca
gaataactaattttatt|agg-ataggcatgtATTTaATGCGGGTGaatgacgttaatttggeegt...74. . .ctgaaatggaaa|cattttca
————————— gttcagtt|ttgtctaggcatgtATTTaATGCGGGTGaatgacgttaatttggeegt...76. .. .ttgaaagggata|cattttca
————————— attttact aggtttaggcatgtATTTaATGCGGGTGaatgacgttaatttggeecgt...75. . .ctgaaagggtcalcattttca

kokkokokokokokokkokkokkokskkkkkk kkkk  kkk kk  kkkkk k%K k Kk

*

3k |k ok %k ok ok %k k k

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

gtaagagttttt. .
gtgagaacatcg. .
gtgagaaaatat..
gtgaacttttga..

*% *x *

.394..
.994. .
.853..
.841..

.ccttccttgtcatttggcag---CGCCtgCGCATAAATtgatggtaaataattgggeg. .
.———tccttgtcttttggcagcaaCGCCtgCGCATAAATtgatggtaaataattgggeg. .
.ccttccttgtcatttggcag-—-CGCCtgCGCATAAATtgatggtaaataattgggeg. -
.cctttcttgtcatttggcag---CGCCtgCGCATAAATtgatggtaaataattgggeg. -

% kokskokokk kokskokokkkk 3k 3k 3k 5k 3k >k 3k >k 5k 3k 5k 3k >k 3k >k 3k >k >k 3k >k %k >k 3k %k 3k %k >k %k >k %k *k %k %k k k

.552..
.254. .
.2563..
.608..

id=111920 gene=C30F12.5 name=C30F12.5 segment=chrI_6994372_6995396_-1 type=IN

Figure 41: CS=5.52

.atcacatttcag|ttggctac
.tccgttttacag|ttggetac
.gtttttttacag|ttggeccac
.gacaatttccag|ctggctac

k% kkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6994363-6995404&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4206282-4207625&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:163453620-163454821&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:129146374-129147918&Track=refGene

RS

TK07C5.10

?hka

| -

C.Ele ------—--- gtatcatt|aattgatggcatgtatttAATGcGGGTGgATGATTttagttcagecgtttagett. . .69.. . ctgaaattggta|cattttca
C.Bri, gaataactaattttatt|agg-ataggcatgtatttAATGcGGGTGAATGACgttaatttggccgtttaget-...68...ctgaaatggaaalcattttca
C.Bre gttcagtt|ttgtctaggcatgtatttAATGCGGGTGAATGACgttaatttggecgtttaget—-...70. . .ttgaaagggata|cattttca
C.Rem attttact|aggtttaggcatgtatttAATGCGGGTGAATGACgttaatttggecgtttaget-...69. .. .ctgaaagggtca|cattttca
* * ssokskskokskoksokkskoRdoksokkokokok kokokk kskok ko skokskokokskokskokokok skokkok ok k| skokskokskokokok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN
C.Ele ttaactaa|tcacttcattgc...275...tgatggttgtttgattg-tccAGTCATgCGCCCCATTccacgaacgctactaagtta...780...aatggcgttcg--a
C.Bri, ataactaa|tcacttcattgc...268...-gatggttgtttgattt-tccaGTCATTCGCCCCATTccactagcgctactaagtca...659... .attggcgtgeg—-a
C.Bre tcaattaa|tcacttcattgc...236...-gatggttgtttgatta-tccaGTCATTCGCCCCATTccattagcgctactaagtca...589. .. .attggecgttcg--a
C.Rem tcaattaa|tcacttcattgc...215...--atggttgtttgatttgtccaGTCATTCGCCCCATTccactagcgctactaagtca...643...--tggcgctcgata
Kok kokok | skokskokokskokskoksk ok ok sokskoksokskokkskokskokk kokskokskokokokk kskokokskokskokokokokok ok skokskokskokokokokokok ok skokkk Kk ok

1id=87643 gene=F20B6.8 name=hpk-1 segment=chrX 4210551_4211685_-1 type=E3

Figure 42: CS=5.52

aatttctt

atcttgtc

tgttttag

aatttctt
**


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4210542-4211693&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9157463-9158485&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2470280-2471200&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145792973-145793926&Track=refGene
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T ——— ] KO7C5.10
? 9
—= [ ] zen-4
C.Ele ---—-—————- gtatcatt|aattgatggcatgtatttAATGcGGGTggATGAttttagttcagececgtttage...71. . . ctgaaattggtajcattttca
C.Bri gaataactaattttatt|agg-ataggcatgtatttAATGcGGGTgaATGAcgttaatttggeccgtttage...69. . .ctgaaatggaaalcattttca
C.Bre -——————-—- gttcagtt|ttgtctaggcatgtatttAATGcGGGTgaATGAcgttaatttggecgtttage...71.. . ttgaaagggata|cattttca
C.Rem  --—------- attttact|aggtttaggcatgtatttAATGcGGGTgaATGAcgttaatttggecgtttage...70. .. .ctgaaagggtcalcattttca
* * sskoksokkokokskok ok kokkkokdokok kokskok kskok ko skokskokakokokokokok sk ok k| kokskokakokokok
1d=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN
---taattatalagtgccgtcttt....77...taatttattatg-——-tttctcat-TCATaATCCCATTttccgaa--ctcgaagagaact...147...gtattttaattt|taattaaa-—-
taaaaatcaac|aaggtcacc---...184...----acattttgagcatcattcat-TCATaATCCCATTttc-aaaatctcaaagagcac—...147...ttttaccaagct|t--tccaaag-
---tgagctgalagacgttcctct...172...--acatataccg---atcatccattTCATaATCCCATTctcaaaaatctcaaagagcg--...177...---cagcatgtc|ctttgcacact
---agatcgaalggctccaccatc...161...-cgtacataccg---atcatccat-TCATaATCCCATTttc-aacatctcaaagagcac—...156...ttataataattt|c--ttggtgt-
* * *% X * sk skokkokdokdokkokkdok ko ok kokk kokokakok * *

1d=270030 gene=M03D4.1 name=zen-4 segment=chrIV_6121426_6121726_1 type=E3

Figure 43: CS=5.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11372050-11372367&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7301794-7302218&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:69741824-69742266&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:73974090-73974500&Track=refGene

u T Ko7C5.10

F34D10.6
C.Ele gtatcatt|aattg-—------ atg-GCATGtaTTTAATGCGggtggatgattttagttcag...80...ctgaaattggta|cattttca
C.Bri gaataact|aattttattagg-ataGGCATGtaTTTAaTGCGggtgaatgacgttaatttgg...78...ctgaaatggaaalcattttca
C.Bre ---—-————- -gttcagttttgtctaGGCATGtaTTTAaTGCGggtgaatgacgttaatttgg...80. .. .ttgaaagggata|cattttca
C.Rem  -——----- -attttactaggtttaGGCATGtaTTTAaTGCGggtgaatgacgttaatttgg...79. .. .ctgaaagggtcalcattttca
*k *rkkskokskokskokokskokokkoskokskokk kkkk kokk kK X sokkokk ok k| kokskokskokokok

id=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

C.Ele| ttttgatc|caggtgagcaat....442...ctattgaaaacttgtaaaagTGCATTAAACGTGC-aatttcatagactcac-gaca--....969...ctataaatattc|cagatggc
C.Bri  ttttgatc|caggtgagtcaa...1748...aagatgagaactcgcaaaagTGCAcTAAACGTGCCaacgtcttcaattcgcagac—---...1021...tcataaatattc|tgaatagt
C.Bre  tttcgatc|caggtgagtcaa....b552...tgaatgaaaacttgcgaaaaTGCAcTAAACGTGCC---gtcttcaattcgttgacact....846...tcataaatattc|cagatagt
C.Rem ctttgatc|caggtgagtcaa....832...attgtgaagactcgcaaaagTGCAaTAAACGTGCCgtctccttcaattcgtagac———....966...tcataaatattc|tgaatagt

Kok kokokok [ kokokskokkokk skok kkk ok kkk kokokk skskokskokokskokok * ok ok kk kKK sokokok ok ok sk ok ok ok *k Kk

id=302278 gene=F34D10.6 name=F34D10.6 segment=chrIII_3752616_3754104_-1 type=IN

Figure 44: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10351186-10351338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7908056-7908214&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3752607-3754112&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:6803493-6806357&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:60602436-60603929&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:12544211-12546104&Track=refGene
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TKO7C5.1O

C.Ele --——--——- gtatcatt|aattgatggcatgtatttaatgegggtggatgattttagttcaGCCGTttAGCTtGCATGCcAAAATtattttctattgaagatttt. ..
C.Bri| gaataactaattttatt|agg-ataggcatgtatttaatgcgggtgaatgacgttaatttggecgtttAGCTtGCATGCGAAATcattctccatcgaagaatac. ..
gttcagtt|ttgtctaggcatgtatttaatgegggtgaatgacgttaatttgGCCGTttAGCTtGCATGcGAAATcattttccactgaagaaatc. ..
attttact|aggtttaggcatgtatttaatgcgggtgaatgacgttaatttggeccgtttAGCTtGCATGcGAAATaattctccactgaagaatac. ..

*

C.Ele atttttgg
C.Bri gtattttg
C.Bre attctctg
C.Rem attttttg

* ok %

*

kokokokokokokokoskokoskokokskokokokokokokok  skokskk  kokk skok  skokskokskokokokokokokokokokokskkk  kokokk kkk kk ok kokokokk

..ctgaaattggtajcattttca
. .ctgaaatggaaajcattttca
..ttgaaagggata|cattttca
..ctgaaagggtcalcattttca

sokkkk ok ok [ okskskokokokok

ctacgaggtttg. .
ccacgaggtatg. .
cgacaaggtttg. ..
ccacgaggtttg. .

k kk ckkkk  kk

1d=272214 gene=K07C5.10 name=K07C5.10 segment=chrV_10351195_10351330_-1 type=EN

124, ———————- tagctgagggttgcgtctgcATTTTCATGTAGTTtGTGGTgtgatgtgtgtgtacactge. .

.108...ttcaaacttagct-——----- cgtacgcATTTTCATGTAGTTtctgacgtgtagtgtgtaaa———-—- .o

124.. . ———————- ttgatttattcttggtccgcATTTTCATGTAGTTtGTGGTgtgttgtgtgtaaacactat. . .

.110. .. ——————- cctgectga-tgcgacgtacgcATTTTCATGTAGTTtctgatgtgatgtgtgtaaa———--- Ce
* % Kk kkkokskokkskoRRoRRkKkRk Kk kokk kskkokkk ok

id=55717 gene=C47E12.4 name=pyp-1 segment=chrIV_9997963_9998812_-1 type=IN

Figure 45: CS=6
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.atctcgcaaatg|tctgtagt
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126356595-126356747&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57382079-57382230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9997954-9998820&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7410257-7411126&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:25929734-25930598&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146880424-146881276&Track=refGene
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<'; F59C6.15

‘ﬂ F19C7.2

ccatacta|tacagaatcatt...30...
ccatacta|tacagaatcatt...30...
ccatacta|tacagaatcatt...30...
ccatacta|tacagaatcatt...30..

Kokok ok ok ok ok ok | ok ok %k ok ok %k ok ok %k k ok k

aattggtagagatgccaactGCGAtGAAAGGGAGAcgggcaggccgegagegtga————- ...64...cttctgagcagt|tgtaaact
aattggtagagatgccaactGCGAtGAAAGGGAGACGAGCatggcgecgagegtgaageag. . .59. . .cttctgagcagt|tatataaa
aattggtagagatgccaactGCGAtGAAAggGAGACGggcatgeccgegagegtgaaa——--...63. .. .cttctgagcagt|ttttataa
.atttggtagagatgccaactGCGAtGAAAGGGAGAcgggcaagccgegagegtga————- ...64...cttctgagcagt|tatataaa
*skokskokskokskskokskokskokkskokskokskokokskokskokskokkskokokokokok ok kskok ok skokokokok koK sk ok ok ok sokokokskokskokokokokok % ok

id=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

C.Ele cacttgag|taagaataaacagaatgagaaaatagggttac::

C.Bri cattggag
C.Bre cacttgag|taagtgcagac

GCTCtcTTTTTCagT

TGTTTCagT

C.Rem cacttgag|ttgg
Kk ok koK

TTTTCagT
% %k %k Xk %k k k

id=14625 gene=F19C7.2 name=F19C7.2 segment=chrIV_4601782_4602261_1 type=IN

Figure 46: CS=6.88
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009424-6009613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12891515-12892011&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:9926595-9926658&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:131874999-131875058&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:100861193-100861256&Track=refGene
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C.Bri
C.Bre
C.Jap
C.Rem

C.Bri
C.Bre
C.Jap
C.Rem

agggtaagtgaaacatgtac. .
aaggtaagtgatttttctct...
aaggtaagtcgtaacgcaaa. .
aaggtacgtttggtcgcage. ..

* kkkk kk

ccatactatacagaatcatt...
ccatactatacagaatcatt...
ccatactatacagaatcatt...
ccatactatacagaatcatt...

K ok ok ok ok ok ok ok sk ok >k 3k ok ok %k ok >k %k k %

1d=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

.105...-actgtagcagtcagtggttaTCCTTagGTCGCtGGTTcgaatccggctcgacggaattcttttttttgttttt
.96...gactgtag-agtcagtggttaTCCTTagGTCGCtGGTTcgaatccggectcgacggatttcttttttacaactt
.574. . .gactgtag-agtcagtggttaTCCTTagGTCGCtGGTTcgaatccggectcgacggaattttttttctcattttttgtgtttgattt
.88...gactgtag-cgtcagtgggtaTCCTTagGTCGCtGGTTcgaatccggectcgacggatttctttttttttctttttcatttctatgaaattaatgtagttttgagtttctttcagacctcccattect

..atcaaattggtagagatgccAACTGCGATgaAAGGGagacgagcatggegegageg. . -
..atcaaattggtagagatgccAACTGCGATgaAAGGGagacgggcatgeccgegageg. . -
. .atcaaattggtagagatgccAACTGCGATgaAAGGGagacgggcgggtcgegageg. - -
..atcaatttggtagagatgccAACTGCGATgaAAGGGagacgggcaagecgegageg. - -

dokokokok Kook okok ok okok ok ok ok ok ok skok ko kok ok kokok kokokokokokokokokokkkok ok kk ok skokokockokokkk

.cttctgagcagttatataaa
.cttctgagcagtttttataa
.cctctgagcagtttttgttt
.cttctgagcagttatataaa

*okkockokokokokokkkk  k

skokokokokokok  skokokokokokokok ok ok ok ok sk ok sk ok ok ok ok ok ok ok ok sk ok ok ok ok sk ok ok sk ok sk ok sk ok sk k sk kok ok kk  kk  kokokokk k%

id=57094 gene=T19B10.1 name=cyp-29A2 segment=chrV_11218046_11218125_1 type=IN

Figure 47: CS=7.4
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cyp-29A2

cagatcttcccgecagt
tttcagagctaccgccaat
ttgcagatctctccgaaat
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009424-6009613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198784-17198976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7237206-7237420&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126728299-126728506&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:119429922-119430620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:109429264-109429498&Track=refGene
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f?—— F59C6.15

KO08F4.1

C.Ele ccatacta|tacagaatcatt...128...ttggagccgtagtggcctgcTCTTcTGAGCAGT|TGT--aaact
C.Bri, ccatacta|tacagaatcatt...128...ttggagccgtagtgccatgcTCTTcTGAGCAGT|TAtataaa—-
C.Bre  ccatacta|tacagaatcatt...129...ttggagccgtagtggcctgcTCTTcTGAGCAGT|T-tttataa-
C.Rem ccatacta|tacagaatcatt...128...ttggagccgtagtggcctgcTCTTcTGAGCAGT |TAtataaa——
sokkokkokskok | skokokoskoksk ok sk ko ko sokokokokdoRskokokdokok ok skokoksloRskookokdoRokokokok [k kK

id=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

C.Ele -aTGATTGC|TCAtAAGGtttgtatttattgttttaaattaattttctttcattgect:::::: taaaaattttcaga

C.Bri, -tTGATTGC|TCAtAAGG-------- tatttttcgaaagca-——--- ttctaggeect::::::agggcctgegagtattccaagtgagacaacaaatttcaga

C.Bre  tt-GATTGC|TCAtAAGGctt : :

C.Rem  -tTGATTGC|TCAtAAGG HEE ga
sokokokokok | skokskoksk ok ok ok

1d=138053 gene=KO8F4.1 name=KO8F4.1 segment=chrIV_10122916_10123364_-1 type=IN

Figure 48: CS=6.32
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009424-6009613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10122907-10123372&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7479832-7480564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:108395847-108395904&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146937517-146937582&Track=refGene

] F59C6.15

ccatacta|tacagaatcatt...83...gaagcagtccttta-gggcttGATGAcCGCAcGGAGccaatgaattttggagecgtagtggectgetcttctgageagt
ccatacta|tacagaatcatt...83...gaagcagtccttga-ggacttGATGAcCGCAcGGAGctgattaattttggageccgtagtgecatgetcttctgageagt
ccatacta|tacagaatcatt...84...-aaacagtccttttaggacttGATGAcCGCAcGGAGccgatgaattttggagecgtagtggectgetecttctgageagt
ccatacta|tacagaatcatt...83...gaaacagtcctttt-ggacttGATGAcCGCAcGGAGccgatgtattttggagecgtagtggectgetcttctgageagt
sokokskokokok ok | ook ok ok ok ok sk ok ok ok ok sk kkokkokdokk ksk kokskkokskoRskokokskoksokokkokk ok skskokskokakskokskokskokokokokokok ok skokskokskokok sk ok ok sk ok ok ok
id=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN
agctccat|gtaagttagtgg...229...----acccggaataggtacacacaTTCC-TGCGTCATCccattctcttatcacacttt---...1006..
agccacac|gtaagtcagatt....77...tccaacccggaatgggtact—-—--TTCC-TGCGTCATT---ctctctcttatctcttcaaa....205..
agcccctt|gtgagttactac...135...ctcaacccggaatgggtact-—--TTCC-TGCGTCATTcttttactccttatctatca---....185..
agctccac|gtaagttcgttc....96...ttttctctaaacccggtact-—--TTCCtTGCGTCATT---ctctcttatctctctcaaaa....159..
®kk ok [kk kkok * ok kkkokx Hokkok skokokokskokokok * * ok %

nlp-40

tgtaaact
tatataaa
ttttataa
tatataaa
* %

id=100635 gene=Y74C9A.2 name=nlp-40 segment=chrI_15161_16472_1 type=IN VIEW

Figure 49: CS=5.72

.ggcgaatttcag|tgctccac
.tgattatttcag|ttctccat
.tcaaaatttcag|tgttgcac
.tgtcattttcag|ttctccac
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:15055940-15057268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4092039-4092414&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:163288140-163288553&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37763490-37763839&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:15161-10517139
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C.Ele
C.Bri
C.Bre
C.Jap

F59C6.15

ccatacta|TACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
ccatacta|TACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
ccatacta|TACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
ccatacta|TACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
ok sk ok ok oK ok | sk ok ok ok ok o sk o ok ok ok ok ok o sk ok ok ok sk ok ok ok sk ok sk ok ok ok ok o oK

.123...cttctgagcagt|tgtaaact
.123...cttctgagcagt|tatataaa
.124. . .cttctgagcagt|ttttataa
.126...cctctgagcagt|ttttgttt

sk skokokokokokokokokok |k k

1d=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

QaQaa

.Ele

Bri
Bre

.Jap

tGTActGA
tGTActGA
tGTActGA
tGTActGA

3k 3k ok ok ok >k sk k-

AATGTTTGTGcctttctctctctctectett. .
AATGTTTGTGcctttctctctecectetcet. .
AATGTTTGTGcctttctctcteccectetcet. .
AATGTTTGTGcccatccctttcatgatcte. ...

skokokokokokokokkokkk  kk kk kxk

.619..
.438..
.143..

.ttcttttgettt
.tttttctgettt
.ctttactgcttt
..ttgattgttttt

* kk %k

caggcctc
caggcctc
caggcctc
caggcttg

kokokokk ok

1d=62462 gene=E02C12.5 name=gpa-3 segment=chrV_9357047_9357707_-1 type=I3

Figure 50: CS=5.12
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87559067-87559268&Track=refGene
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C.Ele ccatacta|tacagaatcatt...128...-—-—-——---——- ttggagccgtagtggectgcTCTTcTGAGCAGT | T-gtaaact
C.Bri ccatacta|tacagaatcatt...117. gctgattaattttggagcchAGTGcCATGcTCTTctGAGCAGT T-atataaa
C.Bre  ccatacta|tacagaatcatt...129...-———————-—- ttggagccgtagtggectgcTCTTctGAGCAGT | TTttataa—
C.Rem ccatacta tacagaatcatt...128... ——————————— ttggagccgtagtggectgcTCTTctGAGCAGT | T-atataaa
sokokskok ok ok ok | ook sk ok sk ok sk ok ok sk ok ssrckskoskokskokskokkskokk sk kskokskokskokokskokskokkokkok [ kok ok

gAGCTtaG
gAGCTgaG
gAGCTgaG
gAGCTcaG

*kokkk kxk

1d=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

kokk kokokkok * ok ok *% * ok kkk  kkk

id=42349 gene=M60.5 name=kqt-2 segment=chrX_8243922_8244007_-1 type=IN

Figure 51: CS=5.8
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16305479-16305539&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:105635735-105635842&Track=refGene
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C.Ele ccaTACTA|TACagAATCATttctgcagtatgtatctcgt...130...cttctgagcagt|tgtaaact
C.Bri  ccaTACTA|TACagAATCATttctgcagtatgtatctcgt...130...cttctgagcagt|tatataaa
C.Bre  ccaTACTA|TACagAATCATttctgcagtatgtatctcgt...131...cttctgagcagt|ttttataa
C.Jap| cCATACTA|TACagAATCATttctgcagtatgtatctcgt...133...cctctgagcagt|ttttgttt
C.Rem  ccaTACTA|TACagAATCATttctgcagtatgtatctcgt...130...cttctgagcagt|tatataaa
stk sk ok skok | sk ks ks ok ok sk ks sk ok s sk sk sk ok e sk sk sk ok o sk ®skokskokskokokokokok [k ok

unc-77

1d=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

C.Ele  gcATGATT|GTATGGTG----- agtgaactaccttgaaacttttatcaaa------------::::::aaaagtattttatctgtctatt|t--————- tcagaga---
C.Bri,  gcATGATT|GTATGGTG att|t tcagaga---
C.Bre| gcATGATT|GTATGGTG HE taaactatt|-------- tcagaga--—-
C.Jap  gcATGATT|GTATGGTaaGTGGctgtgtttaaatcccagagtttaacgacctctggttaatt:: ttgggcaatt|ttatggtatcaaaaaata
C.Rem  gcATGATT|GTATGGTA HEE gtctatt|t-————--- tcagaga-—-
koK ok ok ok ok | koK sk ok ok ok *okok EET Y

id=21079 gene=C11D2.6 name=unc-77 segment=chrIV_6160438_6161006_-1 type=IN

Figure 52: CS=6.3
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6160429-6161014&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8037449-8037517&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124582344-124582444&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:73294495-73296429&Track=refGene
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C.Ele
C.Bri
C.Jap
C.Rem

gGAAAGAT
gGGAAGAT
gGGAAGAT
gGAAAGAT

k3 kkokkk

C.Ele  ccATACTa|TACAGAATCaTTTCTgcagtatgtatctcgtaatt...126...cttctgagcagt|tgtaaact

C.Bri  ccatacta|TACAGAATCaTTTCTgcagtatgtatctcgtaatt...126...cttctgagcagt|tatataaa

C.Jap ccatacta|TACAGAATCaTTTCTgcagtatgtatctcgtaatt...129...cctctgagcagt|ttttgttt

C.Rem ccatacta|TACAGAATCaTTTCTgcagtatgtatctcgtaatt...126...cttctgagcagt|tatataaa
stk sk ek sk ok | ek ok sk ok s sk sk sk ok o sk sk ko ok sk sk ks ke sk sk ko ok e ok * kokokskokskokdok %k

1d=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

TtTTGTAAGTGTatttttgatatggttcgaaataaacttccccggttggttgaggegtgecaggatgegectcccaccecgectctt-—--—aactcgecttattggaaaatttcaatt
TtTTGTA--ggtctttttgat ttttt gatttttcc———---—-——- atataaatt
TtTTGTA--agaaccctacat tctttcaaatttttttg----aacatttcc———--—------ tctget
TtTTGTG--agttgttt ctctcggaatactctttcaaaaaacttcc——---------- tagttt
*okokokok ok * * * % * * * *

1d=304915 gene=R31.3 name=osm-6 segment=chrV_11925867_11925978_-1 type=IN

Figure 53: CS=5.64
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198784-17198976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11925858-11925986&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9495315-9495373&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:45529719-45529786&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126843977-126844043&Track=refGene

RS

(lP F59C6.15
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C.Ele ccatacta|tacagAATCatTTCTGCAGtatgtatctcgtaattccca...122...cttctgagcagt|tgtaaact
C.Bri, ccatacta|TACAgAATCatTTCTGCAGtatgtatctcgtaattccca...122...cttctgagcagt|tatataaa
C.Bre  ccatacta|tacaGAATCatTTCTGCAGtatgtatctcgtaattccca...123...cttctgagcagt|ttttataa
C.Rem ccatacta|TACAgAATCatTTCTGCAGtatgtatctcgtaattccca...122.. . .cttctgagcagt|tatataaa
soktokokoskok | sokok skt kokskok sk ok sk kokskok sk ko okl sk ok sk ko sk sk ko ok sk ook sokokoskkokskokkokokok |k

id=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

C.Ele| tTGCAGAA|GGTT----agaaaaa 1:::::-aaaaaccatttttaaaatatttat--ttata|ggttgcta
C.Bri  tTGCAGAA|GGTTTGTGattagaaaacaatcagacaagaatgagtctctagcagaga::::::
C.Bre| tTGCAGAA|GGTTT H :
C.Rem  tTGCAGAA|GGTTTGTGaggaggagagagtggattcagaatttataatcaacaaat-::::::gattcgtcacatctcaaattttcatcattccalggttgecca

koo okokokok [ ok ok Kk k[ kokokkokk K

id=201778 gene=F10D11.6 name=F10D11.6 segment=chrl_8445918_8446203_-1 type=IN VIEW

Figure 54: CS=6.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10516958-10517147&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009424-6009613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8445909-8446211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3846186-3846630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90246312-90246371&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145326341-145326900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8445917-10517139
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tag----agatactaattgata-ttatcAGTGATTTGTGaTAGT-—----- ctttttttgtgaaaccacct...663..

tagattaaaataaaaatcgatattttacAGTGATTTGTGaTAGTA-gttgtatcaattttgatt-———-—- tg...184..

—————— agat-attattaata-cgttc-GTGATTTGTGaTAGTAgtttttatttatttttatt---—--c-...219..

------ agatcaaaattgatattgatcAGTGATTTGTGaTAGT------tccttatttttattgtgacc—...106..
* ok wok ok ®skokokokkokskoksk ok sk ko ko Hokok

id=72007 gene=C39F7.2 name=madd-2 segment=chrV_1226109_1226842 -1 type=IN

Figure 55: CS=5.84

.cgtgctttcagt|cccatctg
.aatattttcagt|accatcag
.tgttgtttcagt|accatcgg
.aaaatttgcagt|tccttcgg

C.Ele| ccatACTA|TACAgAATCATTtctgcagtatgtatctcgta...129...cttctgagcagt|tgtaaact
C.Bri  ccaTACTA|TACAgAATCATTtctgcagtatgtatctcgta...129...cttctgagcagt|tatataaa
C.Bre  ccaTACTA|TACAgAATCATttctgcagtatgtatctcgt-...131...cttctgagcagt|ttttataa
C.Rem  ccatACTA|TACAgAATCATTtctgcagtatgtatctcgta...129...cttctgagcagt|tatataaa

id=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

k% kkkk

F59C6.15

madd-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10516958-10517147&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009424-6009613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1226100-1226850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12427973-12428250&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:40547104-40547407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76453024-76453216&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ccatacta|tacagaatcatttctgcagtatgtatctcgtaattcccatcaaattggtaGAGAtgCCAACTGCGATGAaagggagacgggcaggecge. . .72, .
ccatacta|tacagaatcatttctgcagtatgtatctcgtaattcccatcaaattggtaGAGAtgCCAACTGCGATGAaagggagacgagcatggege. .. .72..
ccatacta|tacagaatcatttctgcagtatgtatctcgtaattcccatcaaattggtaGAGAtgCCAACTGCGATGaaagggagacgggecatgeeg—...74. .
ccatacta|tacagaatcatttctgcagtatgtatctcgtaattcccatcaaattggtaGAGAtgCCAACTGCGATGAaagggagacgggcgggtcge. . .75. .
ccatacta|tacagaatcatttctgcagtatgtatctcgtaattcccatcaatttggtaGAGAtgCCAACTGCGAtgaaagggagacgggcaage———...75..
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--taatttaa

gttgattt--

.cttctgagcagt
.cttctgagcagt
.cttctgagcagt
.cctctgagcagt
.cttctgagcagt

sk okookok ok ok sk ok sk ok ok

1d=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN

ttaaatttaaaaaagtgattaatatttgactgttgtgtcg
-tgattcttttaaa--tcttcaattttgaccgtcgtgatg
ttcgttttttttaa--gctttattcttgactgtcgtgetg

ttcaatttctaaaa-ttctctata-ttgactgttgtgeccgtett

* %k * * % koK k * kkk Xk skokokokokokokokokokokokokokk ckk  kk  skokskkk kk  kokk

1d=322014 gene=ZK1098.10 name=unc-16 segment=chrIII_9547847_9548480_1 type=IN

Figure 56: CS=5

TTGTtTGTAGTTGGTTTCcaatatcacatcgcttacat. .
TCGTTtGTAGTTGGTTTCcaatctcgcatcgettgeat. .
CGTTtGTAGTTGGTTTCcgatatcgcatcgattgceat. .
————— tttatggacaacatttaga--tgattttggtgttgaacgtttctgaaatgcgtttgtgaTCGTTtGTAGTTGGTTTCcgatatcgcatcgettgeat. .
TTGTAGTTGGTTTCcaatatcgcatcgcttgeat. .

.544. . .gggcatggctgce
.266. . .gggaatggccgce
.269...gggtatggcagc
.204. . .gggaatggccgce
.396...gggcatggctgce

kokok kskokokk koK

tgtaaact
tatataaa
ttttataa
ttttgttt
tatataaa
* ok

ttctgtgg
ttctgtcg
ttcagtag
gtcggteg
ttcagtcg

F59C6.15

unc-16


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10516958-10517147&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009424-6009613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198784-17198976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4235192-4235842&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5337138-5337499&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169613839-169614197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57510757-57511076&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137570703-137571203&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele ccatacta|tacagaatcatttctgcagtatgTATCTCGTaATTCcCATCaaattggtagagatgccaac...100...cttctgagcagt|tgtaaact
C.Bri ccatacta|tacagaatcatttctgcagtatgTATCTCGTaATTCcCATCaaattggtagagatgccaac...100...cttctgagcagt|tatataaa
C.Bre  ccatacta|tacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaaattggtagagatgccaac...101...cttctgagcagt|ttttataa
C.Jap  ccatacta|tacagaatcatttctgcagtatgtatcTCGTaATTCcCATCaaattggtagagatgccaac...103...cctctgagcagt|ttttgttt
C.Rem ccatacta|tacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaatttggtagagatgccaac...100...cttctgagcagt|tatataaa
kool okok | seokok skt kol sk ok kkokskok sk ok kol sk ks kol stk tokskokokkokakokkokkokkokskok ok sk sk ksk o ok ok * kkkokskokkokokok [ K
id=205533 gene=F59C6.15 name=F59C6.15 segment=chrI_10516967_10517139_-1 type=EN
atatttct|tgttctcatcta--...132...gggcggttaccgtcgaaggaGATGCctGAATccATGAatGATGgtagggctttggtacaaccg. . .245. . .aaatccatgttc
atatttac|tacactcgcctt--...144...gggcggtgacggtcgacgggGATGcaGAATcgATGAacGATGgaagggegetggtgecaaccg. . .274. . .aaatcgatgttc
caactgcc|tgttcttgetta—-...121...gggcggtgacgaccgaaggaGATGcGGAATcgATGAatGATGgaagagegttggtacageca. .. 129. . .aaatcaatgttc
ttacatct|tgtgaataaatt--...137...ggtcaccgactgttgaagggGATGccGAATcgATGAatgacggaagagectcttgtg—————— ...120...aaatcaatgttc
aaatttct|--ttattatcaaac...134...gggcggtgacggctgaaggaGATGCcGGAATcgATGAatGATGggagagectttggtacaaaca. . .106. . .aaatccatgttc

*

id=17145 gene=F59B2.3 name=F59B2.3 segment=chrIII_8996348_8996810_-1 type=I3

k% ok *% ok ckok o kokokokk kckskkk okkckskk kk ckk kk kk  k kxk

Figure 57: CS=5
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10516958-10517147&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009424-6009613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78944618-78944808&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198784-17198976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146449194-146449383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8996339-8996818&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8841145-8841665&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:71994952-71995304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64013641-64013994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:42163544-42163886&Track=refGene
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C.Bri
C.Bre
C.Jap
C.Rem

attgagaccatactatacagaatcatttctgcagtatgtatctcgtAATTccCATCaAATTGgtagagatgccaactgegat...87. ..

atcgagaccatactatacagaatcatttctgcagtatgtaTCTCgtAATTCcCATCaAATTGgtagagatgccaactgegat...88. .

gtcgagaccatactatacagaatcatttctgcagtatgtatctcgtAATTCcCATCaAATTggtagagatgccaactgega—...91..

aacgagaccatactatacagaatcatttctgcagtatgtatctcgtAATTCcCATCaAATTGgtagagatgccatccgegat. .. 90. .
sk ok ko sk ko stk skok sk ok sk ok skok sk ko stk skoksk ok sk ok skok sk ko ok skoksk ok sk ko sk ko kool sk ok okl kokkok o skokokok

ccatgctcttctgageagtt

.gcctgetcttctgageagtt
.gcctgetectectgageagtt
.gccagctcttctgageggat

* 0 kkokk ckokkkokkk ok k

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

C.Bri, tGATTGATGtaAGTTcaaatgaaaactttttagaa--------- ....59...-atccttttccagggtccgtg
C.Bre  tGATTGATGtGAGTTGAGA----- gttcagggagaagaggaaca. ..344. .. .tcataatt-acagggaccatg
C.Jap  gGATTGATGtGAGTT--------- tttttttcctagttgggata...982.. .aaaaaatt-acagggaccctg
C.Rem  tGATTGATGtGAGTTtaaaaatcagttgttatttg--------- ....b4...-cataattttcagggaccatg

Kok KKKK KKK * Kk kkkkk Kk kK

1d=40650 gene=M04G7.3 name=M04G7.3 segment=chrIV_463320_463773_-1 type=IN VIEW

Figure 58: CS=6.68

TM04G7.3



http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198791-17198983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10296650-10296764&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:138446519-138446922&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:111245178-111246215&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101200066-101200175&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:463319-14327094
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TY67A10A.14
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C.Ele atcgagac|catactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc...117..
C.Bri  attgagac|catactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc...116..
C.Bre atcgagac|catactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc...117..
C.Jap gtcgagac|catactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc...119..

3k skookok ok ok [ ok ok ok ok ok ok ok ok ok ok 3k ok 3k ok 3k ok ok 3k ok 3k ok sk ok 3k k ok 3k ok 3k ok 3k ok 3k ok ok 3k ok 3k ok >k ok >k 3k >k k

.gcctgetettet
.ccatgctcttct
.gcctgetettet
.gcctgetectet

k ckokokokk  kokk

gagcagtt
gagcagtt
gagcagtt
gagcagtt
ok ook ok ok ok

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

C.Ele  tGTActGA|AATGTTTGTGcctttctctctctctctett. .
C.Bri tGTActGA|AATGTTTGTGecctttctctctccectetet. .

C.Bre  tGTActGA|AATGTTTGTGcctttctctctccectctet. ..
C.Jap  tGTActGA|AATGTTTGTGcccatccctttcatgatctc....

skokokokokokokok | skokokokokokokokkokkk  kk kk  kk

.619..
.438..
143..

.ttcttttgettt
.tttttctgettt
.Ctttactgcttt

caggcctc
caggcctc
caggcctc

..ttgattgttttt|caggcttg
* skok | okskokok K

1d=62462 gene=E02C12.5 name=gpa-3 segment=chrV_9357047_9357707_-1 type=I3

Figure 59: CS=5.12
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198791-17198983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9357038-9357715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10920190-10920686&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87559067-87559268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:69870693-69870821&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

atcgagac
attgagac
atcgagac
gtcgagac
aacgagac

Fokokok ok

Tmig—22

catactatacagaatcatttctgcagtatgtatctcgtaattcccATCATATTGGtAGAGatgccaactgecgatgaaagg—-...82. .. .gcctgetcttct
catactatacagaatcatttctgcagtatgtatctcgt AATTCccATCAaATTGGtAGAGAtgccaactgecgatgaaaggg...80. .. .ccatgectcttct
catactatacagaatcatttctgcagtatgtatctcgtaattcccATCAaATTGGtAGAGAtgccaactgegatgaaaggg...81. .. .gectgetecttet
catactatacagaatcatttctgcagtatgtatctcgtAATTCccATCAaATTGGtAGAGatgccaactgcgatgaaagg-...84...gcctgetectcet
catactatacagaatcatttctgcagtatgtatctcgtaattcccATCAaATTGGtAGAGatgccatccgegatgagtgg—...84. .. .gccagectcttct

3k 3k 3k 5k 3k >k 5k >k 5k ok 3k 3k 3k 3k 3k 3k %k ok %k 3k 3k >k 3k >k 3k %k 5k 3k >k 3k %k 3k %k ok sk >k sk >k sk kok kok sk kkkkk  kokskokdkkokokokkkkkkkk ok kkkkkkk

*k k% kkkk kokk

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_.14327094_-1 type=EN

tgggtctc
tcggeetT
tgggtctT
tcggactg
ttggtcta
* kk ok

CTTTTCAATATGGT------ tagttgagttgttcaaaaat-..
CTTTTCAATaTGGTGAGTT-tcttttcgttttgattgatt-. .
CTTTTCAATaTGGT------ tagtagcaagtgagcttgac-. .
CTTTTCAATaTGGTGAGTTttatttgggtaa--aaaaaata. ..
CTTTTCAATaTGGT------ aggttgaattcattttaaag-...
kKoK ok Kok ok oK ok koK *

.199
.135..
.356. ..
837..

209

...tgattaaaaata
o= acccttc
————— ttcttct
o= ctatta
...ctagcatgattc

aaatg----- ttt-
aaatagacctttt-
gaatattgctttt-
caacaatctttttt
cggtg————-- ttt-

1id=141499 gene=PAR2.4 name=mig-22 segment=chrIII_8766315_8766559_-1 type=AN

Figure 60: CS=5.75

gagcagtt
gagcagtt
gagcagtt
gagcagtt
gagcggat
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198791-17198983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8766306-8766567&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:4461535-4461737&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:17854712-17855130&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:107754172-107755076&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:41993828-41994099&Track=refGene

l Y67A10A.14

m AN S VAS S

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele atcgagac|ca-—--- TACTATACagAATCATttctgcagtatgtatctcgt. .
C.Bri att----- GAGACcaTACTATACagAATCATttctgcagtatgtatctcgt. .
C.Bre atcgagac|ca-—--- TACTATACagAATCATttctgcagtatgtatctcgt. .
C.Jap| gtcgaga-|-——-CCATACTATACagAATCATttctgcagtatgtatctcgt. .
C.Rem ---—- aaC|GAGACcaTACTATACagAATCATttctgcagtatgtatctcegt. .
stk sk ks ko ok sk sk ok o sk sk sk ko ok sk sk ok ok ok sk sk ok ok ok

gCcATGATT
gcATGATT
gcATGATT
gcATGATT
gCcATGATT

3k 3k ok >k k %k sk k-

.124. .
.123..
.124. .
.126..
.126..

.gectgetcettcet
.ccatgctcttct
.gcctgetettet
.gcctgetectet
.gccagctcttcet

k) kokokk kkk

gagcagtt
gagcagtt
gagcagtt
gagcagtt
gagcggat

kkkk X Xk

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

GTATGGTG----- agtgaactaccttgaaacttttatcaaa------------::::::aaaagtattttatctgtctatt|t--————- tcagaga---
GTATGGTGaGTTTT HERE att|t tcagaga---
GTATGGTG agtgaa : taaactatt|-------- tcagaga--—-
GTATGGTaaGTGGctgtgtttaaatcccagagtttaacgacctctggttaatt ttgggcaatt|ttatggtatcaaaaaata
GTATGGTAaGTTTCG gtctatt|t-————--- tcagaga-—-
sokkoksk ook ook ®okk ok ok

1d=21079 gene=C11D2.6 name=unc-77 segment=chrIV_6160438_6161006_-1 type=IN VIEW

Figure 61: CS=6.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198791-17198983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6160429-6161014&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8037449-8037517&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124582344-124582444&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:73294495-73296429&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:75169309-75169482&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6160437-14327094

W

TYG?AIOA.M

C.Ele ---—————---———- aTCGAGAc|cATACTaTACAGAATCaTTTCTgcagtatgtatctcgtaatt...120...gcctgctcttct|gagcagtt
C.Bri attgagaccatacta-------|-———-——- TACAGAATCaTTTCTgcagtatgtatctcgtaatt...119...ccatgctcttct|gagecagtt
C.Jap gtcgagaccatacta-—- --TACAGAATCaTTTCTgcagtatgtatctcgtaatt...122...gcctgectcctct|gagecagtt
C.Rem aacgagaccatacta-------|--—---—-- TACAGAATCaTTTCTgcagtatgtatctcgtaatt...122...gccagctcttct|gageggat

* stk sk ke sk sk ok s sk ok sk sk ok ok sk sk sk ok sk sk ok sk ok o sk sk ok ® skokokok skokok [ dokskok ok k

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

C.Ele  gGAAAGAT|TtTTGTAAGTGTatTTTTGATatggt-——----- tcgaaataaacttccccggttggttgaggegtgecaggatgegectcccacccgectcttaactecgecttattggaaaatttcaatt|tcaggata
C.Bri,  gGGAAGAT|TtTTGTA ggt cttt ttgatt ttttgatttttcc————----- atataaatt|tcaggata
C.Jap  gGGAAGAT|TtTTGTA aga accctacattctttcaaatttt tttgaacatttcc——---—------- tctget|ttaggaca
C.Rem  gGAAAGAT|TtTTGTG-------------—--- agttgtttctctcggaatactctttcaa aaaacttcc tagttt|ccaggaca

Kk kokokokok | dokokokokok * *kk * * * *| dokkk ok

1d=304915 gene=R31.3 name=osm-6 segment=chrV_11925867_11925978_-1 type=IN

Figure 62: CS=5.64


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198791-17198983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11925858-11925986&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9495315-9495373&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:45529719-45529786&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126843977-126844043&Track=refGene
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T Y67A10A.14

ém F10D11.6

atcgagac|catactatacaghAATCatTTCTGCAGtatgtatctcgtaattccca...116...gcctgetcttct|gagecagtt
attgagac|catactaTACAgAATCatTTCTGCAGtatgtatctcgtaattccca...115...ccatgctcttct|gagcagtt
atcgagac|catactatacaGAATCatTTCTGCAGtatgtatctcgtaattccca...116...gcctgectcttct|gagecagtt
aacgagac|catactaTACAgAATCatTTCTGCAGtatgtatctcgtaattccca...118...gccagctcttct|gageggat
K skkokskok | sokokskoskotokskoksk ko okl sk ok stk skok sk ok okl ko ks koksk ok sk ok skoksk ok * skkokkokskolok dokokk ok ok

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

tTGCAGAA
tTGCAGAA
tTGCAGAA
tTGCAGAA

3k %k >k k %k k k

GGTT----agaaaaa 1:::::-aaaaaccatttttaaaatatttat--ttata|ggttgcta
GGTTTGTGattagaaaacaatcagacaagaatgagtctctagcagaga::::::
GGTTT HE :
GGTTTGTGaggaggagagagtggattcagaatttataatcaacaaat-::::::gattcgtcacatctcaaattttcatcattcca|ggttgcca
Hokokok Kk k[ kokokkokk K

id=201778 gene=F10D11.6 name=F10D11.6 segment=chrI_8445918_8446203_-1 type=IN

Figure 63: CS=6.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8445909-8446211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3846186-3846630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90246312-90246371&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145326341-145326900&Track=refGene
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T Y67A10A.14

(i madd-2

C.Ele atcgagac|catACTATACAgAATCATTtctgcagtatgtatctcgta...123...gcctgectcttct|gageagtt
C.Bri, attgagac|caTACTATACAgAATCATTtctgcagtatgtatctcgta...122...ccatgctcttct|gagcagtt
C.Bre,  atcGAGAC|caTACTATACAgAATCATttctgcagtatgtatctcgt-...124...gcctgctcttct|gagcagtt
C.Rem aacgagac|catACTATACAgAATCATTtctgcagtatgtatctcgta...125...gccagctcttct|gageggat

K skokokokok | skokskokokskok sk sk ok ok sk ok ok sk o sk o ok sk ok sk sk sk ok ok sk sk ok sk ok ok * kkokskokskokok | kokskk ok ok

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

tcgagagg|tag--—--agatactaattgata-ttatcAGTGATTTGTGaTAGT-——--—-—---—--- ctttttttgtgaaaccacct...663...cgtgctttcagt|cccatctg
tccagagg|tagattaaaataaaaatcgatattttacAGTGATTTGTGaTAGTA-gttgtatcaattttgatttg-——--—-—---—-—- ...184...aatattttcagt|accatcag
tcaagagg|t-———-- agat-attattaata-cgttc-GTGATTTGTGaTAGTAGTTTTtatttatttttattcgtggg————--- ...214. . .tgttgtttcagt|accatcgg
tcaagagg|t-———--- agatcaaaattgatattgatcAGTGATTTGTGaTAGT-----— tccttatttttatt-gtgacc—————- ...106...aaaatttgcagt|tccttcgg

)k kkkkk |k * k% k% kkk %k koK %k ok 5k ok ok %k ok 5k k %k >k sk k k% kxk ok k% kkkk

id=72007 gene=C39F7.2 name=madd-2 segment=chrV_1226109_1226842 -1 type=IN

Figure 64: CS=5.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1226100-1226850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12427973-12428250&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:40547104-40547407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76453024-76453216&Track=refGene
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6/\%\-&@—%/\“% unc-16

C.Ele atcGAGAC|CAtACTATACAGAatcatttctgcagtatgtat----- ...129...gcctgetcttct|gagecagtt
C.Bri  aTTGAGAC|CAtACTAtaCAGAatcatttctgcagtatgtat----—- ...128...ccatgctcttct|gagcagtt
C.Bre aTCGAGAC|CAtACTAtaCAGAatcatttctgcagtatgtat—--—--- ...129...gcctgetcttct|gagecagtt
C.Jap| gTCGAGAC|CAtACTAtaCAGAATCATttctgcagtatgtatctcgt...126...gcctgetectct|gagecagtt
C.Rem  aacGAGAC|CAtACTAtaCAGAAtcatttctgcagtatgtatc----...130...gccagctcttct|gagcggat

stk ook | sk ok s sk ks sk ok o sk ks sk ok s sk sk sk ok ok sk sk ok ok ok ok ® skokokok skokok [ dokokk Kk

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

C.Ele --taatttaa|ttaaatttaaaaaagtgattaatatttgactgttgtgt----cg----—-—-—- TTGTTTGTAGTTGGTTTCcaatatcacatcgcttacat----...544...gggcatggctgec|ttctgtgg
C.Bri, ----—————- -tgattcttttaaa--tcttcaattttgaccgtcgtga-——-tgtcg-————--- TTTGTAGTTGGTTTcCAATctcgcatcgettgecataaaa. . .262. . .gggaatggecge|ttctgteg
C.Bre ------ tata|ttcgttttttttaa-—gctttattcttgactgtcgtge-—--tgeg-————---- TTTGTAGTTGGTTTcCGATatcgcatcgattgcataaaa. ..255. . .gggtatggcage|ttcagtag
C.Jap ----tttatg|gacaacatttagatgattttggtgttgaacgtttctgaaatgcgtttGTGATcgTTTGTAGTTGGTTTcCGATatcgcatcgettgecataaaa...200. .. .gggaatggeecge|gteggtgg
C.Rem gttgattt--|ttcaatttctaaaa-ttctctata-ttgactgttgtgc———-cgtc———---- TTTTGTAGTTGGTTTCcaatatcgcatcgcttgecat----...396...gggcatggctgec|ttcagtcg

* * * * kk ok Kk * sokkokskokokokokokkokkokRK Kok Kok kokokkok Kok kokok sokok kokkokk kk| Kk kK K

1d=322014 gene=ZK1098.10 name=unc-16 segment=chrIII_9547847_9548480_1 type=IN

Figure 65: CS=5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198791-17198983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4235192-4235842&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5337138-5337499&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169613839-169614197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57510757-57511076&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137570703-137571203&Track=refGene

T Y67A10A.14

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

atatttct

atatttac

caactgcc

ttacatct

aaatttct
*

atcgagac|catactatacagaatcatttctgcagtatgTATCTCGTaATTCcCATCatattggtagagatgccaac...94..
attgagac|catactatacagaatcatttctgcagtatgTATCTCGTaATTCcCATCaaattggtagagatgccaac...93..
atcgagac|catactatacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaaattggtagagatgccaac...94. .
gtcgagac|catactatacagaatcatttctgcagtatgtatcTCGTaATTCcCATCaaattggtagagatgccaac...96..
aacgagac|catactatacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaaattggtagagatgccatc...96..

Kok ok ok ok [k ok ok ok ok ok Sk ok ok 3k ok ok 3k ok ok ok Sk ok ok 3k ok ok 3k ok ok ok ok ok ok sk dk ok sk ok ok sk ok dk ok sk ok kskok kkokok ok kokskokokkok ko kok ok kkkkk Xk

.gcctgetettet
.ccatgctcttct
.gcctgetettet
.gcctgetectcet
.gccagctcttct
*okkk kokok

1d=123657 gene=Y67A10A.14 name=Y67A10A.14 segment=chrIV_14326921_14327094_-1 type=EN

tgttctcatcta--...132..
tacactcgecctt--...144..
tgttcttgetta--...121..
tgtgaataaatt--...137..

--ttattatcaaac...134..

id=17145 gene=F59B2.3 name=F59B2.3 segment=chrIII_8996348_8996810_-1 type=I3

.gggcggttaccgtcgaaggaGATGctGAATccATGAatGATGgtagggctttggtacaaccg. .
.gggeggtgacggtcgacgggGATGcaGAATcgATGAacGATGgaagggecgetggtgeaaccg. .
.gggcggtgacgaccgaaggaGATGCcGGAATcgATGAatGATGgaagagegttggtacageca. .
.ggtcaccgactgttgaagggGATGccGAATcgATGAatgacggaagagetcttgtg—————- .
.gggcggtgacggctgaaggaGATGCGGAATcgATGAatGATGggagagetttggtacaaaca. .

k% ok *% ok ckok o kokokokk kckskkk okkckskk kk ckk kk kk  k kxk

Figure 66: CS=5

.245. .
.274. .
.129..
.120..
.106..

.aaatccatgttc
.aaatcgatgttc
.aaatcaatgttc
.aaatcaatgttc
.aaatccatgttc
sokokokokkokokokok ok

F59B2.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14326912-14327102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6009431-6009620&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78962245-78962435&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:17198791-17198983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775784-68775976&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8996339-8996818&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8841145-8841665&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:71994952-71995304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64013641-64013994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:42163544-42163886&Track=refGene
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(lPT19C4.12

h/_\ B—Q—/—\—/—\—Q—Q—/—\_&—O C54D2.1

tacatcga|gaccatactata...
ttcatcga|gaccatactata...
tccattga|gaccatactata...
aacaacga|gaccatactata..

Kk ckok | kokokok ok ok ok ok ok ok k ok

45...gtagagatgccatccgcgatGAGTgGGAGACGGGCgageccgegagegtgaaacag————...54. . . ttgctcttctga
45...gtagagatgccatccgcgatGAGTgGGAGACGGGCAAAAcgcgagegtgaaacagttct. . .50. . .ttgctcttctga
45. . .gtagagatgccatccgccatGAGTgGGAGAcGGGCaagccgegagegtgaaacag-—-—-—...54. .. ttgctcttctga
.45. . .gtagagatgccatccgecgatGAGTgGGAGACGGGCgggccgegagegtgaaacag-———. . .57. . .cagctcttctga

sokokskkokskoRskokosktokskokokok skl ok ks ko ko ok ok sk kok sk koo skok ok ok sk ook sk kbR sk ok

id=143992 gene=T19C4.12 name=T19C4.12 segment=chrV_11175511_11175688_-1 type=EN

kkkk kkxk

ggtaagtt
ggtatgtt

ggtaggtt
ggtatgtt

ttcagtttaaaa..
ttaatttcattt..
ttctttttttec..
ttatctcctttt..

%k *

.843..
.552..
.645..
.447. .

.attca----atcactttattttca--GTCCcTCT|CTACTCtt
.agacaatgtatcacttcactTTTTcaGTCCcTCT|CTACTCct
.———-—acatttttttttcatttcca--GTCCcTCT|CTACTCct
.——--aaatcttttttttaattcca--GTCCcTCT|CTACTCct

* * k%X Xk kk kokkokkokkok | kkkkkk ok

id=190717 gene=C54D2.1 name=C54D2.1 segment=chrX_7842673_7843555_1 type=IN

Figure 67: CS=5.6

gcggatat
gcggatat
gcggatta
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11175502-11175696&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8714158-8714352&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:67513489-67513683&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68775782-68775979&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:9875290-9876189&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:7068886-7069500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:43735523-43736224&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:209992-210495&Track=refGene
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<IPT19C4.12

=

tacatcga|gaccatactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
ttcatcga|gaccatactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
tccattga|gaccatactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
ttcgtcga|gaccatactaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .

sk ko sk koo | ok okook ok ok ok ok ok ok ok ok sk ok Sk ok ok ok ok 3k ok 3k ok sk ok sk 3k ok 3k ok 3k ok sk ok 3k 3k ok 3k ok 3k ok >k k >k 3k %k Kk k

.118...ttgctcttctga
.118...ttgctcttctga
.118...ttgctcttctga
.121...ctgctcctctga

skokokokok  kokokokok

gcggatat
gcggatat
gcggatta
gcagtttt
*k ok ok

1d=143992 gene=T19C4.12 name=T19C4.12 segment=chrV_11175511_11175688_-1 type=EN

C.Ele tGTActGA|AATGTTTGTGcctttctctctctectetett. . .619..
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Figure 68: CS=5.12

kokokokk ok

?
] gpa-3



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11175502-11175696&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8714158-8714352&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:67513489-67513683&Track=refGene
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GTATGGTaaGTGGctgtgtttaaatcccagagtttaacgacctctggttaatt ttgggcaatt|ttatggtatcaaaaaata
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Figure 70: CS=5.64
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Figure 71: CS=6.52
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1d=72007 gene=C39F7.2 name=madd-2 segment=chrV_1226109.1226842 -1 type=IN

Figure 72: CS=5.84
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9357038-9357715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10920190-10920686&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87559067-87559268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:69870693-69870821&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9357046-11585343
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gCcATGATT
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gaccaTAC
gaccaTAC
gaccaTAC
gaCCATAC
gaccaTAC
sokk ook ok ok ok

TATACagAATCATttctgcagtatgtatttcgt. ..
TATACagAATCATttctgcagtatgtatctegt. ..
TATACagAATCATttctgcagtatgtatctegt. .
TATACagAATCATttctgcagtatgtatctcgt. .
TATACagAATCATttctgcagtatgtatctegt. .

3k ok ok ok sk ok ok ok ok 3k ok ok ok ok ok dk sk ok sk ok sk kok ok okk ok k skokok ok
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.tgctcttctgag
.agctcttctgag
.tgctcttctgag
.cgctcttctgag
.agctcttctgag

sk sk ok ok ok ok ok ok ok

cggataat
cggatata
cggataaa
cggatgtt
cggatata
Hokok ok ok

1d=51978 gene=F43A11.8 name=F43A11.8 segment=chrV_11585173_.11585343_-1 type=EN

GTATGGTG
GTATGGTG
GTATGGTG

GTATGGTaaGTGGctgtgtttaaatcccagagtttaacgacctctggttaatt

GTATGGTA
koK Kok ok ok

::aaaagtattttatctgtctatt|t

att|t

taaactatt|-
ttgggcaatt|ttatggtatcaaaaaata

gtctatt|t
*okok

tcagaga---
tcagaga---
tcagaga——-

tcagaga---
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id=21079 gene=C11D2.6 name=unc-77 segment=chrIV_6160438_6161006_-1 type=IN

Figure 76: CS=6.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11585164-11585351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7124425-7124612&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126760240-126760427&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42577244-42577432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68777197-68777387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6160429-6161014&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8037449-8037517&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124582344-124582444&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:73294495-73296429&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:75169309-75169482&Track=refGene
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C.Ele
C.Bri
C.Jap
C.Rem

gGAAAGAT
gGGAAGAT
gGGAAGAT
gGAAAGAT

k3 kkokkk

C.Ele  gaccATAC|TaTACAGAATCaTTTCTgcagtatgtatttcgtaatt...122...tgctcttctgag|cggataat
C.Bri, gaccatac|taTACAGAATCaTTTCTgcagtatgtatctcgtaatt...122...agctcttctgag|cggatata
C.Jap| gaccatac|taTACAGAATCaTTTCTgcagtatgtatctcgtaatt...123...cgctcttctgag|cggatgtt
C.Rem gaccatac|taTACAGAATCaTTTCTgcagtatgtatctcgtaatt...125...agctcttctgag|cggatata
sekok sk okskok | skokokeskoksk ko ok sk sk ok sk ke sk sk ok okokskokokokok sk kk sk ok ok sk sk okskok ok ok ok | ok ok ok ok

1d=51978 gene=F43A11.8 name=F43A11.8 segment=chrV_11585173_.11585343_-1 type=EN

TtTTGTAAGTGTatttttgatatggttcgaaataaacttccccggttggttgaggegtgecaggatgegectcccaccecgectctt-—--—aactcgecttattggaaaatttcaatt
TtTTGTA--ggtctttttgat ttttt gatttttcc———---—-——- atataaatt
TtTTGTA--agaaccctacat tctttcaaatttttttg----aacatttcc———--—------ tctget
TtTTGTG--agttgttt ctctcggaatactctttcaaaaaacttcc——---------- tagttt
*okokokok ok * * * % * * * *

1d=304915 gene=R31.3 name=osm-6 segment=chrV_11925867_11925978_-1 type=IN VIEW

Figure 77: CS=5.64
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ttaggaca
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11585164-11585351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7124425-7124612&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42577244-42577432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68777197-68777387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11925858-11925986&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9495315-9495373&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:45529719-45529786&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126843977-126844043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11585172-11925978
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C.Ele gaccatac|tatacaghAATCatTTCTGCAGtatgtatttcgtaattccca...118...tgctcttctgag|cggataat
C.Bri, gaccatac|taTACAgAATCatTTCTGCAGtatgtatctcgtaattccca...118...agctcttctgag|cggatata
C.Bre  gaccatac|tatacaGAATCatTTCTGCAGtatgtatctcgtaattccca...118...tgctcttctgag|cggataaa
C.Rem gaccatac|taTACAgAATCatTTCTGCAGtatgtatctcgtaattccca...121.. . .agctcttctgag|cggatata

tTGCAGAA
tTGCAGAA
tTGCAGAA
tTGCAGAA

3k %k >k k %k k k

Sk ok ok ok ok ok ok |k ok sk ok ok ok ok ok ok sk ok ok ok ok ok sk dk ok skok ok skok ok ok sk ok ko ok ok ok ok ok sk ok k sk k %ok ok ok ok ok ok sk ok ok ok | ok ok ok k K k

id=51978 gene=F43A11.8 name=F43A11.8 segment=chrV_11585173.11585343_-1 type=EN

GGTT----agaaaaa 1:::::-aaaaaccatttttaaaatatttat--ttata|ggttgcta
GGTTTGTGattagaaaacaatcagacaagaatgagtctctagcagaga::::::
GGTTT HE :
GGTTTGTGaggaggagagagtggattcagaatttataatcaacaaat-::::::gattcgtcacatctcaaattttcatcattcca|ggttgecca
Hokokok Kk k[ kokokkokk K

id=201778 gene=F10D11.6 name=F10D11.6 segment=chrI_8445918_8446203_-1 type=IN

Figure 78: CS=6.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11585164-11585351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7124425-7124612&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126760240-126760427&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68777197-68777387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8445909-8446211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3846186-3846630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90246312-90246371&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145326341-145326900&Track=refGene
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C.Ele gaccatAC|TATACAgAATCATTtctgcagtatgtatttcgta...125.. . .tgctcttctgag
C.Bri, gaccaTAC|TATACAgAATCATTtctgcagtatgtatctcgta...125.. .agctcttctgag
C.Bre  gaccaTAC|TATACAgAATCATttctgcagtatgtatctcgt—-...126...tgctcttctgag
C.Rem gaccatAC|TATACAgAATCATTtctgcagtatgtatctcgta...128...agctcttctgag

sokokok ook ok ok | skok sk sk okskok sk sk ok sk ok sk sk sk ok sk ook okokokok ok Kok koK skokok ok ok ok ok ook koK

cggataat
cggatata
cggataaa
cggatata
ok skok ook

id=51978 gene=F43A11.8 name=F43A11.8 segment=chrV_11585173.11585343_-1 type=EN

C.Ele| tcgagagg|tag-—--agatactaattgata-ttatcAGTGATTTGTGaTAGT--—---- ctttttttgtgaaaccacct..

C.Bri, tccagagg|tagattaaaataaaaatcgatattttacAGTGATTTGTGaTAGTA-gttgtatcaattttgatt--——-- tg. .

C.Bre tcaagagg|t-——--- agat-attattaata-cgttc-GTGATTTGTGaTAGTAgtttttatttatttttatt-——-—- c-..

C.Rem tcaagagg|t-——--- agatcaaaattgatattgatcAGTGATTTGTGaTAGT------ tccttatttttattgtgace-..
sk skokokokok |k * ok wok ok ®skokokokkokskoksk ok sk ko ko Hokok

.663...cgtgctttcagt|cccatctg
.184. . .aatattttcagt|accatcag
.219...tgttgtttcagt|accatcgg
.106. . .aaaatttgcagt|tccttcgg

k% kkkk

1d=72007 gene=C39F7.2 name=madd-2 segment=chrV_1226109.1226842 -1 type=IN VIEW

Figure 79: CS=5.84

madd-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11585164-11585351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7124425-7124612&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126760240-126760427&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68777197-68777387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1226100-1226850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12427973-12428250&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:40547104-40547407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76453024-76453216&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1226108-11585343
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C.Ele  gACCAtAC|TATACAGAatcatttctgcagtatgtat----- ...131...tgctcttctgag|cggataat

C.Bri, gACCAtAC|TAtaCAGAatcatttctgcagtatgtat----- ...131...agctcttctgag|cggatata

C.Bre  gACCAtAC|TAtaCAGAatcatttctgcagtatgtat--—-—-- ...131...tgctcttctgag|cggataaa

C.Jap gACCAtAC|TAtaCAGAATCATttctgcagtatgtatctcgt...127...cgctcttctgag|cggatgtt

C.Rem gACCAtAC|TAtaCAGAAtcatttctgcagtatgtatc—---...133...agctcttctgag|cggatata
stk skofsk ok ok ok | ko ok ok ok sk sk ko ok sk sk ok ok sk sk ok ok ok ok ok sk okekkskok sk ok ok | ok ok ko

1d=51978 gene=F43A11.8 name=F43A11.8 segment=chrV_11585173_.11585343_-1 type=EN

C.Ele --taatttaa|ttaaatttaaaaaagtgattaatatttgactgttgtgt----cg----——-—- TTGTTTGTAGTTGGTTtccaatatcacatcgcttac...546...gggcatggctge|ttctgtgg
C.Bri, ---—-—————- -tgattcttttaaa--tcttcaattttgaccgtcgtga-——-tgtcg-————--- TTTGTAGTTGGTTtccaatctcgcatcgettge...268. . .gggaatggeecge|ttctgteg
C.Bre ------ tata|ttcgttttttttaa-—gctttattcttgactgtcgtge-—--tgeg-——-—-—--- TTTGTAGTTGGTTtccgatatcgcatcgattge...261...gggtatggcage|ttcagtag
C.Jap ----tttatg|gacaacatttagatgattttggtgttgaacgtttctgaaatgcgtttGTGATcgTTTGTAGTTGGTTtccgatatcgecatcgettge...206. .. .gggaatggecge|gteggtgg
C.Rem gttgattt--|ttcaatttctaaaa-ttctctata-ttgactgttgtgc———-cgtc———---- TTTTGTAGTTGGTTtccaatatcgcatcgcttge...398...gggcatggetge|ttcagtcg

* * * * kk Kk Kk * sokokokskokokoRokokkokkkoRk Kok Kok kokskkk Kk ok sokk kokkokk kk| Kk kK K

1d=322014 gene=ZK1098.10 name=unc-16 segment=chrIII_9547847_9548480_1 type=IN

Figure 80: CS=5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11585164-11585351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7124425-7124612&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126760240-126760427&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42577244-42577432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68777197-68777387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4235192-4235842&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5337138-5337499&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169613839-169614197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57510757-57511076&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137570703-137571203&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

atatttct

atatttac
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ttacatct

aaatttct
*

gaccatac|tatacagaatcatttctgcagtatgTATTTCGTaATTCcCATCaaattggtagagattccatc...96...tgctcttctgag|cggataat

gaccatac|tatacagaatcatttctgcagtatgTATCTCGTaATTCcCATCaaattggtagagatgeccatc...96. . .agctcttctgag|cggatata

gaccatac|tatacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaatctggtagagatgccatc...96.. . .tgctcttctgag|cggataaa

gaccatac|tatacagaatcatttctgcagtatgtatcTCGTaATTCcCATCaaattggtagagatgccatc...97.. . .cgctcttctgag|cggatgtt

gaccatac|tatacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaaattggtagagatgccatc...99. . . agctcttctgag|cggatata

sokskokokokokok | koot sktok ok kool skoksktokskoRsk ok ok skokokokokatokskokskiokoRokok sklokskoskkokakok kokkokok sokskokokoskokskokok | ok okkok

id=51978 gene=F43A11.8 name=F43A11.8 segment=chrV_11585173.11585343_-1 type=EN

tgttctcatcta--...132...gggcggttaccgtcgaaggaGATGctGAATccATGAatGATGgtagggctttggtacaaccg. . .245. . .aaatccatgttc|aatgecgg
tacactcgecctt--...144.. .gggcggtgacggtcgacgggGATGcaGAATcgATGAacGATGgaagggegetggtgecaaccg. . .274. . .aaatcgatgttc|aacgeggg
tgttcttgetta--...121.. .gggcggtgacgaccgaaggaGATGcGGAATcgATGAatGATGgaagagecgttggtacageca. . .129. . .aaatcaatgttc|aatgeggg
tgtgaataaatt--...137...ggtcaccgactgttgaagggGATGccGAATcgATGAatgacggaagagectcttgtg—————— ...120...aaatcaatgttc|aatgccgg
--ttattatcaaac...134...gggcggtgacggctgaaggaGATGcGGAATcgATGAatGATGggagagctttggtacaaaca. .. 106. . .aaatccatgttc|aatgecgg

id=17145 gene=F59B2.3 name=F59B2.3 segment=chrIII_8996348_8996810_-1 type=I3

k% ok *% ok ckok o kokokokk kckskkk okkckskk kk ckk kk kk  k kxk

Figure 81: CS=5
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11585164-11585351&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7124425-7124612&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126760240-126760427&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42577244-42577432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68777197-68777387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8996339-8996818&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8841145-8841665&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:71994952-71995304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64013641-64013994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:42163544-42163886&Track=refGene
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gaccatactatacagaatcatttctgcagtatgtatctcgtaattcccatcaAATTGGtAGAGatGCCAtcCGCGATGAatgggagacgggettgecge
gaccatactatacagaatcatttctgcagtatgtatctcgtaattcccatcaatctgGTAGAGAtGCCAtcCGCGATGAgtgggagacgggcaagecge
gaccatactatacagaatcatttctgcagtatgtatctcgtaattcccatcaaattggtaGAGAtGCCAtcCGCGATGAgTGGGagacgggecgggccgegageg. - -
gaccatactatacagaatcatttctgcagtatgtatctcgtaattcccatcaaattggtagagatGCCAtcCGCGATGAgtgggagacgggegggccge
stk ok sk ok sk ok sk ok o sk sk sk ok e sk ks sk ok o sk sk sk ok o sk sk sk ok o sk sk sk ok s sk sk sk ok ok

C.Bri
C.Bre
C.Jap
C.Rem
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1d=51978 gene=F43A11.8 name=F43A11.8 segment=chrV_11585173_.11585343_-1 type=EN

cacgaaTCGTaCGCGtTGGTTTTTCTAATT----- ctaaattttctaaccatgtc-

cacgaaTCGTaCGCGtTGGTttTTTTTACattaaattcaattgtg-——-——- tcct-

tTCGaaTCGTaCGCGtTGGTTTTC-—--- attttgtcttattttc-——---- tgtt-

tacgaaTCGTaCGCGtTGGT----———--—--———- tttatttttgaacttttttg
skt ks ok o kb ok sk ok ok sk ok Hokk Kk *

....36..
co..42..
...287..
....36..

k  kokkxk

1d=273763 gene=C42D8.4 name=ets-5 segment=chrX_5079971.5080022_-1 type=IN

Figure 82: CS=40
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.gaattcttgcagaaatcttg
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..tgctcttctgagecggataaa
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ks ok ok sk ok ok ok ok o ok sk ok ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7124425-7124612&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126760240-126760427&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:42577244-42577432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:68777197-68777387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10243607-10243713&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3324932-3325043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:134010240-134010591&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146528775-146528871&Track=refGene
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taca---GCAT|cgAAAATgGACGGACTT-tcccgat-ggatcgtttcgta———---- ..82...acatttattttt|aaaagctg

-attT--GCAT chAAAggGACGGgGTTTccTACT——ggattgttccgtataatttt .75...acattcattttc|aaaaacca

agaa—-—-GCAT|tgAAAAggGAC--GGTTTttctaattagaacattccgt————---—- ...99.. . aattttgttttt|ggtgattt

—--—cTTGGCAT|cgAAAAggGACGGgGTTTctTACT--agattgatccgtataatttt...75. . .acatttaattat|caaaagtt
sokkok | kokdokok kokokok *ok *k * kokk * ko ok

id=192609 gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

ttgcgegg|tacAGGTTTGTCgGTTTTgcATGC-acgagtttctttctgttgac-—--...326...tacctgaatatt|tccagatg
ttgccgGG| TAcAGGTTTGTCagTTTTgcATGCA-cgaatttctttctatgatt---t...310...aatttttgcaat|tccagatg
ttgccggg|tacAGGTtTGTCagTTTTgcATGC-acgagtttctttecctttttt-—-—--...310. . .aattgttaaaat|tacagatg
ttgccgGG|TAcAGGTTTGTCagTTTTgcATGCaCGAGtttcctctecttttttgatt. . .324. . . aaacttttgatt|ttcagatg
sokskok kokok [ sokokskokskokokokokokok  kokokokskokok ook koK k% kk kk K * * ok |k kskokskokk

id=197805 gene=C35A5.7 name=C35A5.7 segment=chrV_10512656_10513037_-1 type=IN

Figure 83: CS=5.04
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C.Ele
C.Bri
C.Bre
C.Jap

aQaaaaQ

.Ele
.Bri
.Bre
.Jap

tacagcat|cgaaaatggacggactttcccgatggatcgt TTCGTAtAATTTtgGTGCAaaATAG-tagagagacgcagtgttact...43..

atttgcat|cgaaaagggacggggtttcctactggattgttCCGTAtAATTTtgGTGCGaa-agcatagagagccgecagt—————-— ...49..

agaagcat|tgaaaagggacggtttttctaattagaacattcCGTAtAATTTtgGTGC-aatagcatagagageccgecag——————- ...66..

agtggcat|cgaaaagggacgggttatccggctggat TGTTCCGTAtAATTTcgGTGC-aagaaaatagagaggcgcag——————- ...64..
skokk | kskokdok kokkokkok K kk * kk skk kkkskoksokkokk kskokkk kok sokokskokokok kokokkok

.acatttattttt
.acattcattttc
.aattttgttttt
.ttaatttaattt

* *%

id=192609 gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

acaatact|ggtgagtgttca...270...aacaacagattcacccgtttTTATaTGCATAAATTTGCGGA---—-- cacttcgcatactttgacat..
gcaatact|ggtgggtctcaa...216...----accgcattgtccgatttata-CGCATAAATTTGCGG----- c-ctcttcacttgg-ttccttt..
acagcact|ggtaagtatgga...258...-———- caccatcgtccgttatacac-GCATAAATTTGCG------— cgcctttcacttge-gtgetg-. .
gcagtact|ggtgagaatgtt...275...-—--atcgcaatgt-ggttttatac-GCATAAATTTGCGaGAGTGc-tctctcgcaaagggtatce-. .
Hokokk [kokk ok ok * ok k sk ook sk ok ok ok Kok ok *

id=121420 gene=R144.7 name=larp-1 segment=chrIII_5014985.5016261_-1 type=IN VIEW

Figure 84: CS=5.92
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.605...tttatcaattta|ggtctcge
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7 =t Y48G1C.11

.Ele, tacagcat|cgaaaatggacg...66...tccttacgttacctgtatct—-——--——- GGAGAgTGTCAAGCGTTTCCcACATTT------ attttt|aaaagctg-——-—-—---—----—-
.Bri| atttgcat|cgaaaagggacg...60...tactcttcatcacagattttGTGAacGGAGAgTGTCAAGCggTTCCC——---—- acattcattttc|aaaaacca-----—-------
.Bre| agaagcat|tgaaaagggacg...66...tctttacaaatcctgtatct-——---- GGAGAgTGTCAAGCggTTCCCACA---atcgaggttccclaaattttgtttttggtgattt
.Rem  cttggcat|cgaaaagggacg...72...-————- cactacctgtatctggagag-——-—-- TGTCAAGCggTTCCCACATTTa----- attatc|aaaagtt-——------------
sokokok | kokokokok skokskkok * kK X sokokskokokokok kokokokok ok Hokok
id=192609 gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

C.Ele tcttccag|aatgcaagaaag...46...ttggacgtcgattttgtgtcGAATGTtGGAAAaGCTTttGATAAaTCTTC———--- tatcgctttgtgcaattg|gtgaggga

C.Bri, caattcag|agtacaagatag...53...caggatttgttgctcgtatc———---- GGGAAgGCTTtcGATAaTCTTTtaTCGCta—————- tgtgcaattg|gtaatttc

C.Bre cttttcag|aatgcaagactg...49...---gattcagagtttgtgacgaaTGTGgGGAAaGCTTtcGATAaTCTTC----—- tatcattgtgtgcaatcg|gtaatttt

C.Rem aatttcag|agtacaagaaag...46...ttggactcggaatttgtgtcGAATGTtGGGAAgGCTTttGATA-————- atctgctgaatttgtgtgegattg|gtaaggat

* okkok |k ok kokkokk ok *ok * k% sk okk dokskoksk kokokok * sokdokok kok k[ ok ok

id=14545 gene=Y48G1C.11 name=Y48G1C.11 segment=chrI_84614_84738_1 type=E5

Figure 85: CS=6.08
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C.Ele tacagcat|cgaaaatggacg..
C.Bri, atttgcat|cgaaaagggacg...
C.Bre agaagcat|tgaaaagggacg...
C.Rem cttggcat|cgaaaagggacg...

skokokok | skokokokk  kokokokok

.66...tccttacgttacctgtatctGGAGAGTGTcAAGCgtttcccaca——————————————--= tttattttt|aaaagectg

66...tcatcacagattttgtgaacGGAGAGTGTcAAGCggttcccaca———————-——————--—= ttcattttc|aaaaacca

66...tctttacaaatcctgtatctGGAGAGTGTcAAGCggttcccacaatcgaggttcccaaattttgttttt|ggtgattt

66...tctttacactacctgtatctGGAGAGTGTcAAGCggttcccaca-———-——————----—-——- tttaattat|caaaagtt
Hok ko okok *okok sk ek okkokskokskokokokok sk okok ko ok ok sk ko

id=192609

ctttgagg|taaggaagtgaa...667...

gttcgagg|taggtattttgg...186...

gttcgagg|tgagtgggatac...448. ..

gtttgagg|tgagattttgat...252. ..
ok kokokk |k

gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

--cccatgagtcatctct--tctaGTTTtACACttTCTTT--tcacatttcacttgtcaaaa....287..
----aatgagtcatctcccatctaGTTTtACACttTCTTT--ccacatttcacttgtcaaaa....574..
ccacaatgactcatct----tctaGTTTtACACACTCTCTTtccacatttcacttgtcaaa—...1451..
--gcaatgactcatctca--tctaGTTTtACACtcTCTTT--ccacatttcacttgtcaaaa....321..

skokokok skokokokokok skokokokokokokokokokkokk  kkk Xk >k 3k ok 3k 3k >k 3k ok ok ok >k ok >k 3k >k 3k kK

1d=156629 gene=B0285.7 name=mnp-1 segment=chrIII_4357094_4358127_1 type=IN VIEW

Figure 86: CS=5.92
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kkkk kkxk

tacagcat|cgaaaatggacg. ..
atttgcat|cgaaaagggacg. ..
agaagcat|tgaaaagggacg. ..

agtggcat|cgaaaagggacg. . .

kkokk | kkkokk kokkokk

..ttccttacgttacctgt-atcTGGAGaGTGTCAAGcgtttcccaca————————-———-——- tttattttt
..—tcatcacagattttgtgaac-GGAGaGTGTCAAGcggttcccac—————-——-—————- a-ttcattttc
..ttctttacaaatcctgt-atcTGGAGaGTGTCAAGcggttcccacaatcgaggttcccaaattttgttttt
..ttctttacacaccctgt-atcTGGAGaGTGTCAAGcggttcccacaatagacattatttaa-tttaattta

k% k kxk k3kok ko ok skokokskokokokokokkokokkkk kokkkokokk * % * %%k

id=192609 gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

cagtattggaaa...89..
cagtattggaga...67..
cagtattggaag...62..
cagtactggaga...77..
sokokokok kokokok

3k 5k 3k >k 3k >k 5k >k 5k %k >k 3k %k 3k %k >k %k k k >k k *  kkk kk ok * %

1d=226608 gene=T05G5.1 name=T05G5.1 segment=chrIII_9740958_9742081_-1 type=IN VIEW

Figure 87: CS=6.64
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.tcgagcaagcagacacttgtTTTGaACACaTTCCA--caccaccaacgggagg--tgca———-—- ....956...attttcctctcalacaaaata-
.cagagaaagtagacacttgtTTTGaACACaTTCCactcccttccaacgggagg—-t-————--- ....847...-ttttctatttc|aaccccaac
.cagagcaagaagacacttgtTTTGaACACaTTCCA------- ctagagggagg--tgcattttg....247...aattaacatttg|acagaata-
.tggggggtggcatcacttgtTTTGaACACaTTCCG ————————— atcgggcggattgatcgega. . .2073. .. -attaaccttcc|actaactcc

T05G5.1
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C.Ele
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C.Bre
C.Jap
C.Rem

tacagcat
atttgcat
agaagcat
agtggcat
cttggcat
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cgaaaatggacg. ..
cgaaaagggacg. . .
tgaaaagggacg. .
cgaaaagggacg. . .
cgaaaagggacg. .

skokokokk  kokokokok

26
26

.26

.26

...aattttggtgcaaaatagtaGAGAgACGCAgTGTTactcttccttacgttacctg. ..
...aattttggtgcgaaagcataGAGAgcCGCAgTGTTactcttcatcacagattttg. . .
...aattttggtgcaatagcataGAGAgcCGCAgTGTTactcttctttacaaatcctg. ..
...aatttcggtgcaagaaaataGAGAgGCGCAgTGTTactcttctttacacaccctg. ..
...aattttgatgcgaaagaataGAGAgtCGCAgTGTTactcttctttacactacctg. ..

sokkokok sk kokok ok ok skokskokskokoksokokskokooloRskokskokokokokok sk kok

..—acatttattttt
..—acattcattttc
..-aattttgttttt
..ttaatttaatt-t
..—acatttaattat

* % *%

1id=192609 gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

C.Ele  acAGCAag|TGCGTgTTTCactcaca---tttttcaaactcc

C.Bri  acAGCAag|TGCGtgTTTCattcaca---gttttaaaactcc...

C.Bre  acAGCAag|TGCGtgTTTCactcaca---ttttcaaactttc

C.Jap  acAGCAag|TGCGTgTTTCactcacatcttttttcaaat-—-...

C.Rem acAGCAag|TGCGtgTTTCactcaca---tttttcaaatttc
koK koK okok | ook koK ok oKk ok koK oK Kk Kk

1d=111607 gene=KO3E6.5 name=unc-1 segment=chrX_1060683.1062374_-1 type=IN

Figure 88: CS=7.8
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agtggcat|cgaaaagggacg. .
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k%K%

.65...ttccttacgttacctgtatcTGGAgAGTGTcAAGCGTttcccac———-————————----- a-tttattttt|aaaagctg
66...-tcatcacagattttgtgaacGGAGaGTGTcAAGCGgttcccac——————————-—-—---—- a-ttcattttc|aaaaacca
.66...-tctttacaaatcctgtatctGGAGaGTGTcAAGCGgttcccacaatcgaggttcccaaattttgttttt |ggtgattt
.65...ttctttacacaccctgtatcTGGAgAGTGTcAAGCGgttcccacaatagacattatttaa-tttaatttalaatgatt-
* Kk

id=192609

gtatgatacatc....398..
gtatgaactctg....538..
gtatgataaaca....643..
gtatgccgetct...1743..
okokok ok

gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

.tcttaaaagaag-atgccgac----GTGTTTacACACTTCTAcagtaatctat-ctatctttc..
.-—taaaaggaagaatgccgacg----TGTTTACACaCTTCtacagtaatctat-ccgtgct—-..
.—ccaaaaagaag-acgccgaca-——-TGTTTACACaCTTCcacagtaatctat-ccatctt--..
.——-—ttaggatg--tgccgacgcgtgTGTTTacACACTTCTAccgtaatccataccgtcegt-. ..

* kX Xk k% %k %k k k kokokokkokkokkokskkkk kk ckkkkkk kk ok ok

id=186599 gene=F29G9.4 name=fos-1 segment=chrV_6008807_6011083_1 type=IN

Figure 89: CS=5.04
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id=63123 gene=C02B10.3 name=C02B10.3 segment=chrIV_5093578_.5094038_-1 type=IN

Figure 90: CS=5.04

tacagcat|cgaaaatggacg...33...gtgcaaaatagtagagagacGCAGTGTTaCTCTTccttacgttacctgtatctggagagtgtcaagegtttcccaca—————-——--—--——- tttattttt|aaaagctg
atttgcat|cgaaaagggacg...33...gtgcgaaagcatagagagccGCAGTGTTaCTCTTcatcacagattttgtgaacggagagtgtcaageggttcccaca———————-——————--- ttcattttc|aaaaacca
agaagcat|tgaaaagggacg...33...gtgcaatagcatagagagccGCAGTGTTaCTCTTctttacaaatcctgtatctggagagtgtcaageggttcccacaatcgaggttcccaaattttgttttt|ggtgattt
cttggcat|cgaaaagggacg...33...atgcgaaagaatagagagtcGCAGTGTTaCTCTTcTTTAcactacctgtatctggagagtgtcaageggttcccaca———————————-—-—-—- tttaattat|caaaagtt
sokokok | kokokskok okskokok Rokk ok ok skiokolkk sokolskookiokkoRkokkokok ok ok *okok sekokokkokkokskokskkok ok Kok kokokok ok ok Kk Kk
id=192609 gene=R151.12 name=R151.12 segment=chrIII_7208957_7209087_1 type=EN

.Ele gacatgtc|acgtaagttgca....294...-————- ccgttcgagacccttgaataGAGAGaAACAatCTGT----cgata--agtaattagccacct...87...tttccattttgec|aggtgttc
.Bri| gacatgtt|acgtaagtgtac...2689...-—--—- acccaaagtgcccccaccaaAAGAGaAACAatCTGT---tcgaaatatacattgagtaa---...67...tcatattcttgc|aggtgttc
.Bre| gacaagtc|acgtgagttatt...1044...ttttgtttctaagagacttc———-——- AAGAGaAACAatCTGTtctccttcatcatcatt———---- tct...97...ttcccattttgec|aggtgttc
.Rem gacatgtt|acgtaagttgtt....469...agaagtatctaagagagaac-—--TAAAGAGAAACAatCTGT---tcgaaaagagtaattag-—-tct...68...ctcccattttgc|aggtgttc
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6574585-6574732&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:7133864-7134011&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:60904692-60904855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:12817319-12817466&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5093569-5094046&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8901262-8904114&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116865051-116866288&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:60750010-60750645&Track=refGene
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o o gei— 1

C.Ele attcccac|tcaaccaatcgttggttcaattCCTTctTATCcTGCActcagtttgttcattgactg—-...62...ggacgcggagat|tgtgagac
C.Bri cttgtcat|gccgcaagccctagetcg-ATTCCTTCaTATCcTGCAcgcag-ttattcgatggetgt...60. . .agacaccgagat|tgtgtgaa
C.Bre actctcat|ccgtacgctgttagttc-TATTCCTTCTTATCcTGCAcacagtttgttcattggetg-...61... .agctatggagag|tgtttgaa
C.Rem ctcttcac tctaatagcggttgttc TATTCCTTCTTATCcTGCActcagtttgttgattggctg—...61...ggatgtggagat agtgtgaa
*k * ok ok skokokkkokk okokokskokdokk kskok kk ko kk kR s*kkk | okk Kk

1d=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN

tggectggt|gagttttttttt...1063. .. .tgtcacatatttgcgcaaaaTGCGtGATAGAGG-----——- cggcccctgaacggaacaga—...1193. . .gaagtttcagaa|cgagatgc
tatctggt|gagtcaacaata....249...tgtcacatatttgcgcaaaaTGCGtGATAgaGAGGcgGAGTgttctcattaacactagaat-...3067...tgattttcagaa|cgagatgce
tatccggt|tggtttttgttt....354...tgtcacatatttgcgcaaaaTGCGtGATAGaGAGGCcgGAGTGttctcattaacacccgaaga. .. 1227. . . aggtttacagaa|agagatge
tatctggt|gagttgttacaa....255.. .tgtcacatatttgcgcaaaaTGCGtGATAGaGAGGcgGAGTGttctcaataaaaaatggggt...1240. . . attatttcagaa|cgtgatge
* ok okkk| ok sk skokkok ok skok sk ok sk ok skok sk sk ok sk sk ok sk ok sk ok * ok kx ®k dokkokk

1d=24830 gene=F45H7.2 name=gei-1 segment=chrIII_3348160.3350492_1 type=IN

Figure 91: CS=5.92


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6708466-6708610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139609096-139609241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10433180-10435529&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8903775-8907192&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:168879866-168881549&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:136858391-136859988&Track=refGene
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C.Ele
C.Bre
C.Jap
C.Rem

attcccac
actctcat
actctggt
ctcttcac

C.Ele
C.Bre
C.Jap
C.Rem

* *k ok kk

tcaaccaatcgttggttcaattccttcttatcctgecactcagtttgttcattga-——-CTGTggAGCCtGGAAAtggaggagaaagtaaatttg. . .29. . .ggacgcggagat|tgtgagac
ccgtac-gctgttagttctattccttcttatcctgecacacagtttg——--ttcaTTGGCTGTggAGCCtGGAAAtggaggagaaattaaaataa...28. . .agctatggagag|tgtttgaa
tctagaggtcgtgegatcgtttecttcttatcctgecacgecagtttgttcattga———-CTGTggAGCCtGGAAAtggaggagaaatcaatttga. . .31. . . agatgtgaaget|tgtgetge
tctaatagcggtt-gttctattccttcttatcctgeactcagtttg-——-—-ttgaTTGGCTGTggAGCCtGGAAAtggaggataaatgatattga...28. . .ggatgtggagat|agtgtgaa
sokokskoskokskokskokokskokskokokok ok kokoksk koK ok *k ok sokkokskokskokokskokskokskokkskokokokkok ok kokok *

* kk *%k

id=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN

ggagcaac|atatttcgtaag. ..
agagcaaa|acatatcgtaag...
cgaacaac|ttgtttcgtgag...
cgagcaga|ctatttcgtgag. ..

k% kk * okkckk kok

. .gtgggctcgaaccaccaaccTTTCGGTTaACAGeccgaacgegetgectattge———-. .
. .gtgggctcgaaccaccaaccTTTCGGTTaACAGCCGAacgcgectgectattgegeca. .
. .gtgggctcgaaccaccaaccTTTCGGTTaACAGeccgaacgegetgectattge———-. .
. .gtgggctcgaaccaccaaccTTTCGGTTaACAGCCGAacgcgetgectattgegeca. .

2k 3k ok ok ok ok ok ok ok ok ok 3k ok ok 3k ok ok ok ok ok ok 3k Sk ok ok ok ok ok 3k ok ok 3k ok ok k ok ok ok 3k ok ok 3k ok ok ok ok ok ok sk ok >k sk k

.528..
.280..
.344. .
.260..

id=37008 gene=F41D9.5 name=sulp-3 segment=chrX_8403910.8404551_-1 type=IN

Figure 92: CS=5.32

.accaactatatt|attccaga
.atccgaaacttt|tttccaga
.aaaaaacccttt|atttcaga
.taaaatttttat|aattcaga



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30881367-30881516&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139609096-139609241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8403901-8404559&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:98272274-98272682&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64821408-64821897&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:99991767-99992158&Track=refGene

———— TR166.7

C.Ele
C.Bre
C.Jap
C.Rem

cactgttt
aaatgatt

tcaagatt

C.Ele attcccac|tcaaccaatcgttggttcaattccttcttatccTGCActCAGTTTGTTcattgactgtggagectgga———-...51.. . .ggacgcggagat|tgtgagac

C.Bre actctcat|ccgtacgc-tgttagttctattccttcttatccTGCAcACAGTTTGTTCattggetgtggagectggaa——-...49. . .agctatggagag|tgtttgaa

C.Jap| actctggt|tctagaggtcgtgegatcgtttccttcttatccTGCACGCAGTTTGTTCATTgactgtggagectggaaatg...49. .. .agatgtgaaget|tgtgetge

C.Rem ctcttcac|tctaatag-cggttgttctattccttcttatccTGCActCAGTTTGTTGattggctgtggagectggaa——-...49. . .ggatgtggagat|agtgtgaa

* Kk kK RERRRRRRRRRRRRRRRRK KKRKAKKKKK KKK KKK KKK KK KK KKK * * Kk *
1d=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN
cttgatcc tcatttc————----- tcacacctcacg-tgcgtgggg————--- gtccttttggtatatattc GACAAATTGtTGCAattgacgaa-tcacctcgett--...
tctgatccaatccgaagatccaatcaattcaattcttctcaccttcatttctcttgatgegtgggg——--—- gtccttttcac ctc GGACAAATTGTTGCAatcatct---tcatatctctttt. .
tttgattccttccggat tctttttttt-—-tgcgtggggtcgtctaatttttctcgecaa AGTGgtGACAAATTGTTGCAatcattgcgatcaatccaat-—-. .
tctgatcctcccaaatcaatta-—-—---- tcatgtcttcttctcaccttttctttat-tgegtgggg———--—-—- gtccctctctc---tattccattggtatatgtagagagtcctatgCGACAAATTGtTGCAatt--cgtg-tcggcacatccat. .
Hkkk K * * sokokok ok ook ok * ok ok skokokokokskokok ok Kok sk ok ok *k *

1d=325487 gene=T21C12.1 name=unc-49 segment=chrIII_10525844_10526822_1 type=IN

Figure 93: CS=5.32

.878..
.1100..
.2031..
..b11..

.gcttcatgat
.gtttcatgat
.gcttcatgat
.gtttcatgat

3k kok ok %k >k %k %k


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30881367-30881516&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139609096-139609241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3256850-3257845&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:25896550-25897793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:66449680-66451829&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21767677-21768352&Track=refGene
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MFM cutl-17

attcccac|tcaaccaatcgttggttcaattccttcT---TATCcTGCActCAGTTtgttcattgactgtggagec—...55. . .ggacgcggagat | tgtgagac
cttgtcat|gccgcaagecc-ctagectcgattcc-—-TTCATATCCtGCACgcAGTT-attcgatggectgtggagect. . .53. . .agacaccgagat|tgtgtgaa
actctca-|tccgtacgctgttagttctattccttcT---TATCCtGCACacAGTTtgttcattggctgtggagee—...54.. . agctatggagag|tgtttgaa

actctggt tctagaggtcgtgcgatcgtttccttcT---TATCctGCACgcAGTTtgttcattgactgtggagcc-...57...agatgtgaagct tgtgetge
*okk

k kxk  kkkk * skokokokoskkokkokk kkkkk  kkk  kk kokckokkokkokkk * *k

id=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN

tAATTGTG|CAGATGG tgggttttaaaattgaaaaaat-—--::::::t-——-——- aatttaagtttaaatg------—-
tAATTGTG|CGGATGgTGAGtcaaaaaagtgtagttggtttttgaaataaaaaaaaataa:: :tttccagaattaatattcgaaaatatttcc
tAATTGTG|CGGATGG tgagtttttttttctctgaaaa-—-:: ttcgatgaatttttctt--———————---—-
tAATTGTG|CtGATGG----taagaaa———-——-—————-- tttgagctaaatacaaa—---::::::ttttaataatt
sokskokskokokok | kokok ok ook * ok * sokokok

id=163333 gene=F38E11.4 name=cutl-17 segment=chrIV_9455898 9456019 -1 type=IN

Figure 94: CS=6.52
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6708466-6708610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30881367-30881516&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9455889-9456027&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10735708-10736137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:157949277-157949397&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:73708537-73708599&Track=refGene
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attcccac|tcaaccaatcgttggttcaattccttctTATCcTGCACTCAGTttgttcattgactgtggage—————--——--- ...56...ggacgcggagat|tgtgagac
cttgtcat|gccgca-agccctagetcgattccttcATATCcTGCACGCAGTTATT-cgatggetgtggagectgga—————- ...50...agacaccgagat|tgtgtgaa
actctcat|ccgtac-gctgttagttctattccttctTATCcTGCAcaCAGTttgttcattggectgtggage—————-—----—- ...55...agctatggagag|tgtttgaa

ctcttcac|tctaat-agcggttgttctattccttctTATCcTGCACtCAGTttGTTGaTTGGetgtggagectggaaatgga. . . 44.

*% * k ko ckok o ckokokckokokokk kskokokskokkkkk  kokkkk 3k Kok okokok ok kok Kk ok

k% k%

..ggatgtggagat agtgtgaa

k% kok

id=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN

C.Ele| aacgtaag|caac-tatttcatttga-—cgtcagtttctaaattcttatttat—————-------

C.Bri, aacgtaag|cgacttatttc--ctga---attagcaactagatct-----———-------——- AAT

C.Bre aacgtaag|aaac---attcatataa--catcagtct----atcctaa-ctaat---—--------

C.Rem aacgtaag|laaa-------- atataaaccataattca----attcaaagctgcttcCTAGCTAAT
skokkkokkok| Kk * % * ok *k

ATTGAtTGCAGATGtc|gattcgat
ATTGCtTGCAGATGTc|gatccgtt
ATTGctTGCAGATGtc|gatccgtt
ATTGctTGCAGATGtc|tatccgat
sokskok kokokokskokokok ok koK

id=173584 gene=C15H9.5 name=C15H9.5 segment=chrX_6094653_6094709_1 type=IN

Figure 95: CS=5.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6708466-6708610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139609096-139609241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11624136-11624209&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9262352-9262418&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:38181682-38181749&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1781675-1781751&Track=refGene
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C.Ele
C.Bri
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C.Jap
C.Rem

gaacggat
gaacggat
gaacggat
gaatggge
gaacggat
kK ok

attcccac
cttgtcat
actctcat
actctggt
ctcttcac

L
tcaaccaatcgttggttcaattccttcttATCCTGCActCAGTTtgttcattgactgtggageec--...55. . .ggacgcggagat
gccgcaag-ccctagectcgattccttcatATCCtGCACgcAGTTA-ttcgatggctgtggagectg. . .52, . . agacaccgagat
ccgtacgc-tgttagttctattccttcttATCCtGCACacAGTTtgttcattggetgtggagec——. . .54. . . agctatggagag
tctagaggtcgtgegatcgtttccttcttATCCtGCACgcAGTTtgttcattgactgtggageec——...57. . . agatgtgaagct
tctaatag cggttgttctattccttcttATCCtGCACtcAGTTtgttgattggetgtggagee-—...54. . .ggatgtggagat

* kk skoklokiokk kokiokkkokiok skokskokk ok Rk skokokskoRskokokokok * *k

1d=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN

taatggtgagtg...241..
taatggttagta...341..
tagtggtaagta...296..
ttatggtaagta...303..
taatggtaagtc...330..
* skokkok kokk

id=322750

.—gtcatcatcttt-ttcgtactAATTGTGCAGGATtacgtac---ttctcgaaaccat-—-...

.taacgtcttcctc-gcagtacTAATTGTGCtGGATtacg-————- tactcgaagcccgttt. ..
.——tcatcctcgtcattcgtactAATTGTGCtGGATtacg-—-——-— tactcgaagccatcta. ..
.—tccgtcctcatc-tttgtact AATTGTGCtGGATtacgtacatatactcgaage———--- ..

.—tccttcttcatc-gtcgtactAATTGTGCtGGATtacg—————- tactcgaagccagttt....

k kk kk ok ok 3k ok ok ok ok ok ok sk kok sk ok ok sk ok ok ok ok k k kkokkkk >k

gene=Y42HO9B.2 name=rig-4 segment=chrIV_8000154_8001030_-1 type=

Figure 96: CS=6.3
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6708466-6708610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30881367-30881516&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139609096-139609241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:8000145-8001038&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10734233-10735018&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:112199032-112199834&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:59699698-59701773&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:47510462-47511225&Track=refGene
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C.Ele
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C.Rem

attcccac|tcaaccaatcgttggttcaattccttcttatcctgecactcagtttgttcattgactGTGGAGCCTGGAAALGGAG-————-———-—- gagaaagtaaatttgatgattactaatactt--cgctgtctttagaggacgeggagat|tgtgagac

actctcat|ccgtacgc-tgttagttctattccttcttatcctgecacacagtttgttcattggctGTGGAGCCTGGAAATGGAgGAGAAATtaaaataaa———--—————- gaataacaatgtct--tcattccttatagagctatggagag|tgtttgaa

actctggt|tctagaggtcgtgcgatcgtttccttcttatcctgecacgecagtttgttcattgactGTGGAGCCTGGAAATGgaGGAG—————————— aaatcaatttgagggggtgctaatgeggecatgtcttcttctgaagatgtgaaget |tgtgetge

ctcttcac|tctaatag-cggttgttctattccttcttatcctgecactcagtttgttgattggctGTGGAGCCTGGAAATG—————————— gaggataaatgatattgaaggagtgctattact---tgacgtcttctgaggatgtggagat|agtgtgaa
* ok okk sklokkolkiokloRolskoiokioRok kokokaioRskoRskok oRokok skokatokskokoskkok kol sk ko sk ok *okok * k% % *okok * * Kok *k

C.Ele
C.Bre
C.Jap
C.Rem

id=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN

aaggtttg
aaggtttg
aaggtttg
aaggtttg

%k %k %k %k %k K k %

tttattagaaaa....94..
tttattataaag...118.

tgaatgaaaaaa....57

tttattagaaaa....99..

k  kk ok kkk

Lo gatatttaattat-gtcggca————-—----—---- CTTTTTTTCAGGTTCT |ACcacata
ST atttaattgaatccggctgcATTTTTCaTTCAtTTTTTTCAGGTTCT |ACcacatt
...tagttagtaatttacttaaa--———--------—--—- CTCCgaTATTTCCAGGTTCT |ACcacatt
it atatttaattatagtaaaaa--------------- TGTTTTCAGGTTCT |ACcacata

kkkkk kxk %k kokk kokokkokkokk | kokkkokkk

id=250966 gene=T22B7.3 name=T22B7.3 segment=chrX_5649522_5649663_1 type=IN

Figure 97: CS=5.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30881367-30881516&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139609096-139609241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12069182-12069340&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190377608-190377801&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:2340467-2340592&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2136550-2136711&Track=refGene

RS

—— TR166.7

h/\E_Q: { dnj-16

C.Ele attcccac|tcaaccaatcgttggttcaattccttcttatcctgecactcagtttgttcattgactgTGGAGCCTGGAAATGGAggagaaagtaaatttgatga——...25.. . .ggacgcggagat|tgtgagac

C.Bre actctcat|ccgtacgc-tgttagttctattccttcttatcctgecacacagtttgttcattggctgTGGAGCCTGGAAATggaggagaaattaaaataaa———-- ...27...agctatggagag|tgtttgaa

C.Jap actctggt|tctagaggtcgtgcgatcgtttccttcttatcctgeacgecagtttgttcattgactgTGGAGCCTGGAAATGGAGgagaaa-tcaatttgaggegg...26. .. .agatgtgaaget|tgtgetge

C.Rem ctcttcac|tctaatag-cggttgttctattccttcttatcctgeactcagtttgttgattggctgTGGAGCCTGGAAATggaggataaatgatattgaa————- ...27...ggatgtggagat |agtgtgaa
* * ok ok kkskoksoksokokskoksiokakokoksk kokskokokskokskok kokskokkokskokskokskokskskokskokskokskskokskokskok ok Kok ok * k% * * kx *k

id=201299 gene=R166.7 name=R166.7 segment=chrII_10545139_10545269_-1 type=EN

C.Ele gaaaatgg|taattaattttt....109...--tcgaaattaataga--aattaaTTCATTTTCCAGG|CgTCCGag
C.Bre gagatcgg|tgagtgggaaag....255...-ttcaatttcaataaa--aaaaa----ATTTtCCAGG|cCTCCGaa
C.Jap aaaactgg|tatcgattttat...1993...ttt---atttaagagagcaaacaTTCTAATTTTCAGG|cCTCCGaa
C.Rem| aaaatcgg|tgagtgaacaaa....513...tttccccatcacta-a--aatca----ATTTtCCAGG|CtTCCGaa

* ok ok |k * * ok ok ok kk ok ® kkok skokskok |k kokokskok

1d=145139 gene=R74.4 name=dnj-16 segment=chrIII_4191617_4191770_1 type=IN

Figure 98: CS=5.92


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10545130-10545277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151888982-151889127&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30881367-30881516&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139609096-139609241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9591902-9592072&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:185130674-185130987&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:56193717-56195772&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:118057519-118058090&Track=refGene
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<lPF25H2.15

gagaccat|actaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
gagaccat|actaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
gagaccat|actaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .
gagaccat|actaTACAGAatCATTTCTGCAgtatgtatctcgtaattccc. .

3k 3k 3k ok ok ok 3k 3k | 3k ok 3k ok 3k ok ok ok 3k k ok 3k ok 3k ok ok 3k ok 3k >k sk ok sk ok sk 3k ok 3k ok ok ok >k ok >k 3k >k 3k %k 3k >k k k

.124. . .cttctgagcagt|tataaatg
.123...cttctgagcgga|tataaatg
.123...cttctgagcggal|taaaaagg
.126...cctctgagcagt|tttttata

k ckkokkkkk k[ k *

1d=263946 gene=F25H2.15 name=F25H2.15 segment=chrI_10565255_10565432_1 type=EN

C.Ele tGTActGA|AATGTTTGTGcctttctctctctectetett. .
C.Bri tGTActGA|AATGTTTGTGecctttctctctccectetet. .
C.Bre tGTActGA|AATGTTTGTGcctttctctctccectetet. .

skokokokokokokok | skokokokokokokokkokkk  kk kk  kk

.619..
.438..
.143..
C.Jap  tGTActGA|AATGTTTGTGcccatccctttcatgatctc....

.ttcttttgettt

.tttttctgettt

.ctttactgcttt

..ttgattgttttt
*

k% k

caggcctc
caggcctc
caggcctc
caggcttg

kokokokk ok

1d=62462 gene=E02C12.5 name=gpa-3 segment=chrV_9357047_9357707_-1 type=I3

Figure 99: CS=5.12
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4506980-4507174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7277927-7278120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126768118-126768311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:60549360-60549556&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9357038-9357715&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10920190-10920686&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87559067-87559268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:69870693-69870821&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gCcATGATT
gcATGATT
gcATGATT
gcATGATT
gCcATGATT

3k 3k ok >k k %k sk k-

Qoo

3k 3k ok ok sk ok sk ok | ok sk ok ok 3k ok 3k ok sk ok sk ok ok 3k ok 3k ok ok ok ok ok ok k ok 3k ok ok ok ok ok ok k %k sk k.

.Ele| gagaccaT|ACTATACagAATCATttctgcagtatgtatctcgt.
.Bri  gAGACcaT|ACTATACagAATCATttctgcagtatgtatctcgt.
.Bre| gagaccaT|ACTATACagAATCATttctgcagtatgtatctcgt.
.Jap  gagaCCAT|ACTATACagAATCATttctgcagtatgtatctcgt.
.Rem  gAGACcaT|ACTATACagAATCATttctgcagtatgtatctcgt.

..131..
..130..
..130..
..133..
..130..

.cttctgagcagt
.cttctgagcgga
.cttctgagcgga
.cctctgagcagt
.cttctgagcagt

k kokskokkkk ok

tataaatg
tataaatg
taaaaagg
tttttata
tatattaa
*

1d=263946 gene=F25H2.15 name=F25H2.15 segment=chrI_10565255_10565432_1 type=EN

GTATGGTG----- agtgaactaccttgaaacttttatcaaa------------::::::aaaagtattttatctgtctatt|t--—————- tcagaga---
GTATGGTGaGTTTT HERE att|t tcagaga---
GTATGGTG agtgaa HE taaactatt|-------- tcagaga--—-
GTATGGTaaGTGGctgtgtttaaatcccagagtttaacgacctctggttaatt:: ttgggcaatt|ttatggtatcaaaaaata
GTATGGTAaGTTTC HEEE gtctatt|t-————--- tcagaga-—-
sokkoksk ook ook ®okk ok ok

id=21079 gene=C11D2.6 name=unc-77 segment=chrIV_6160438_6161006_-1 type=IN

Figure 100: CS=6.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4506980-4507174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7277927-7278120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126768118-126768311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:60549360-60549556&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146368789-146368982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6160429-6161014&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8037449-8037517&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124582344-124582444&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:73294495-73296429&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:75169309-75169482&Track=refGene
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(lPF25H2.15

.:/\—/\—O F10D11.6

C.Ele| gagaccat|actatacagAATCatTTCTGCAGtatgtatctcgtaattccca...123...cttctgagcagt|tataaatg
C.Bri  gagaccat|actaTACAgAATCatTTCTGCAGtatgtatctcgtaattccca...122...cttctgagcgga|tataaatg
C.Bre gagaccat|actatacaGAATCatTTCTGCAGtatgtatctcgtaattccca...122...cttctgagcgga|taaaaagg
C.Rem| gagaccat|actaTACAgAATCatTTCTGCAGtatgtatctcgtaattccca...122...cttctgagcagt|tatattaa

3%k ok ok ok ok ok 3k | ok ok ok ok ok 3k ok ok ok ok ok ok Sk ok ok 3k Sk ok K Sk ok ok 3k ok ok 3k ok ok k ok ok ok 3k ok ok %k ok %k %k ok K k %k kokokokokokkkk k| kk Xk

1d=263946 gene=F25H2.15 name=F25H2.15 segment=chrI_10565255_10565432_1 type=EN

tTGCAGAA|GGTT----agaaaaa 1:::::-aaaaaccatttttaaaatatttat--ttata|ggttgcta
tTGCAGAA |GGTTTGTGattagaaaacaatcagacaagaatgagtctctagcagaga::::::
tTGCAGAA |GGTTT H :

tTGCAGAA|GGTTTGTGaggaggagagagtggattcagaatttataatcaacaaat-:::::: gattcgtcacatctcaaattttcatcattcca|ggttgeca
koo okokokok [ ok ok Kk k[ kokokkokk K

id=201778 gene=F10D11.6 name=F10D11.6 segment=chrl_8445918_8446203_-1 type=IN VIEW

Figure 101: CS=6.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4506980-4507174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7277927-7278120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126768118-126768311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146368789-146368982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8445909-8446211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3846186-3846630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90246312-90246371&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145326341-145326900&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8445917-10565433
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TF25H2.15

C.Ele
C.Bri
C.Jap
C.Rem

gGAAAGAT
gGGAAGAT
gGGAAGAT
gGAAAGAT

kK kokkokk

C.Ele
C.Bri
C.Jap
C.Rem

gAGACcAT
gagaccat
gagaccat
gagaccat
ok ok koK ok ok ok

Fw osm-6

ACTaTACAGAATCaTTTCTgcagtatgtatctcgtaatt. ..
actaTACAGAATCaTTTCTgcagtatgtatctcgtaatt. .
actaTACAGAATCaTTTCTgcagtatgtatctcgtaatt. .
actaTACAGAATCaTTTCTgcagtatgtatctcgtaatt. .

3k >k 5k >k 5k 3k 3k 3k 3k 3k >k 5k ok 3k 5k >k 3k >k 3k >k 5k 5k >k 3k >k 3k %k >k >k >k %k >k 3k %k >k %k >k %k *k

127..
.126..
.129..
.126..

.cttctgagcagt
.cttctgagcgga
.cctctgagcagt
.cttctgagcagt

%k ckkokkkkk ok

tataaatg
tataaatg
tttttata
tatattaa
* %

1d=263946 gene=F25H2.15 name=F25H2.15 segment=chrI_10565255_10565432_1 type=EN

TtTTGTAAGTGTaTTTTtgatatggt-————---——- tcgaaataaacttccccggttggttgaggegtgecaggatgegectcccacccgectcttaactcgecttattggaaaatttcaatt
TtTTGTA ggt cttt ttgatt ttttgatttttcc————----—- atataaatt
TtTTGTA aga accctacattctttcaaatttt tttgaacatttcc——---—------- tctget
TtTTGTG---—--———-—-——-——- agttgtttctctcggaatactctttcaa aaaacttcc tagttt
Hokokk koK * *kk * * * *

Figure 102: CS=5.64

1d=304915 gene=R31.3 name=osm-6 segment=chrV_11925867_11925978_-1 type=IN

tcaggata
tcaggata
ttaggaca
ccaggaca

kkkk Xk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4506980-4507174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7277927-7278120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:60549360-60549556&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146368789-146368982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11925858-11925986&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9495315-9495373&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:45529719-45529786&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126843977-126844043&Track=refGene

[ Q
F—— | F25H2.15
2 Fm une-16
C.Ele  gAGACCAt|ACTATACAGAatcatttctgcagtatgtat----- ...136...cttctgagcagt|tataaatg
C.Bri, gAGACCAt|ACTAtaCAGAatcatttctgcagtatgtat----- ...135...cttctgagcgga|tataaatg
C.Bre  gAGACCAt|ACTAtaCAGAatcatttctgcagtatgtat----- ...135...cttctgagcgga|taaaaagg
C.Jap  gAGACCAt|ACTAtaCAGAATCATttctgcagtatgtatctcgt...133...cctctgagcagt|tttttata
C.Rem  gAGACCAt|ACTAtaCAGAAtcatttctgcagtatgtatc----...134...cttctgagcagt|tatattaa
kKoK ok Kok oK | oK KoK ok K ok oK oK o K ok oK oK oK ok K ok oK K ok K oK K oK * kkkkkkk K[k
1d=263946 gene=F25H2.15 name=F25H2.15 segment=chrI_10565255_10565432_1 type=EN
C.Ele --taatttaa|ttaaatttaaaaaagtgattaatatttgactgttgtgt----cg------—- TTGTTTGTAGTTGGTTTCcaatatcacatcgcttacat...544. .. .gggcatggctge|ttctgtgg
C.Bri ----—————- -tgattcttttaaa--tcttcaattttgaccgtcgtga-—--tgtcg-———---- TTTGTAGTTGGTTTCcaatctcgcatcgettgeat. . .266...gggaatggecge|ttctgteg
C.Bre ------ tata|ttcgttttttttaa--gctttattcttgactgtcgtge-—--tgeg————---- TTTGTAGTTGGTTTCcgatatcgcatcgattgecat...259...gggtatggcage|ttcagtag
C.Jap ----tttatg|gacaacatttagatgattttggtgttgaacgtttctgaaatgcgtttGTGATcgTTTGTAGTTGGTTTCcgatatcgcatcgettgeat...204. .. .gggaatggeccge|gtcggtegg
C.Rem gttgattt--|ttcaatttctaaaa-ttctctata-ttgactgttgtgc-———-cgtc———-—--- TTTTGTAGTTGGTTTCcaatatcgcatcgcttgecat...396...gggcatggectge|ttcagtcg
* * * *  kk ok Kk * sokokskkkskkkRk kKKK Kok Rk kokokokk kK KoKk sokok kokokokk Kk

1d=322014 gene=ZK1098.10 name=unc-16 segment=chrIII_9547847_9548480_1 type=IN

Figure 103: CS=5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4506980-4507174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7277927-7278120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126768118-126768311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:60549360-60549556&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146368789-146368982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4235192-4235842&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5337138-5337499&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169613839-169614197&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57510757-57511076&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137570703-137571203&Track=refGene
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(!PF25H2.15
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C.Ele| gagaccat|ACTATACAgAATCATTtctgcagtatgtatctcgta...130...cttctgagcagt|tataaatg
C.Bri  gagaccaT|ACTATACAgAATCATTtctgcagtatgtatctcgta...129...cttctgagcgga|tataaatg
C.Bre  gAGACcaT|ACTATACAgAATCATttctgcagtatgtatctcgt-...130...cttctgagcgga|taaaaagg
C.Rem gagaccat|ACTATACAgAATCATTtctgcagtatgtatctcgta...129...cttctgagcagt|tatattaa
kR ok ok ok ok | skok ok sk ok ok sk ok sk ok ok ok ok sk sk sk ok sk ok sk sk s sk ok sk sk sk ok ok o sokokskokokokokk ok [kk ok
1d=263946 gene=F25H2.15 name=F25H2.15 segment=chrI_10565255_10565432_1 type=EN
C.Ele tcgagagg|tag----agatactaattgata-ttatcAGTGATTTGTGaTAGT---------—---- ctttttttgtgaaaccacct...663...cgtgctttcagt|cccatctg
C.Bri  tccagagg|tagattaaaataaaaatcgatattttacAGTGATTTGTGaTAGTA-gttgtatcaattttgatttg———--—----—--- ...184...aatattttcagt|accatcag
C.Bre tcaagagg|t-———-- agat-attattaata-cgttc-GTGATTTGTGaTAGTAGTTTTtatttatttttattcgtggg————--- ...214. . .tgttgtttcagt|accatcgg
C.Rem tcaagagg|t—-————- agatcaaaattgatattgatcAGTGATTTGTGaTAGT-----— tccttatttttatt-gtgacc—————- ...106...aaaatttgcagt|tccttcgg
* * ok Kk oKk ®kokokokoskokokoksk ok sk ok ok ok kK kK K Kk KooKk

)k kkkkk

id=72007 gene=C39F7.2 name=madd-2 segment=chrV_1226109_1226842 -1 type=IN

Figure 104: CS=5.84

madd-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4506980-4507174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7277927-7278120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126768118-126768311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146368789-146368982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1226100-1226850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12427973-12428250&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:40547104-40547407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:76453024-76453216&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

atatttct
atatttac
caactgcc
ttacatct
aaatttct

*

gagaccat|actatacagaatcatttctgcagtatgTATCTCGTaATTCcCATCaaattggtagagatgccaac. .
gagaccat|actatacagaatcatttctgcagtatgTATCTCGTaATTCcCATCaaattggtagagatgccatc. .
gagaccat|actatacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaatctggtagagatgeccatce. .
gagaccat|actatacagaatcatttctgcagtatgtatcTCGTaATTCcCATCaaattggtagagatgccaac. .
gagaccat|actatacagaatcatttctgcagtatgTATCTCGTaATTCCCATCaatttggtagagatgccaac. .
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.101..
.100..
.100..
.103..
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.cttctgagcagt
.cttctgagcgga
.cttctgagcgga
.cctctgagcagt
.cttctgagcagt

¥ okkkokkkk ok

tataaatg
tataaatg
taaaaagg
tttttata
tatattaa

*

1d=263946 gene=F25H2.15 name=F25H2.15 segment=chrI_10565255_10565432_1 type=EN

tgttctcatcta—-...
tacactcgectt--..
tgttcttgetta—-...
tgtgaataaatt—-...
--ttattatcaaac...

132..
.144. .
121..
137..
134..

.gggcggttaccgtcgaaggaGATGctGAATccATGAatGATGgtagggctttggtacaaccg. . .245. .
.gggeggtgacggtcgacgggGATGcaGAATcgATGAacGATGgaagggecgetggtgecaaccg. . . 274. . .aaatcgatgttc
.gggcggtgacgaccgaaggaGATGcGGAATcgATGAatGATGgaagagegttggtacageca. .. 129. .
.ggtcaccgactgttgaagggGATGccGAATcgATGAatgacggaagagetcttgtg
.gggcggtgacggctgaaggaGATGCGGAATcgATGAatGATGggagagetttggtacaaaca. . . 106. .
Kk kk kokkokk kskokikok koksokk Kok kok kK Kok

--...120..

id=17145 gene=F59B2.3 name=F59B2.3 segment=chrIII_8996348_8996810_-1 type=I3

Figure 105: CS=5
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4506980-4507174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7277927-7278120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126768118-126768311&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:60549360-60549556&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146368789-146368982&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8996339-8996818&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8841145-8841665&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:71994952-71995304&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64013641-64013994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:42163544-42163886&Track=refGene

TT24H7.6

W 7 B pal1

C.Ele ctccaacc|cggacaactcgcaacttgttgcaatggtcagttCGACTGTTaGAGAcgctaaataagaaaattgge————- ...61...taaatttcagaalaagagatc
C.Bri  ctccaacc|cggacaactcgcaacatgttgcaatggtctgttCGACTGTTaGAGAcgctagataagaaaattggt————- ...64...tttttttcaggalaggaaatc
C.Bre ctccaacc|cggacctatcgcaacttgttgecttggTTGGTtCGACTGTTaGAGAcgctagatgagaaacttgge————- ...61...tcattttcaggalaagaaatt
C.Rem| ctccaacc|cggacaactcgcaacttgttgccatggtctgttCGACTGTTaGAGACGCAAtataatgaatttggegattt...54.. .ctattttcaggaaagaaatt

sorckokkokdok | dokkskk kokokokskoksk kskokskokk skokskk skskokskoRsioRskskokskokskokskokokokk ok Rk ok skok skokskok sokkkkok |k kk kok

id=100671 gene=T24H7.6 name=T24H7.6 segment=chrII_6248686_6248824_1 type=EN

tcctctga|ggctagatctte-—---...166...-——————--- tttgctaaccatgtatttatTCTCaAATAttGTCGectttttgatgatagaattt-———--- ...203...tgtttttttttt|tcatttta
accgctaa|ggttag----ttcaat...114...-————- aatatttgccttccacgtct-—---TCTCaAATAttGTCG----ccctttagagaaatttgcta ...229...ttcttcaaaatg|tcatttct
gccgttaa|ggtaag--—-ttgaaa...145.. . ————-—-——- atttgctttccacgtctcct-TCTCaAATAttGTCGATCAG———----— aagaatttgtttcaaaaggt...231...tccagcgttttc|ttgtttca
acctctgalagtgag-—---tcgaag...146...cctcaaaatatttgctttcc----TTGTctTCTCaAATAttGTCGttgccctgacatagaaat-—--ta—————-—- ...207...tcttaaagtatt|taactcta

*% ok k| ko kk * koK k k *% * >k 3k ok ok %k ok ok ok ok %k ok ok ok %k k *okx * *

id=103271 gene=C38D4.6 name=pal-1 segment=chrIII_4808095_4808542_-1 type=IN

Figure 106: CS=5.36


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9030490-9030645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8647587-8647745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144837888-144838043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132924121-132924274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4808086-4808550&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:6641175-6641613&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:13894808-13895284&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:66534537-66534991&Track=refGene

?TQ4H76

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
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aggaccat
aggaccac
aggacctt
aggaccat
aggaccac
*okokokkok

ctccaacc
ctccaacc
ctccaacc
ctccaacc
ctccaacc
ok kK ok ok Kk

cggacaactcgc...66..
cggacaactcgc...72..
cggacctatcgc...64..
cggccggatcag...69..
cggacaactcgc...65..
Kk ok Kkk

.——gtcgcgtcccatgaccggagTTTGAAAGTagGCCGCTGAACaATTTT----—-— tttaaatttcagaa
oo gtcctatgaccggagtttgaTAGTAGGCCGCTGAACACTTTT----- cttttttttttcagga
.acaccgcatcctatgatcggAGTTTgaTAGTAGGTCGCTGAACACTTTT-——-——— tttcattttcagga
.——accgagtcctgtgaccggagTTTGaTAGTAGGTCGCTGAACaATTTTtcaattttttacgtttcagaa
.—caccgcgtcccatgaccggaGTTTgaTAGTAGGCCGCTGAACaATTTT----—--—- ctattttcagga

kokok  kokok skokokokskokokokokok  skokskokskk kokokokokokkkk kokkk kokokokkk >k

aagagatc
aggaaatc
aagaaatt
aggaaatt
aagaaatt
* kok kK

id=100671 gene=T24H7.6 name=T24H7.6 segment=chrIl_6248686_6248824_1 type=EN

tggtatgtcatt..
tggtacgtcaat. .
tggtacgtcact. .
tggtacgtcagce. .
tggtacgtcagt. .

kokokokok  kokokok

.986. .
.393..
.334..
.3563..

skkok ok okok ok k ok k

.853...aaaagcactaagcggtgctt AAAATGTTCaaAGTGGCACTTaTTGAAgagctgaagecggtggagaaa————- ...510..
.aaatgcactaaatggtgcttAAAATGTTCaaAGTGGcaCTTATTG---agctgaageggtggaaatte——--...511..
.aaaagcactaaacggtgcttAAAATGTTCaaAGTGgcACTTATTAgaGAGCTgaagecggtggaaattcttte. . .604. .
.aaaagcactaaatggtccttAAAATGTTCaaAGTGgcACTTATTGCAGAgctgaagecggectaaattcc———...548. .
.aaaagcactaaacggtgcttAAAATGTTCaaAGTGGcaCTTATTGgAGATctgaagcggtggaaattctt-—...565. .
sokok skokokokok Rk ok ok sk ok sk ok ok sk sk ok ok ok ok ok

* %

1d=193560 gene=CO9B7.1 name=ser-7 segment=chrX_2678569.2680022_1 type=IN

Figure 107: CS=54
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9030490-9030645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8647587-8647745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144837888-144838043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:5207458-5207623&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132924121-132924274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15038823-15040293&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:4189906-4191508&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:781763-782872&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:154243567-154244558&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33983482-33984510&Track=refGene
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?T24H7.6

ttacaggt
ttgaaggt
ctacaggt
ctgcaggt

k*  kkkk

F52B10.3

ctccaacc|cggacaactcgcaacttgttgcaatggtcagttcgACTGTTAGaGACGctaaataagaaaattggegg. . .
ctccaacc|cggacaactcgcaacatgttgcaatggtctgttcgACTGTTAGaGACGctagataagaaaattggtgg. . .
ctccaacc|cggacctatcgcaacttgttgeccttggttGGTTcgACTGTTAGaGACGctagatgagaaacttggegt. ..
ctccaacc|cggacaactcgcaacttgttgecatggtctgttcgACTGTTAGaGACGcaatataatgaatttggega. . .

ok ok ok ok koK >k | ok ok kK k kkokokokokok  ckokokckoskk  okokskk  skokkskokokskokokokokokokskokokkokk  k kk ok kk okkkk k

..taaatttcagaajaagagatc
..tttttttcaggalaggaaatc
..tcattttcaggalaagaaatt
..ctattttcaggalaagaaatt

kkokkokk ok |[k kk kok

id=100671 gene=T24H7.6 name=T24H7.6 segment=chrII_6248686_6248824_1 type=EN

* * *x * k kokckokokokokkokkokkkkkkkk kk *  kokkkk

aaaaatgggtga...2040...tgcttctctggca-ttcgaaaCGTCaCTAGcaCAGTgatgtac—————- actcagaaagaac...70..
gaggtggaacta....978...-ggttcaagaccacttcgaaaCGTCaCTAGcaCAGTgatctagggtgctagtcaga—————- .82.
gagaacacgcga....677...cgcttatttaccagcggata-CGTCaCTAGcaCAGTGATCtacagtgctaatcagaagga——...80..
aattttctgaaa....b31...cacttttttacaaacgtaga-CGTCaCTAGcaCAGTgatctacagtgctaatcaga————--

.84..

id=56738 gene=F52B10.3 name=F52B10.3 segment=chrX_2893393.2895581_-1 type=IN

Figure 108: CS=6.24

.ttcgtttcaggalaatcctca
..tcatttccaggajgatcctta
.atggtttcaggalaattctga
.atgatttcaggalaatcctcg
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9030490-9030645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8647587-8647745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144837888-144838043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132924121-132924274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2893384-2895589&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16642366-16643521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193683656-193684512&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115305632-115306342&Track=refGene

TT24H7.6

E/\—/M mnk-1

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele ctccaacc
C.Bri ctccaacc
C.Bre ctccaacc
C.Jap ctccaacc
C.Rem ctccaacc

Fokok KKKk oK

agaactcg|tccaagtgtgga. ..
agaactcg|tccaagtgtgga. ..
aaaactcg|tccaagtgtgga. ..
agaactcg|tccaagtgecggt. ..
agaactcg|tccaagtgcecgga. . .

*okokokokokok | kokokokokokkk  kok

cggacaactc-gcaactt--gttgcaatGGTCAGtTCGACTGTTAGAGACGctaaataagaaaattggegg————— ...59...taaatttcagaalaagagatc
cggacaactc-gcaacat--gttgcaatggtctgtTCGACTGTTagAGACGctagataagaaaattggtgg————- ...62...tttttttcaggalaggaaatc
cggacctatc-gcaactt--gttgccTTGGTTGGtTCGACTGTTAGAGACGctagatgagaaacttggegt———-— ...b9...tcattttcagga|aagaaatt
cggccggatcagcaactttggttgccgtGGTCtGATCGACTGTTAGAGACGctatatgagaaatttggegt————- ...66...tacgtttcagaalaggaaatt

cggacaactc-gcaactt--gttgccatggtctgtTCGACTGTTagAGACGCcAATAtaatgaatttggegatttcg. . .52. . . ctattttcagga|aagaaatt
Rokk ok kk okkokk ok kokskokk kokkk ok skskokokaioRsioRskoksooRkoRkK K Kk K ok kokokk K

kokkkkk k|k kk kk

id=100671 gene=T24H7.6 name=T24H7.6 segment=chrII_6248686_6248824_1 type=EN

..————cgtcttattcaattcctgctTGTTtGTTTGAACAGCTTGAtTTGGTT-———-—— ttgactaagcaacggatgtc———-..

..———-cttcatctcctctggttgtt-——-TGTTTgAACAacTTGA-—--—-- tttggttttgactagggaat-—--—-———----- ..

..cgtccttgetttecctec——-ttat-TGTTtGTTTGAACAGCTTGAtTTGGETTGA-—————-- ctagggaaaaatgacggatg. .

..————ttccgcctttcttgettgttTGTTtGTTTGAACAGCTTGATTtGGCTtttcg--acgactgagagacgg———————-- ..

..—gtgttcctcctcctec——-ttcttTGTTTGTTTgAACAGCTTGA-—————— tttggttttgactaagcaaa———--—------ ..
*

* kokokokokokkokokk koK kkok *% ok ok

id=155194 gene=R166.5 name=mnk-1 segment=chrII_10546266_10547131_-1 type=IN VIEW

Figure 109: CS=5.4

.728..
.858..
.879..
.750..
.877..
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9030490-9030645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8647587-8647745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144837888-144838043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:5207458-5207623&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132924121-132924274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:10546257-10547139&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:6709645-6710690&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:151890130-151891188&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30882471-30883371&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:139610229-139611274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6248686-10547131

TT24H7.6

C.Ele ctccaacc
C.Bri ctccaacc
C.Bre ctccaacc
C.Rem ctccaacc

Kok ok ok ok ok ok ok |k ok k ok k

attgtcat
attgtgat
attgtgat
attgtgat

kokkkk kk

cggacaactcgcaacttgttgcaatggtcaGTTCGACTGtTAGAgacgctaaataagaaaattg...63..
cggacaactcgcaacatgttgcaatggtcTGTTCGACTGtTAGAgacgctagataagaaaattg...66. .
cggacctatcgcaacttgttgecttggttgGTTCGACTGtTAGAgacgctagatgagaaacttg...63. .
cggacaactcgcaacttgttgccatggtcTGTTCGACTGtTAGAgacgcaatataatgaatttg...61..
sokokkokokok kokkkokk kkokk kokskskoRskoRsoRskoskokskokkokkokk K kK ok kok kokk

.taaatttcagaalaagagatc
.tttttttcaggal|aggaaatc
.tcattttcaggal|aagaaatt
.ctattttcaggal|aagaaatt

kokokokokk k| k kk kk

id=100671 gene=T24H7.6 name=T24H7.6 segment=chrII_6248686_6248824_1 type=EN

gttaattggtaa...
gttgatcggtaa....
gttgataggtaa....
gttgattggtga....

kkk kxk kkk k

. .ttgaaccagggacctctcgaTCTGCAGTCGAATgctctgccactgagetatac—. ..
. .ttgaaccggggacctctcgaTCTGCAGTCGAATGctctgccactgagetatacc. .
. .ttgaaccggggacctctcgaTCTGCAGTCGAATgctctgccactgagectatac—. ..
..ttgaaccggggacctctcgaTCTGCAGTCGAATGctctgccatcaaaagaggaa

Skokokkok sk ok ok ok ok ok ok ok 3k ok 3k ok 5k %k 5k 5k >k 3k >k 3k >k >k %k >k 3k >k 3k %k 3k %k >k %k k k k k *

..753...tcagtaaattat|caattcag

.801...ataatagaattt|aatttcag

.1923...gtaaaaaaattt|atctaaat

.56569. . .actcatggttcc|aatttcag

id=124201 gene=K01A12.3 name=K01A12.3 segment=chrX_8623413_8624687_-1 type=IN

Figure 110: CS=5.64
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9030490-9030645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8647587-8647745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144837888-144838043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132924121-132924274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8623404-8624695&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15914707-15916818&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:113519002-113519702&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:48831729-48832640&Track=refGene
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_&—&—/\_/—\—L\—‘:a_/—\—&—O nhr-262

-cgtgagct
-cgtaagat
-cgtgagtt
ccgtgagtt

k%% kx Xk

ctccaacc|cggacaactcge...65...cgtcg-cgtcccatgaccggaGTTTGaaAGTAGGccGCTG--aacaatttttttaaatttcagaalaagagatc
ctccaacc|cggacaactcgec...67...--ccgccgtcctatgaccggagTTTGAtaGTAGGcCGCTGAAcacttttcttttttttttcagga|aggaaatc
ctccaacc|cggacctatcgec...65...caccg-catcctatgatcggaGTTTGatAGTAGGtCGCTG--aacactttttttcattttcagga|aagaaatt
ctccaacc|cggacaactcge...66...-accg-cgtcccatgaccggagTTTGAtaGTAGGccGCTGAA----caattttctattttcaggalaagaaatt
sokckokskokokok | kokokokok skokskok kk ok kkk skskokk kskokskokakoskokokok kokokokokok Kok okokok *okok sokkokkok ok [k kk kok
id=100671 gene=T24H7.6 name=T24H7.6 segment=chrII_6248686_6248824_1 type=EN
ctt cgcecccttgetttactacaaacacctcgaattta--CAGCttCCTG|CTcCAAA-c
tgt-——————-———- aactttgaatt-------—----—----- ccaga--—aagt--——--—-—-—------ attcaaaaaccc—---tt--TTCAGCGtCCTG|CT-CAAAac
ttttttcgggcaagttcaaaagttctggaaatccgge—————----- cgagaccaaatctagcatttttcaaaatcccaactctcctattc——--CAGCGtCCTG|CTcCAAA-c
ttec-—————--———- aagctttggttatttgggatcagaaaaacgaga--aagcatgaccttttttacaattccaaacctcagecattatTTCAGCttCCTG|CT-CAAAac
* ok kk ok * sokkok kokokokok [k kokkok ok

id=207008 gene=F09C6.8 name=nhr-262 segment=chrV_16906460_.16906506_1 type=IN

Figure 111: CS=6.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9030490-9030645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8647587-8647745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144837888-144838043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132924121-132924274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4013053-4013116&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:1182230-1182295&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:189369330-189369437&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:123424976-123425080&Track=refGene
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C.Bri
C.Bre
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

aagtattc
aagtattc
aagtattc
aagtactc
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kokkkk kxk

ctccaacc|cggacaactc-gcaactt--gttgcaatggtcagTTCGacTGTTAGAGACGctaaataagaaaattggegg————- ...59..
ctccaacc|cggacaactc-gcaacat--gttgcaatggtctgTTCGacTGTTAGAGACGCTAGAtaagaaaattggtggattcg. . .57. ..
ctccaacc|cggacctatc-gcaactt--gttgeccttggttggTTCGacTGTTAGAGACGctagatgagaaacttggegt————- ...59..
ctccaacc|cggccggatcagcaactttggttgecgtggtctgatcgacTGTTAGAGACGCtatatgagaaatttggegtt——-—...65..
ctccaacc|cggacaactc-gcaactt--gttgccatggtctgTTCGacTGTTAGAGACGcaatataatgaatttggega————- ...57..

skokokokokokokok | kokk 3k

ok kokokskok ko kskokoskk  kskoksk ok skokskokokokokokokskokskokkokkk 3k kk >k kk kkkk >k

.taaatttcagaalaagagatc

tttttttcaggalaggaaatc

.tcattttcaggalaagaaatt
.tacgtttcagaa|aggaaatt
.ctattttcaggalaagaaatt

kokokokkk k|k kk kk

**x ok

ggtatgttttag..
ggtaagaaaatg. ..
cgtaagttgact..
ggttagtgecct. .
ggttagttttgg. ..

id=100671 gene=T24H7.6 name=T24H7.6 segment=chrlI_6248686_6248824_1 type=EN

.854...tctttctctccactatccct—————————-—- CGTTTTTAACAtaCGAAacaagaaagacaaacacatt. .

779...————- tcctccctagtcgetgetgcTTTGetGCGTTTTTAACAtaCGAAacaagaaagacaaacacatt. .

.285...gctttcteccttectegteget CGTTTTTAACAtaCGAAacaagaaagacaaacatatt. .

126, == ggctgegetctegegetege GCGTTTTTAACA tatacgaaaca-aggcgcgeg. .

973...-————- ttcctcctagtcgetctttt-——————- CGTTTTTAACAtaCGAAacaagaaagacaaacacatt. .
* Kk K sk k ok ok ok ok ok ok * ok ckkkk ok kK

id=67385 gene=T17H7.4 name=pat-12 segment=chrIII_735623_737588_ -1 type=IN

Figure 112: CS=5

.1031..
.1676. .
..998..
.1162..
.1807..

.gaataattttca|ggaacgtc
.agttgtttttca|ggaacgcc
.atctttttttca|ggaacgtc
.acaactttttca|ggaacgcc
.tcattattttca|ggaacgtc

kokokokokok | kokokkkk ok



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9030490-9030645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8647587-8647745&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144837888-144838043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:5207458-5207623&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132924121-132924274&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:735614-737596&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:1731424-1733983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:48355901-48357281&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:12245225-12246604&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:138297169-138300046&Track=refGene

B

<'; C53B7.8

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ctgtgtat|gacgacaacATGTTaGGGAcATCTgcaca-aaccgtgaagatttaac-gaaagtagtactgacacagtgtctt
ctgtgtat|gacgataaTATGTTaGGGACATCTGcattcatttgtgatgatttaac-gatagtagtactgacacagecttttt
ctgtgtat|gacgataattTGTTaGGGACATCTGcact-atccgtgatgatttaac-gatagtagtactgacacagtttttt

ctgtgagt
ctgtgtat

gacgacaaTATGTTaGGGACATCTGcaat-ccccgtgaagatttaac-gatagtagtactgacacagtttt—-
gacgacacgATGTTaGGGAcATCTGcatc-aaccgtgaagatttaactgatagtagtactgacacagtttttt

kokokkk k| kokkkk ok 3k 3k ok ok ok ok 3k ok ok 3k ok 3k %k ok ok k k- skokokok  kokokokokskokk kok kokokokokskokokkkokkkkkk %k

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

id=168725 gene=C53B7.8 name=C53B7.8 segment=chrX_6867898_6867968_1 type=EN

tccttttt-——---
tgaatgtt-—-----
tetttttt-———---

cgtttttcttctet
* ok

taGGATTC|CCAACGT-aacatacaatgatgaattgacaaca----acactagataat-----—-- aatt|ttcaggat
tTGGATTC|CCAACGTAagcagattaaaagttttaggaaaaa---tatagcaggctat———--—----- t|ttcagaat
tTGGATTC|CCAACGtaaggagatataaa---acagaactaagtgaagaaaaagttgt-—————--—--- gt|tacagaat
tTGGATTC|CCAACGTAatctgataaaa----ttaaaaaaaaacgttttctggcaaatcaaacctgect|ttcagaat
tCGGATTC|CCAACGT-aactagaaaaaagaaaaagaaataagtgtgcatcgacatgt-————----- t|ttcagaat
®kokokokokok | kokkokkkK K * * K|k kkk ok

1d=115295 gene=W01C8.6 name=cat-1 segment=chrX_ 5706122 5706169 -1 type=IN VIEW

Figure 113: CS=54

‘iﬁ cat-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10850877-10850964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682943-3683031&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153309-100153396&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106094-129106177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828154-63828248&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5706113-5706177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10868554-10868617&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3966350-3966414&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:154082346-154082418&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147024749-147024814&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5706121-6867969
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T e w0 Ty

C.Ele
C.Bre
C.Jap
C.Rem

ctgtgtat|gacgacaacatgttagggacatctgcacaaaccgtgaagatttaacg-AAAGTAGTACTGACACAGtgtctt———-—-
ctgtgtat|gacgataatttgttagggacatctgcactatccgtgatgatttaacg-atAGTAGTACTGACACAGtttttt———---
ctgtgagt|gacgacaatatgttagggacatctgcaatccccgtgaagatttaacg-atAGTAGTACTGACACAGttttgt—————-
ctgtgtat|gacgacacgatgttagggacatctgcatcaaccgtgaagatttaactgatAGTAGTACTGACACAGttttttcgtttt

kK K k

k[ kkkokk ok >k 3k ok ok ok ok ok ok ok ok ok %k ok %k %k k %

sokokokokok skokokskokkkk ok kckokokokskokokskokokkokkkkk k  k

id=168725 gene=C53B7.8 name=C53B7.8 segment=chrX_6867898_6867968_1 type=EN

C.Ele ttgttggt
C.Bre ttgttggt
C.Jap  tgcttggt
C.Rem tcattggt

%k kkkkk

gagttgttatat. .
aagatttgtcgce. .
acgtcttcaacc..
aatttcttttca..

*

.709..
.176. .
.121..
.184..

.—acattaatgcccattttgatTTGTTCAGgT | ATTGTTTt
.gacattaatgcaca-tttgatTTGTTCAGET ATTGTTtt
.gacattaatgcaca-tttgatTTGTTCAGET ATTGTTtt
.—acattaatacacattttgatTTGTTCAGgT | ATTGTTtt

sokckokokokokok ok skok skokokakoskokskokokokokskokskokok | ok skok sk ok ok

id=139637 gene=F53B3.5 name=F53B3.5 segment=chrX_2876629_2877379_-1 type=IN VIEW

Figure 114: CS=5.64

tccttttt
tctttttt
-—---tttt
tcttctct

* *

C53B7.8

F53B3.5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10850877-10850964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153309-100153396&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106094-129106177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828154-63828248&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2876620-2877387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193671851-193672085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:137392295-137392474&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115295205-115295447&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2876628-6867969

RS

i C53B78

= C38C5.1

ctgtgtat|gacgacaaca-TGTTAGGgACATCTGCaca-aaccgtgaagatttaac-gaaagtagtactgacacagtgtctt|tccttttt-——---
ctgtgtat|gacgataata-TGTTAGGgACATCTGCattcatttgtgatgatttaac-gatagtagtactgacacagecttttt|tgaatgtt-————--
ctgtgtat|gacgataa-TTTGTTAGGgACATCTGCact-atccgtgatgatttaac-gatagtagtactgacacagtttttt|tctttttt————--
ctgtgtat|gacgac-acgATGTTAGGgACATCTGCatc-aaccgtgaagatttaactgatagtagtactgacacagtttttt|cgtttttcttctcet
sokokkokiok | kkokiok ok llolkioliolkookioRolkk sk skilokok kokokaioRslolsk ko skolkoiokaiolskolskokokkoRokok ok Kok * %

id=168725 gene=C53B7.8 name=C53B7.8 segment=chrX_6867898_6867968_1 type=EN

C.Ele  cgGTAGtA|TGTgCCTGATG-caaa-ctatcctttataca-aa..
C.Bri,  cgGTAGtA|TGTgCCTGATG-cagatctgtcctatctat--aa..
C.Bre  cgGTAGtA|TGTgCCTGATGAAgaa-ctatcctttctaaacaa. .
C.Rem  cgGTAGtA|TGTgCCTGATGT-gga-ctatcctgtctaggcaa. .

>k 5k 3k ok 3k ok 5k >k | ok 3k %k ok %k ok %k k k >k k %k kk kkkk Xk kk k%

.340..
.239..
.211..
.219..

.aactttcaggta|ttcatgac
.atttttcaggtt|ttcatgac
.atttttcaggtc|ttcatgac
.atttttcaggtc|ttcatgac

k) kskokokkokkk | kokkokkkkk

id=207184 gene=C38C5.1 name=C38C5.1 segment=chrX_5560781_5561163_1 type=IN VIEW

Figure 115: CS=5.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10850877-10850964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682943-3683031&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153309-100153396&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828154-63828248&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12157682-12158081&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9382694-9382992&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190454598-190454870&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2202962-2203241&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5560781-6867969
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M‘W@mﬁ T23E7.2

C.Ele
C.Bri
C.Jap
C.Rem

aQaaaaQ

ctgtgtat|gacgacaac-ATGTTaGGGACaTCTGCACAAACCGTGAAGAttTAACGA------ aagtagtactgacacagtgtctt
ctgtgtat|gacgataat-ATGTTaGGGAcaTCTG----cattcatttgtgatgatttaac-gatagtagtactgacacagcttttt
ctgtgagt|gacgacaat-ATGTTaGGGAcaTCTGCAATc——--- cccgtgaagatttaac-gatagtagtactgacacagtttt—-
ctgtgtat|gacgac-acGATGTTaGGGAcaTCTG----ca-tcaaccgtgaagatttaactgatagtagtactgacacagtttttt
skokkok k| dokkkk ok skokskoRskokokskokskokokkokok ok * * sokokskokkskokskokkokkkokk ok

cgtttttcttctct
* ok

id=168725 gene=C53B7.8 name=C53B7.8 segment=chrX_6867898_6867968_1 type=EN

Ele| ctttttaglaattttgttttt...2034...tttcctctcccactagatcaTTGTTATTTTCACGTTTTGCAGGTCCCcGATAT | cactggaa

id=14475 gene=T23E7.2 name=T23E7.2 segment=chrX_17671216_17673314_1 type=IN VIEW

Figure 116: CS=5.64

Bri| aggtatac|atttttttgtat....744...--———-—- cagaatgatttgtgatgttc————------—- CAGGTCCCcGATAT |cactggaa
.Jap| atatttcg|aattttatgctc....879...tgtttcatactaacgatttt--————------—- GTTGcCAGGTCCCcGATAT|cactggaa
Rem tactgtaa|tattatatgttc....944...---—----- atctatgatttttgaggttt-————-—---- CAGGTCCCcGATAT|Cactggaa

* % EERE * sokokokskoksk ook skok ok ook | soksk ok ok ok ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10850877-10850964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682943-3683031&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106094-129106177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828154-63828248&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:45531-47646&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:17306531-17307337&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:15781153-15782099&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:15047781-15048787&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6867898-17673315

lr, (lP C53B7.8

M\—Q—Q—Q_Q—Q—i@ —&—O
- C09F12.2

C.Ele ctgtgtat|gacgacaacaTGTTaGGGACATCTGcACAAAccGTGAagATTTaac-gaaagtagtactgacacagtgtctt|tccttttt———-—-

C.Bre ctgtgtat|gacgataaTTTGTTAGGGACATCTGcactatccgtgatgatttaac-gatagtagtactgacacagtttttt|tctttttt-———-——-

C.Jap ctgtgagt|gacgacaataTGTTAGGGACATCTGcaatccccgtgaagatttaac-gatagtagtactgacacagtttt——-|-gttttt-——————-

C.Rem ctgtgtat|gacgacacgaTGTTaGGGACATCTGcatcaaccgtgaagatttaactgatagtagtactgacacagtttttt|cgtttttcttctct
sokokkk k| dokkokk ok skokskokskokakskokskokskokokskokok sokskokskok skokskokskokkok kokskokskokskokskokskskokskokskokokok 5k *okokok

id=168725 gene=C53B7.8 name=C53B7.8 segment=chrX_6867898_6867968_1 type=EN

C.Ele| -gtaatatc|ctcatacttcataatgacctc--tctcaaAAATaaTTACTTTGTtTAGGTGtTCCC|caGACAaa
C.Bre ggtaattcc|cct---cagtttgatgacctc-atcgcaacaatgactatatt-—--CAGGTGtTCCC|TaGACAAa
C.Jap -gtaatata|tttgc-caatttactgacctcca-cgcaacactgagtgcatt-—-CAGGTGtTCCC|TcGACAaa
C.Rem -gtaatatc|------ cgttttgatgacctccatcccaacaataaccgtatt-—-CAGGTGtTCCC|caGACAaa

Kok ok ok * ® kckkkokkk ok kkk Kk Kk *k sokckokskokkokokok [ kskokokokok

id=47373 gene=CO09F12.2 name=CO9F12.2 segment=chrX_11056407_11056460_1 type=IN VIEW

Figure 117: CS=5.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10850877-10850964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153309-100153396&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106094-129106177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828154-63828248&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6662385-6662455&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20010936-20011002&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:156145548-156145615&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:116008121-116008184&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6867898-11056461

W

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ctgtgtat|gacgacaacatGTTAGGGACAtcTGCA-caaaccgtgaagatttaac-gaaagtagtactgacacagtgtctt|tccttttt——-—-
ctgtgtat|gacgaTAATATGTTAGGGACAtcTGCAttcatttgtgatgatttaac-gatagtagtactgacacagecttttt|tgaatgtt-—————-
ctgtgtat|gacgaTAATTtGTTAGGGACAtcTGCA-ctatccgtgatgatttaac-gatagtagtactgacacagtttttt|tctttttt————--
ctgtgagt|gacgacaataTGTTAGGGACAtcTGCA-atccccgtgaagatttaac-gatagtagtactgacacagtttt——|-gttttt-——————-
ctgtgtat|gacgacacgaTGTTAGGGACAtcTGCA-tcaaccgtgaagatttaactgatagtagtactgacacagtttttt|cgtttttcttctet
dokkokk ok [klokdok ok skokskokskokoRskoRskokokkoRok ok sokdok skokokkokok ok koloRskolskolokoRskokokkokok K * %

id=168725 gene=C53B7.8 name=C53B7.8 segment=chrX_6867898_6867968_1 type=EN

accagtct
gccagtct
gccagtct
gccagtct
accagtct

ok ok ok ok %k k k

gcgettacTGTATGTCttCTTAAC——-——-—-—--- tttctaacaaaataagattt...163..
gcgettacTGTATGTCttCTTAACACTATTGagatcttctaat--—-ataaggtt-...145..
gcgcttacTGTATGTCttCTTAACA--ATTA--agtttctaac-tagcaaggtt-...181..
gcgettacTGTATGTCttCTTAACA-——--- aatagctctaac-tgggaagg---...163..
gcgcttacTGTATGTCttCTTAACA----ccttagtttctaac-tagcaa——--- ...153..
skokokokokskokok sk sk ok sk Kok sk ook ok ok ok Hkokkk *k

.tcaactgttttc|cttctcca
.acgaattttctt|cttctaca
.caatatttactt|cttctaca
.gtaacaatttct|tctcttta
.acaaatcttctt|ttactaca

1d=48279 gene=F48C5.1 name=F48C5.1 segment=chrX_11444914_11445132_-1 type=IN VIEW

Figure 118: CS=5
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10850877-10850964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682943-3683031&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153309-100153396&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106094-129106177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828154-63828248&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11444905-11445140&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15433496-15433720&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:200170-200428&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:41628783-41629019&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33485428-33485654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6867898-11445132

RS

ctgtgtat|gacgacaacatGTTAggGACAtCTGC-acaaaccgtgaagatttaac-gaaagtagtactgacacagtgtctt|tccttttt——-—-
ctgtgtat|gacgataatatGTTAggGACAtCTGCattcatttgtgatgatttaac-gatagtagtactgacacagecttttt|tgaatgtt-————--
ctgtgtat|gacgataatttGTTAggGACAtCTGCaCTATC-cgtgatgatttaac-gatagtagtactgacacagtttttt|tctttttt————--
ctgtgtat|gacgACACGAtGTTAggGACAtCTGC-atcaaccgtgaagatttaactgatagtagtactgacacagtttttt|cgtttttcttctet

kokokokokokk ok | kokkokk ok 2k ok ok ok 3k ok ok %k ok ok %k ok ok %k k k kkokk ckokokskokkckok ckk kskokokskokokkokkkkokkkk  k kk * %

C.Ele

C.Bri

C.Bre

C.Rem
acagagcg|gtgagtgttatt. .
acagataa|gtgagttggtta...
acagaaag|gtaagtgtcaag. ..
acagatcg|gtgagtatttag...
Hokok ok ok Kok koK

id=168725 gene=C53B7.8 name=C53B7.8 segment=chrX_6867898_6867968_1 type=EN

.113...---aaa---tccgaatttccggtgggGCGGTGTCgTAATcttcgtgtgagatagtagtt——————-- .
.97...--gaat---cacgaatttccggtag-GCGGTGTCaTAATcttcgtgtgagatagtagtt-—————--- e
.96...gccaatccatccgaatttcc-GGTAGGCGGTGTCgTAATcttcgtgtgagatagtagtt————-—-—-- .
.85...--gaat---tccgaatttccggtag-GCGGTGTCaTAATctTCGTGTgagatagtagtttgataaga

*%k sokokokokokkokk K sokskokskokokok skokskoksk ok ok skok sk sk sk ok ok ok sk ok sk ok ok

id=132222 gene=C18C4.5 name=C18C4.5 segment=chrV_5556008_5557216_-1 type=I5

Figure 119: CS=5.92

.1019...aatgttttccag|tacaatgt
.360...ttctttttctag|ggcaatgt
.395...ttctattttcag|agcaatgt
....726...tatctattccag|agcaatgt
Kk okk| kkokokokk

CbH3B7.8

C18C4.5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10850877-10850964&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682943-3683031&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153309-100153396&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828154-63828248&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:5555999-5557224&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8976264-8976814&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1667134-1667723&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:141320133-141321045&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ctatcgag
ctatcgag
ctatcgag
ctttcgag
ctgtcgag

k% kokokokok

tcacgcAG|AATCTCGAGA
tcacgcAG|AATCTCGAGA

————— agcgatttcctgacactcgtcgggtcgetttgaggacagaccctgecgtacacattcttgatttttalcctgttaa

_____ ag

caccccac—

tcacgcAG|AATCTCGAGAaGTTCcggg——-----
aagt
————— agc- atcggttgacacttgtcgacgatctttgaggacagaccctgcctaacacattcttgattttta cctgttaa

ccatgcAG|AATCTCGAGA
ccatgcAG|AATCTCGAGA
Kok koskokok | sokokokskoksk ook ok

kokokokokokokokokokkkok  kokokk

%ok ok ok ok ok ok %k ok ok k k-

ctaggttgggcactttgaggacagaccctgectagacacattcttgattttta|cctgttaa
cttgtttcgg-gectttgaggacagacactgectaacacattcttgattttaalaatgttaa
caccctggtggecttttgaggacagaccctgeccaacacattcttgaaatt-ajactgttaa

k% ok ok ok Kk k

1d=243029 gene=HO06I04.9 name=HO6I04.9 segment=chrIII_3068478_3068554_1 type=EN

gttagtttattg...138...
gttggttttata...144...
gttggtttgega...117..
gtgggtttctag....81...
gtgggttttagg...164...

k% okokkk

atgcgtcacataaaagagtcTCTCGAGATTTTcattagtgcccgtcgtegte—. . .842. .
caacgtcacaaaaaggagtcTCTCGAGATTTTcattagtgtcgtctgatggg—...885..
.catgtatacgtcacataaaaGAGTcTCTCGAGATTTTcattagtgtcg-ccgttggec...790..
ttacgtcacatgaaagtgtcTCTCGAGATTTTcattagagtcggecggeccaag—...698. .
gtacgtcacgtaaaggagt cTCTCGAGATTTTcattagtgtcg-ctgttggat...546. .
Rk ok skokokskkokoRkoRkokokokokkokkkokk ok ok

Kok ok %k kok

*

1d=286310 gene=F55D10.4 name=F55D10.4 segment=chrX_4717235_.4718290_-1 type=IN

Figure 120: CS=6.25

.acacatttccag
.tcaaatttacag
.cattcttttcag
.ataaactttcag
.aagaacattcag

* okokk

gtctcaat
atcgcaac
atcacaac
atctcaac
atctcaac
sk kokok

F55D10.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10715118-10715211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:11423860-11423948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967742-149967828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94874017-94874098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317589-29317681&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4717226-4718298&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9892326-9893447&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2970399-2971403&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16336536-16337407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146244151-146244953&Track=refGene

T H06I104.9

M\—/\—/\m Y56A3A.7

agagaata
agagaaca
agagaata
agaaaata

kkk k¥ %

ttaagaaagaaa

tcaagaaggaaa...

taaagaaggaga
ttaagaaagaaa
* kokokkok Kok ok

tcacgcAG|AATcTCGAGAAGcgatttcctgacactcgtcgggtcgetttgaggacagaccctgecgtacacattcttgattttta
tcacgcAG|AATcTCGAGAAGcaccccac——--— ctaggttgggcactttgaggacagaccctgectagacacattcttgattttta
tcacgcAG|AATcTCGAGAAGTtcCGGGctTGTTTCGG—----—- gctttgaggacagacactgcctaacacattcttgattttaa
ccatgcAG|AATcTCGAGAAG-catcggttgacacttgtcgacgatctttgaggacagaccctgectaacacattcttgattttta
ok skokokok | okokokokoskokok ok kok * sokokokokoRkookdokok kokokk kokokaiokskoksktokkoRokokok ok k

1d=243029 gene=H06I04.9 name=HO6I04.9 segment=chrIII_3068478_3068554_1 type=EN

...1975. . .tagtagtag-tacacctgaca-C TTTtTCGAaATTTTtacactttttctgagaactc. .

.837...gagtagtag-tacacctgaca CTTTTCGAaATTTTtacacactttccgagaagct. .

...2025...--ctagaaaccgccgcagacagCCGAgtAGTAcaCCTGacACTTTTCGAaATTTTtacacactttctgagaacta. .

....428...----agtag-tacacctgacacttt--——————-—————---- CTTTTCGAaATTTTtacacactttctgagaaccc. .
®k K * ok kkokk sokokokskokskokkokokkokkokkokR  kokokok skokskokok

id=219335 gene=Y56A3A.7 name=Y56A3A.7 segment=chrIII_11942626_11944748 -1 type=IN VIEW

Figure 121: CS=6.32

cctgttaa
cctgttaa
aatgttaa
cctgttaa

*okokkokok

.69...-accaactgacct-|ttacatat
.72...-accaaatga-ctg|tgatattt
.89...-a-caactgatcta|ttatttaa
.98...gacctaatca--tt|ttataact

* ok ok ok ok ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10715118-10715211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:11423860-11423948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967742-149967828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317589-29317681&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:11942617-11944756&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:4135331-4136334&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:91852682-91854909&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:144418190-144418810&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3068478-11944748
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T HO06104.9

C.Ele  tcacGCAG|AATCTcGAGA----- agcgatttcctgacactcgt-...35...tcttgattttta|cctgttaa

C.Bri  tcacGCAG|AATCTcGAGAA----- gcaccccacctaggttggge. . .29. . .tcttgatttttalcctgttaa

C.Bre  tcacGCAG|AATCTcGAGAAGTtccgggcttgtttcgggett-—-...25.. . tcttgattttaalaatgttaa

C.Rem  ccatGCAG|AATCTcGAGA----- agc-atcggttgacacttgtc...34...tcttgatttttalcctgttaa

ok skokokok | seokokokokskok ok ok * * scksokokskokdok k| kokokokokok

1d=243029 gene=H06I04.9 name=H06I04.9 segment=chrIII_3068478_3068554_1 type=EN

ggtgagce tiiiii-—---------------ataaaaC-------—--------- TTTCAGATccTCT
tgagttattacttttttacgagacacggcgaataatattg::::::tttcaaattttagaagaataaaattagtttttacaagttcTTTTCAGATtcTCT
ggtgagt : : ACTTTTTCAGATtcTCT

TTTCAGATtcTCT
oksokokkokok  kokok ok

1id=163427 gene=C31A11.6 name=srxa-7 segment=chrV_16308414_16308463_1 type=IN

Figure 122: CS=6.32

GCttcact
GCttcacc
GTtttacc
GCtttacc

k kk kxk

*_/—\d srxa-7


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10715118-10715211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:11423860-11423948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967742-149967828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317589-29317681&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4611096-4611162&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:2645447-2646372&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:163285180-163285247&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:125986486-125986550&Track=refGene

RS

T HO06104.9

I E:T MO01B12.4

C.Ele  tcacGCAG|aATCTcGAGA----- agcgatttcctgacactcgt-...35...tcttgatttttalcctgttaa
C.Bri  tcacGCAG|aATCTcGAGA----- agcaccccacctaggttggg-...30...tcttgattttta|cctgttaa
C.Bre  tcacGCAG|aATCTcGAGAAGTtccgggcttgtttcgggett—-—-...25.. . tcttgattttaajaatgttaa
C.Rem  ccatGCAG|aATCTcGAGA----- agc-atcggttgacacttgtc...34...tcttgattttta|cctgttaa

ok skokokok | sokokok ook ok ok ok ok * * sokokokskokkokkok k| kokkokskok

1d=243029 gene=H06I04.9 name=HO6I04.9 segment=chrIII_3068478_3068554_1 type=EN

ttcattac|ggtaataagttttccgactaaaattcagtttt::::::ataaaaaataaaattaaatattttaatccaatctcaataaTTTCcA|GATcTTGc
ttctatac|ggtaat : : TTTCcA|GATcTTGc

ttctgtac|ggta----ggttaccgacca GTTTTTCA |GATcTTGc
ttctatac|ggtaatttagttagtaactaa aTTTCcA|GATcTTGec

kkk  kokk | kokkk kokk koK | kokokokkokkk

id=206006 gene=M01B12.4 name=M01B12.4 segment=chrI_3071527_3072166_-1 type=I3

Figure 123: CS=7.92


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10715118-10715211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:11423860-11423948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967742-149967828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317589-29317681&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:3071518-3072174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5123656-5123722&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72595392-72595460&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1770539-1770604&Track=refGene

d 9
. — | H06104.9
-Eég v i ; A M Y55F3C.3
C.Bri  tcacgCAGAATCTcGAGAAGcaccccacctaggttgg———-—------ gcactttgaggacagaccctgectagacacattcttgatttttacctgttaa
C.Bre  tcacgCAGAATCTcGAGA--------—----- agttccgggcttgtttcgggectttgaggacagacactgectaacacattcttgattttaaaatgttaa
C.Jap  ccatgCAGAATCTcGAGAA agtcac cctggtggecttttgaggacagaccctgecccaacacattcttgaaatt-aactgttaa
C.Rem| ccatgCAGAATCTcGAGAAGcatc———---- ggttgacacttgtcgacgatctttgaggacagaccctgectaacacattcttgatttttacctgttaa
ok sokokskoRskkok ook ook ok *k ¥ kkioklollokiolkok dokiok okioliolskoiokiokok ok ok skokokakokok

1d=243029 gene=HO06I04.9 name=HO6I04.9 segment=chrIII_3068478_3068554_1 type=EN

C.Bri  gttcccaggtatgttttcat...170...cttctttttcaaagagtgaaTTTTTCAGATacTTTg
C.Bre gttcccaggtaattgattga...118...aacaagaaaaaataaaagaa--TTTCAGATacTTTg
C.Jap| gttccgaggtttgtgtgetce....77...aatcaatcaggaaataagaa-TTTTCAGATatTTTg
C.Rem gttcccaggtatttatgttt...203...attatttattatttcttttaTTTTTCAGATacTTTg

skkkk kkkk K *kskkskokkkkk kKKK

id=123167 gene=Y55F3C.3 name=Y55F3C.3 segment=chrIV_749608_749790_1 type=IN

Figure 124: CS=5.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:11423860-11423948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967742-149967828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94874017-94874098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317589-29317681&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:11543299-11543525&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:54556293-54556465&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:88806970-88807102&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104123750-104124009&Track=refGene

RS

<!; H06104.9

‘m F36H9.4

aQaaQaaQ

C.Ele
C.Bre
C.Jap
C.Rem

.Ele
.Bre
.Jap
.Rem

acacgtgg|taagatttttgaaacgtggcagttgtcacg-—::::

acatgtgg|tatg tttcaaa—-: :ggttatccaactctgaaaat----ccagaactttt---CTTTTCAGA|TgtTCTGc
tcatgtgg|ttggttttttagectc————---—- ttttaaaga: :gaagatcacacactcgccatgcccccatgatgagctcatcTTTCAGA |TgtTCTGe
acacgtgg|tacg tctcaga——:::::: CTTTTCcAGA |TgtTCTGc
Kk kkkk[k ok * kK Kok kokokok | sokokokkokok ok

tcacGCAG|AATCTcGAGAAgcgatttcctgacactcgtcgggtcgetttgaggacagaccctgecgtacacattcttgattttta

tcacGCAG|AATCTcGAGAAG----ttccgggecttgtttcgg-——gctttgaggacagacactgectaacacattcttgattttaa
ccatGCAG|AATCTcGAGA--———----—— aagtcaccctggtggcttttgaggacagaccctgeccaacacattcttgaaatt-a
ccatGCAG|AATCTcGAGAAG-catcggttgacacttgtcgacgatctttgaggacagaccctgectaacacattcttgattttta

Hok koskokok | sokokokskokok ook ok * sokckskskokskokkokkokok kokokkok kskokskskokdkokskokkok Kk K

1d=243029 gene=H06I04.9 name=HO6I04.9 segment=chrIII_3068478_3068554_1 type=EN

id=262471 gene=F36H9.4 name=F36H9.4 segment=chrV_1778505_1778701_-1 type=IN

Figure 125: CS=5.92

cctgttaa
aatgttaa
actgttaa
cctgttaa

*okokkokok

::aaatattgtatactacagactacgctataatttta———-TTTTCAGA|TgtTCTGc



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10715118-10715211&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967742-149967828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94874017-94874098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317589-29317681&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1778496-1778709&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155565802-155565972&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:126861946-126862238&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:59961918-59961987&Track=refGene

RS

~

C.Bri
C.Bre
C.Jap
C.Rem

<!; H06104.9

Q
] ran-5

tcaCGCAGAATCTcGAGAAgcaccccacctaggttgg-—————-—----—- gcactttgaggacagaccctgctagacacattcttgatttttacctgttaa
tcacGCAGAATCTcGAGAAGTT----- ccgggettgttte————--—- gggctttgaggacagacactgectaacacattcttgattttaaaatgttaa
cCATGCAGAATCTcGAGA---aagtcaccctggt———————-——---—— ggcttttgaggacagaccctgeccaacacattcttgaaatt-aactgttaa
ccaTGCAGAATCTcGAGAAG------- catcggttgacacttgtcgacgatctttgaggacagaccctgectaacacattcttgatttttacctgttaa
Rk okokskokskokok ok kok ook ok * ok % ¥ skklokiokkokkskokiok kokkok kokskoksiokskokokskokk ko ok sokokokokok

1d=243029 gene=HO06I04.9 name=HO6I04.9 segment=chrIII_3068478_3068554_1 type=EN

C.Bri --ttcattggtgaatcaggagagcaataaatcgatta-TTTTCcAGATTtCTGCGatggggccagaaa
C.Bre ----—- a--aacacat----- tataattgaataaaAATTatTTTCAGATTtCTGCaatgggcccagaag
C.Jap --ttta--aaaatatacaaacactattgaac--------- TTTCAGATTtCTGCtATGGgcccagaaa
C.Rem ttttttctgaaatgacccaaaatagataaacatact-TTTTTCcAGATTtCTGCAatgggacctgaaa
* * Kk Kok skokokskokokskokokokk kokokokok koK kokok

id=316189 gene=R12C12.2 name=ran-5 segment=chrII_6049001_6049049_1 type=IN

Figure 126: CS=5.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:11423860-11423948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967742-149967828&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94874017-94874098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317589-29317681&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8826095-8826160&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:145009234-145009290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:43379947-43380002&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:133065689-133065756&Track=refGene

RS

?F35H10.12

_/—\—//\\=—/—\—O WO08E12.6

ttgatttc
ttgatttc
ttgatttc
ttgatttc
ok koK koK ok

tagatgatggaagagcaGTGAAaGATCttTGAAGagccgaatgttcagaatcaacagataccaatgaagcatctgtatctcctgacgagaaatatcect
tggaagatggaagagcaGTGAACGATCttTGAAGAgcTGAATgctcagagtcaacagaaaccagagcagcatcagtgtctccagatgagaaatatcect
tagatgatggaagagcaGTGAAtGATCgtTGAAGtgccgaatgttcagaatcaacagagactaaagcagcatcagtatctccagatgaaaagtatcect
tggatgatggaagagcaGTGAAaGATCttTGAAGtgctgaatgttcggaatcaacagaaacaagagctgecatctgtatctcctgaagagaagtatccce
* kk skkokskokokskoksokskokokskokkok kokskok kokskokskk Rk skskokskok kok skok skokokskokskokk kok ok k kskokakok kok skokskoksk skok kok ko skskokokok

ttcaatga
tttagaga
ttaagtga
ttgagtga
*k ko okok

id=75978 gene=F35H10.12 name=F35H10.12 segment=chrIV_8310216_8310313_1 type=EN

C.Ele agcgccgg|tacgtctcaaaa...268...gg—————- ccttttgaatactccaaa————-——--- TTTCAGA|TCTTCGTt
C.Bri  agcaccgg|tatgtttgttaa....57...-——————- cttgtgcggctcaacaacaaGTTCAaaTTTTCAGA|TCTTCGTc
C.Bre agcaccag|taagtggaaatc....35...-——————- ccaaacaattgagtttatat-——------ TTTCAGA|TCTTCGTg
C.Rem agcaccgg|taagtgaagatc....33...ggatataactttt ccaatat TTTCAGA|TCTTCGTt

kkk kk k|kk kk * * %5k %k ok 3k ok %k | %k %k sk kk koK

id=115368 gene=WO8E12.6 name=WO8E12.6 segment=chrIV_3298843_3299149_1 type=IN VIEW

Figure 127: CS=7.32
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134349102-134349216&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101298464-101298578&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14194627-14194950&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5010164-5010284&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:157986736-157986826&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:47925900-47925988&Track=refGene
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1d=75978 gene=F35H10.12 name=F35H10.12 segment=chrIV_8310216_8310313_1 type=EN
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id=168340 gene=B0348.4 name=egl-8 segment=chrV_26381_28381_1 type=IN

Figure 128: CS=5.92

atatctaactcta----atttgtc----- ..

ttgatttc|tagatgatggaagagcAGTGAaaGATCttTGAAGagccgaatgttcagaatcaa-...32...gagaaatatcct|ttcaatga
ttgatttC|TGGAAGATGGAAGAGCAGTGAacGATCttTGAAGAgctgaatgctcagagtcaac...31. . .gagaaatatcct|tttagaga
tagatgatggaagagcAGTGAatGATCgtTGAAGTgccgaatgttcagaatcaac. . .31. . .gaaaagtatcct|ttaagtga
ttgatttc|TGGATGATGGAAGAGCAGTGAaaGATCttTGAAGTgctgaatgttcggaatcaac...31.. . .gagaagtatccc|ttgagtga
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134349102-134349216&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101298464-101298578&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:20891178-20893195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:2072834-2073673&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32843562-32844711&Track=refGene
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tagatgaTGGAaGAGCagTGAAAGatctttgaagagccgaatgt. . .42. . .gagaaatatcct|ttcaatga
tggaagaTGGAaGAGCagTGAAcgatctttgaagagctgaat--...44. . .gagaaatatcct|tttagaga
tagatgaTGGAaGAGCagTGAAtgatcgttgaagtgccgaat--...44. . .gaaaagtatcct|ttaagtga
tggatgaTGGAaGAGCagTGAAAgatctttgaagtgctgaatg—...43. . .gagaagtatccc|ttgagtga
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id=75978 gene=F35H10.12 name=F35H10.12 segment=chrIV_8310216_8310313_1 type=EN

C.Ele caggggta|tgctactttttt..
C.Bri, catcggta|agaaacaaaaaa..
C.Bre  ctactgta|agttccccacat..
cagcggtalcgttcttctcett..
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.——ttatatttgaaacagtaata-TTTTCAGCTC|TTCAcaaa
.ggacgag--tgaatatctgaat-—--TTCAGCTC|TTCActaa
.——-caag--agaattcctatttgttTTCAGCTC|TTCAcaaa
.—gtcgaatctgaaactcgtaa-—-TTTCAGCTC|TTCAcgaa
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id=301471 gene=ZK616.1 name=ZK616.1 segment=chrIV_5403971.5404325_1 type=IN VIEW

Figure 129: CS=5.52
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101298464-101298578&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12089451-12089822&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8720488-8720755&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116726756-116727045&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:60644171-60644449&Track=refGene
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ggccacge
ggccacge
ggccacge
ggccacge

>k kK %k Kok k %k

ttgatttc|tagatgaTGGAAGAGCAGTGaatgatcgttgaagtgececga————-- ...46...gaaaagtatcct|ttaagtga
ttgatttc|tggatgaTGGAAGAGCAGTGaaagatctttgaagtgctga———-—- ...46...gagaagtatccc|ttgagtga
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1d=75978 gene=F35H10.12 name=F35H10.12 segment=chrIV_8310216_8310313_1 type=EN

ttgtatgttgecttgecactgetttcacaCGC-TaaGCTCatTTTCAgacaaaatattttgattcaa—-. .
ttgtat GTTGCcTTGCACTGCTTTTCAcacgctaagctcattttcag—-. ..
ttgtatgttgettgecactgetttcacaCGC-TaaGCTCatTTTCAgactgaa--tttcgattcaaat. . .
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1d=154224 gene=T24D8.1 name=1gc-40 segment=chrX_2362343_2364048_1 type=IN

Figure 130: CS=5.36
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id=75978 gene=F35H10.12 name=F35H10.12 segment=chrIV_8310216_8310313_1 type=EN

C.Ele| ctcaactg|taaccgtttgtc...2404...-tccccaacaaaaacacctcaATTTatTTCA|GCTCTTCc

C.Bri, ttccactg|taactttttgcc...1727...--ttaaaaaaacaa----tttctatt-TTCA|GCTCTTCc
C.Bre ttcaacta|tcagtttttgtg...15683...----—- aaaaacaatatttttttatt-TTCA|GCTCTTCc

C.Rem ttcaactg|ttaatgattgag...1532...cttttgaaaaacaacattta
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TTTTCA|GCTCTTCc
Hokok ok | Kok ok Kok ok

id=125207 gene=Y54G2A.25 name=lad-2 segment=chrIV_2969859_2972304_-1 type=IN VIEW

Figure 131: CS=5.36
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7534515-7536294&Track=refGene
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ttgatttc|tagatgaTGGAaGAGCagTGAAAgatctttgaagagccgaatg-—...43. . .gagaaatatcct|ttcaatga
ttgatttc|tggaagaTGGAaGAGCagTGAAcgatctttgaagagctgaat-—-...44.. .gagaaatatcct|tttagaga
ttgatttc|TAGATgaTGGAaGAGCagTGAAtgatcgttgaagtgeccgaat-—-...44. . .gaaaagtatcct|ttaagtga
ttgatttc|TGGATgaTGGAaGAGCagTGAAAGAtctttgaagtgctgaatgtt. . .41. . .gagaagtatccc|ttgagtga
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id=75978 gene=F35H10.12 name=F35H10.12 segment=chrIV_8310216_8310313_1 type=EN

gttggtga-—|caaaatgttaaa-—--—----- ....83...-—actgtaaaattattatccaa-TTTCAGCTCaTCTA|cgacttaa
--tagtaaag|cagaatgaaaaa-—------ ...171...-atcagtaa-cgaatctctatt--TTCAGCTCaTCTA|cgatctca
—————————— gtgagtgtgaaataagtgtc...129...gtttcctaa--tgatgtctttt--TTCAGCTCaTCTA|cgATCTAa
aatgatta--|gaaaatgtcaaa--—------ ...128...-tcctataatctcatttctctTTTTTCAGCTCaTCTA|cgATCTGa
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1id=131522 gene=WO7E11.1 name=WO7E11.1 segment=chrX_10099712_10099840_1 type=IN

Figure 132: CS=5
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20967648-20967838&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:14718966-14719158&Track=refGene
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C.Ele cgaaatcg|cacctcggcccgactccaaccctgggggegaaatgagcTTTTtaACTCAGAT----—— gcttcagtaata atgagggaac|aaattttg
C.Bri agaaattg|cacctcggcccgactccaaccctgggggegaaatgagcTTTTtaACTCAGATgTCTCTaat-—--t t|aaattttt
C.Bre agaaatcg|cacctcggcctgactccaaccctggaggcgaaacgagcTTTTtaACTCAGAT-———-- gtctcatgaatagaatggcactgcactctaatagaggggcat|ggattttt
C.Rem agaaattg|cacctcggcctgactccaaccctggaggegaaacgagcTTTTtaACTCAGATgTCTC-att-—---taaaa agagttgcac|aaattttg
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1id=206686 gene=K02C4.7 name=K02C4.7 segment=chrII_8091657_8091730_1 type=EN
C.Ele ttgaaggt|tagttttatgat...1229...---———- gtagaaaaaaggagggcgaa-ATCTgcGAGTcAAAAcagcaagaacctgectaatt...3130. . .ttattttcagaa|ggaaaact
C.Bri tcgaaggt|aaggaaacccag....877...ttttgttgccgcctaacggg-AGAGGaaATCTacGAGTcAAAAcagagatgggagggaaaaaa...1575. . . attttttcagaa|ggaaaatt
C.Bre| ttgatggt|gagttgcaattg....734...-——--- tagcgcctag-cagaggcgaa-ATCTgcGAGTcAAAAcagaagacgttagatgagaa...1493. . .ttgatttcagaa |ggaaaact
C.Rem ttgaaggt|aagagaagtttg....596...---gcgtagcgcccagccagaagGAGAaATCTacGAGTcAAAAcagagacggttagatgagaa...1481. . . atggtttcagac|ggaaagct
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1d=24832 gene=F45H7.2 name=gei-1 segment=chrIII_3350565_3355002_1 type=IN

Figure 133: CS=5.72
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:115876180-115876290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7911065-7911156&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:10428670-10433124&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8901165-8903719&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:168877488-168879810&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:136856158-136858335&Track=refGene
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cgaaatcg|cacctcggecccgactccaaccCTGGGGGCGAAAtGAGCtttttaactcagatgettcag taataatgagggaac
agaaattg|cacctcggcccgactccaaccCTGGGGGCGAAALGAGCtttttaactcagatgtctce taattt

agaaatcg|cacctcggcctgactccaaccCTGGAGGCGAAACGAGCtttttaactcagatgtctcatgaatagaatggcactgecactctaatagaggggecat
agaaattg|cacctcggcctgactccaaccCTGGAGGCGAAACGAGCtttttaactcagatgtctc
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id=206686 gene=K02C4.7 name=K02C4.7 segment=chrII_8091657_8091730_1 type=EN
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C.Bri  gccaaagg
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C.Rem accgaaag

k% kk ok

agtccaagtgag. .
agacgaagtgag. .
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.ttgtgtgttctctagagtgtGCTCcTTTCG| TTTCCAGe
.tttgtgaccgtttagagtgtGCTCcTTTCG| TTTCCAGC
.ttatcgtttctctagagtgtGCTCcTTTCG|TTTCCAGe
.tccattgtgtagttgagtgtGCTCcTTTCG|TTTCCAGC
*
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id=73265 gene=H39E23.1 name=par-1 segment=chrV_14118972_14120045_-1 type=IN

Figure 134: CS=5.04
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80280700-80281877&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:52619212-52620654&Track=refGene
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cgaaatcg|cacctcggcccgactccaaccctgggggcgaaatGAGCTTTTTAACTCAGATGettcag taataatgagggaac
agaaattg|cacctcggcccgactccaaccctgggggegaaatgagc TTTTTAACTCAGATGtctc taattt
agaaatcg|cacctcggectgactccaaccctggaggcgaaacgagc TTTTTAACTCAGATGtctcatgaatagaatggcactgecactctaatagaggggeat
agaaattg|cacctcggcctgactccaaccctggaggegaaacgagc TTTTTAACTCAGATGtctc atttaaaaagagttgcac
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1id=206686 gene=K02C4.7 name=K02C4.7 segment=chrII_8091657_8091730_1 type=EN

C.Ele  ccCATCgg|TGAGtTTAGGAAtcGCTC---ttcctattacaacgcgegtc....865...ttgatttccaga|tgccaaac

C.Bri  ccCATCgg|TGAGtTTAGGAAaacgaatcttccctattaca———------ ...10563...cttattttcaga|tgggtggt
C.Bre| ccCATCgg|TGAGtTTAGGAA-acgaatctt-cctattacaac——-—---- ....441.. . cttattttcaga|tggctggt
C.Rem  ccCATCgg|TGAGtTTAGGAG---atatcttccatattacaacg------ ....413...caaattttcaga|tggctgge
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1d=89654 gene=D1081.2 name=unc-120 segment=chrI_8461279_8462193_1 type=IN

Figure 135: CS=5.04
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7187584-7187674&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3217466-3217545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:115876180-115876290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7911065-7911156&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6610219-6611150&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3870237-3871350&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:176738891-176739392&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:3731163-3731636&Track=refGene

<'; K02C4.7

o
[

EE/\-/\ ﬁ%ﬁ—%ﬁmd
C27H5.2

cgaaatcg|cacctcggecccgactccaaccctgggggcGAAAtgAGCTTTTTaactcagatgettcag taataatgagggaac|aaattttg

agaaattg|cacctcggcccgactccaaccctgggggcGAAAtgAGCTTTTTaactcagatgtctce taattt

aaattttt

agaaatcg|cacctcggcctgactccaaccctggaggcGAAAcgAGCTTTTTaactcagatgtctcatgaatagaatggcactgecactctaatagaggggeat|ggattttt
agaaattg|cacctcggcctgactccaaccctggaggcGAAAcgAGCTTTTTaactcagatgtctce atttaaaaagagttgcac|aaattttg

sokokokok ok [ okokokokokokokokkok kokskokokokokokokokokokokok  kokokokokdkk kokskokokokokokokskokokkokkkkkk  kk

* 3k ok k k

id=206686 gene=K02C4.7 name=K02C4.7 segment=chrII_8091657_8091730_1 type=EN

taacggaa|cacaagaagata...b37...g-agagagagagagagagaagAAGAAGCTTTTCttatctgttacagtctgtgt-...110..

aaacagaa|gtcaaaaaagtt...752...attgtcaccgaaaaa-ggcaghAAGAAGCTTTTCttatcagttg-ggtctccaga....85..

gtgaggaa|ggcaaaatgaat...468...-ttgaaattgaatgaaaatagAAGAAGCTTTTCttatctgtcactgtctgttt-...128..

gaattgag|tgagagatggtt...367...a-tgtcatcgaaaagtgaaaghAAGAAGCTTTTCttatctgtcactgtctggat—...116..
*k * % * ok ok sokskokskokskokokskokskokskokokkokok Kok Hokokok

id=284403 gene=C27H5.2 name=C27H5.2 segment=chrII_7157103_7157825_1 type=IN VIEW

Figure 136: CS=5.32

.tgggatgtacta|ccgagaaa
.tgggatgtacta|tcgagaaa
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7187584-7187674&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3217466-3217545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:115876180-115876290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7911065-7911156&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:8121489-8122228&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:1765343-1766272&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125577689-125578377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132083479-132084054&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7157103-8091731

Sl) K02C4.7

C.Ele cgaaatcg|cacctcggcccgactccaaccctgggggegaaatgaGCTTTTTAACTCAGAT-gecttcagtaata

atgagggaac|aaattttg

C.Bri agaaattg|cacctcggcccgactccaaccctgggggegaaatgagcTTTTTAACTCAGATGTCT cta

att

t|aaattttt

C.Bre agaaatcg|cacctcggcctgactccaaccctggaggegaaacgagctTTTTAACTCAGATGTCT-catgaatagaatggecactgecactctaatagaggggeat|ggattttt

C.Rem agaaattg|cacctcggcctgactccaaccctggaggecgaaacgagctTTTTAACTCAGATGTCTcaTTTAaaa
okl ok [okskoRskokokoRok kkokioRskokskokokaioRakokstokaioRskoksk kloRskokokokloRskokoskkokokokok ok *

agagttgcac|aaattttg
*

%k kK k

1id=206686 gene=K02C4.7 name=K02C4.7 segment=chrII_8091657_8091730_1 type=EN

cgccactg|gttagttgegag...1120. . . —————————-—- tcaacatatgaaaaagacgaATTTGtgAGTTAGAGAGT--atactcgaaatagtaacatt. .
caccattg|gttagtcacagg....974...-—————— atcacttcaacatatgaaaaAGATGaATTTGtgAGTTAGAAGcagtacataaataacagtaa———-..
caccgttg|gttagtcacaag....284...-————- atcgtttcaacatatgaaaaAGATGaATTTGtgAGTTAGAG----tatactcggaacagtaacct-. .

caccgttg|gttagtcacaca....429...ctcccgatcacttcaacataTGAAaaAGATGaATTTGtgAGTTAGAG----tatactcggaacagtaacta-. .

k okk oksk|kkokkkk ok ok sk ok ok kok ok ok ok ko ok koK ok skok ok ok ok sk ok ok ok ok ok ok 3k ok ok sk ok k * k% kokokokok

.387..
.366. .
.388..
.367..

.aatttttttcag
.atattttttcag
.aagtgatttcag
.atatgatttcag

* ok okskokokkok

1id=192401 gene=C24A8.1 name=dop-6 segment=chrX_4323376_4324964_1 type=IN

Figure 137: CS=5.04
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7187584-7187674&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3217466-3217545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:115876180-115876290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7911065-7911156&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:13393881-13395486&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:11335906-11337348&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:191713508-191714281&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:3221731-3222634&Track=refGene
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TK02C4.7

h/\—/\_’

C.Ele cgaaatcg|cacctcggcccgactccaaccctgggggegaaatgagcTTTTtaACTCAGATGCttcag

taataatgagggaac|aaattttg

C.Bri, agaaattg|cacctcggcccgactccaaccctgggggegaaatgagcTTTTtaACTCAGATGTctc taattt
C.Bre  agaaatcg|cacctcggcctgactccaaccctggaggcgaaacgagctTTTTaACTCAGATGTctcatgaatagaatggcactgecactctaatagaggggeat|ggattttt

C.Rem agaaattg|cacctcggcctgactccaaccctggaggegaaacgagcTTTTtaACTCAGATGTctce

skokokokok k[ kckokskokokokokdkk kdkokokckokdkokkokskokskk kokkokkkk kkkkkokkkkkkkkkkkkkk o kxk

aaattttt

atttaaaaagagttgcac|aaattttg

%k kK k

id=206686 gene=K02C4.7 name=K02C4.7 segment=chrII_8091657_8091730_1 type=EN

tcgtcaaa|ggt gagaagccaaagaaatttGCATTtTGAGTGAAA-agaagtgaagtgggaatgg—-g. .
tcgtcaaa|ggt-——-—----- aaaggaag-——--—------ ggggaaaagaatgaaatttGCATTtTGAGTGAAActgagaagacacaaacacat---. .
ttgtcaaa|ggtaagagtgaaaagggaagatgagtagaageggggtaaaggatg-aatttGCATTtTGAGTGAAActgaa--—-gaattgacacggttg. .
aagggaag-———————- agtgggagagagagtg-aatttGCATTtTGAGTGAAAttcaacaggaagaagaaaga——-. .

* ok ® kokokokskokskokskokkskokkokkokokokk ok *

id=199132 gene=F52F12.6 name=ztf-11 segment=chrI_9906325_9907136_-1 type=IN

Figure 138: CS=5.52
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7187584-7187674&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3217466-3217545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:115876180-115876290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7911065-7911156&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9906316-9907144&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3815507-3815929&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124026345-124027232&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111813279-111813908&Track=refGene

[ TTO2E1.9

WY37EIIAL.6

C.Ele cgcgtttt|ccacatgatgatacaaccatagcatgagctggcagcaGTGATcGCTAAAtGTCATagttacacagatgggt|tttcgett

C.Bri cgcgtttt|ccatgtgatgataaaactatagcgtgagectggcagcaGTGATcGCTAAatGTCAtagttacactgatgggt|ttttgttt

C.Bre agcgtttt|ccaagtgatgataaaactatagcgtgagctggcagcatTGATcGCTAAatGTCAtagttacactgatgggt|ttttgecg

C.Jap cgactttt|ccaagtgatgataaaactatagcgtgagctggcagcaGTGATcGCTAAatGTCAtagttacactgatgggt|tttgcaaa

C.Rem ggcgtttt|ccaagtgatgatacaactatagcgtgagectggccgcatTGATcGCTAAatGTCAtagttacactgatgggt|ttttgeat
o skokok okk klolokokokaiok skl okskolok skloRsioRskoiokok ook skloRskoksktok ookt skloR ko skkok ook kokoskkokskok | skokok

id=162943 gene=T02E1.9 name=TO02E1.9 segment=chrI_8224468_8224538_1 type=EN

C.Ele| gactatcg|gtaagcggtctt....45.. .atgccgecaccttcgttcgcATGATTTAGCcaATCAT-—————--— aattctcgcccc--ccggaaat...132...tcctgt-—-ttgcag|atcgatgt
C.Bri gactatag|gtgagttttttt...556...-cccgaaaatatacgctcgctTGATTTAGCcaATCAT-——------ aattctctccccctccggaa--....97...-—-catattttatag|accgatgt
C.Bre aacgatcg|gtatgatgaatt...101...-gagggggatacacgcatgccTGATTTAGCcaATCA-————---— taattcttacgtctctttcc---....89...---caaatcttatag|atcgatgt
C.Jap aaacattg|gtgagattaata....74...-ttttcgctcgctcgctcgctTGATTTAGCcaATCATaataataataattcteg————--- tgg----...122...---tatttaatttag|ataaatgt
C.Rem| aactattg|gtaggttttttc...304...-taagcgagtatacgcttgccTGATTTAGCcaATCA---———-—- taattcttttcctccctete——-...106...tctcaa---ttttag|atcgatgt

* kk ok[kk ok * Kk kk skokskokakokokskokskokkokokok Hkokok koK * 0 owk[k kkkk

1d=242116 gene=Y37E11AL.6 name=Y37E11AL.6 segment=chrIV_3665073_3665330_-1 type=IN

Figure 139: CS=6.25


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6847874-6847961&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6322290-6322377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149763635-149763722&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94395558-94395645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147556477-147556564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3665064-3665338&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:11978441-11979190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:103199082-103199367&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:121600981-121601273&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104474602-104475107&Track=refGene
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(!PTO2E1.9

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gtggaaag
acggaaag
taggcaag
gcgtcaag
ttggaaag

* okkk

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gtgctgatttge. .
gtcctgaagaga. ..
gtgctgacaagt. ..
gtgctaaccaga. ..
gtgctgaatgat. ..

*% kk X

cgcgtttt|ccacatgatgatacaaccatagcatgagectggcagecagtgatcGCTAaaTGTCATAGTtacacagatgggt
cgecgtttt|ccatgtgatgataaaactatagegtgagetggcagcAGTGAtcGCTAaaTGTCATAGTtacactgatgggt
agcgtttt|ccaagtgatgataaaactatagcgtgagectggcagecattgatcGCTAaaTGTCATAGTtacactgatgggt
cgactttt|ccaagtgatgataaaactatagcgtgagctggcagcAGTGAtcGCTAaaTGTCATAGTTAcactgatgggt
ggecgtttt|ccaagtgatgatacaactatagegtgagetggecgecattgatcGCTAaaTGTCATAGTtacactgatgggt
K skokok okk kkolokokokaiok skl dokskolok skloRskoRskoiokok ook kol skt iokskokokkokkokskosktok ook ksk kol ok ok

id=162943 gene=T02E1.9 name=TO02E1.9 segment=chrI_8224468_8224538_1 type=EN

.159...-ttcgtttataattgtttttt-—-GCTACTGACATGGC-—---——-—-——-—- tt-tttgtttggatatacttt-...
.58...-attatttttatgagtatttt-—-GCTAcTGACATGGCttTTGTTaagaatctt-tctgtgtggga-————--- e
.95. . .aacaatttatactt-tttttt---GCTAcTGACATGGC----——————-———- t-tttgttcggaatctgggga. ...
.33...cttcattttcac-actatttt-TGGCTACTGACATGGCttTTGTTcggaatattgtttaatcggg-————----- cee
.79...--tcatcaacat--ctattttattGCTAcTGACATGGC-—---—---——-—- tt-tctgttcggaatccttct-. ..

* * * okkkokokolookkokkokokokokok * ok x *k

1d=58791 gene=C34G6.1 name=C34G6.1 segment=chrI_5912686_5913055_1 type=IN VIEW

Figure 140: CS=6.5
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6847874-6847961&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6322290-6322377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149763635-149763722&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94395558-94395645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147556477-147556564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9159357-9159743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6714817-6715016&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:101407841-101408078&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94245027-94245219&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:130794719-130795289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5912686-8224539

— TT02E1.9

T nkb-3

C.Bri| cgcgttttccatgtgatgataaaactatagecgtgagectggcagcagtGATCGCTAaaTGTCATAgttacactgatgggtttttgttt

C.Bre agcgttttccaagtgatgataaaactatagcgtgagctggcagcattGATCGCTAaaTGTCATAgttacactgatgggtttttgecg

C.Jap cgacttttccaagtgatgataaaactatagcgtgagctggcagcagtGATCGCTAaaTGTCATagttacactgatgggttttgecaaa

C.Rem ggcgttttccaagtgatgatacaactatagegtgagetggeecgecattGATCGCTAaaTGTCATAgttacactgatgggtttttgeat
K kkokskokskok skokskokskokakokok  kokokokskokskokskokokskokokokokokokok skokok  skokoksk sk ok sk ok sk ok sk ok ok sk sk sk sk ok sk sk sk ok ok sk ok ok ok

id=162943 gene=TO02E1.9 name=TO02E1.9 segment=chrI_8224468_8224538_1 type=EN

C.Bri, gagaagagaataaaacggta...457...-———- ggcataaaaaagtgcgcatgTGTGACGTAGCtGATCtggtaaagactgaattgtga. .. . 77. . . ————————— tttatttccacatctttgea

C.Bre  cggatgaaaacaaaacagtg...391...-———- gaggcataaaagtgcgegtgTGTGACGTAGCtGATCtagtaaagactgaatagagt....54. . . aaatactggtttattt-———------ ttca

C.Jap gcgaggaaataaaaacggta...b560...cctacgctacgcaaacgtca—————- GTGACGTAGCtGATCtagtcaagactgaatagagt...205...---cactaaattgatt-——---- cgttgtt

C.Rem gagaagagaataaaacggtg...377...-——-- gaggcataaaagtgcgcathGTGACGTAGCtGATCtagtaaagactgaatagagt ..84...ttctggtagttttggt-———----—- ttca
Wk kk ok kkokkk kok Kok kK sk okokskokokdokkokokk ok kokskokokkokkk kK *k X *

id=178045 gene=F55F3.3 name=nkb-3 segment=chrX_13768518_13770405_-1 type=IN

Figure 141: CS=5.64


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6322290-6322377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149763635-149763722&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94395558-94395645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147556477-147556564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:19419370-19420000&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:52938343-52938884&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:120167396-120168256&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:96410608-96411165&Track=refGene
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cgegtttt
cgegtttt
agcgtttt
ggegtttt
okokok Kok ok

ccacatgatgatacaaccatagcatgagctggcagcagTGATCGCTaAATGTcatagttacacagatgggt
ccatgtgatgataaaactatagcgtgagctggecagcagTGATcGCTAaATGTcatagttacactgatgggt
ccaagtgatgataaaactatagcgtgagctggcagcaTTGATcGCTAaATGTcatagttacactgatgggt
ccaagtgatgatacaactatagcgtgagctggecgcaTTGATcGCTAaATGTcatagttacactgatgggt
skk kokiokkskok kakok skoksiokok skkoksiokakokokok ok skokoksiokskokokskokskokkokkskokskokkokokokokok skokkok ook ok

id=162943 gene=T02E1.9 name=TO02E1.9 segment=chrl_8224468_8224538_1 type=EN

aCATTAGT
aCATTAGT
aCATTAGT
aCATTAGT

ok ok %k ok ok k

GATCAaggtgagacatttttgagag——-..
tATCAaggtgagaagaagataaaaa——-..
tATCAAggtgagaaaatctt--ctttcg. .
tATCAAggtgagagaa--atgaagtttt. .

2k ok ok ok ok ok ok ok ok ok ok k *

.749..
.538..
.240..
.193..

.aaaataaaaatt
.aaaaaaaaattt
.cttaaaaacgtg
.aagcattctgtg
*

attccagg
ataggaac
attccagg
atttcagg
*k *

1id=26673 gene=7ZK617.1 name=unc-22 segment=chrIV_12008397_12009182_-1 type=IN

Figure 142: CS=6.64
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6847874-6847961&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6322290-6322377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149763635-149763722&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147556477-147556564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12008388-12009190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10360138-10360729&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:77657341-77657635&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80343739-80343986&Track=refGene

l — T T02E1.9

KO02E10.1

C.Ele cgcgtttt|ccacatgatgatacaaccatagcatgagctggcagcagTGATcGCTAAatGTCAtaGTTAcacagatgggt|tttcgett

C.Bri cgcgtttt|ccatgtgatgataaaactatagcgtgagectggcagecagtgatcgCTAAatGTCAtaGTTAcactgatgggt|ttttgttt

C.Bre agcgtttt|ccaagtgatgataaaactatagcgtgagctggcagcattgatcGCTAAatGTCAtaGTTAcactgatgggt|ttttgecg

C.Jap cgactttt|ccaagtgatgataaaactatagcgtgagctggcagcAGTGatCGCTAAatGTCAtaGTTAcactgatgggt|tttgcaaa

C.Rem ggcgtttt|ccaagtgatgatacaactatagcgtgagectggeccgeattgatcGCTAAatGTCAtaGTTAcactgatgggt|ttttgeat
o kokok okk kokolokokokaiok sk dokskolok skloRsioRskoiokok ook skloRskoksktok okl okt stk skoskiok ook kokoskkokskok | skokok

id=162943 gene=T02E1.9 name=TO02E1.9 segment=chrI_8224468_8224538_1 type=EN

C.Ele| tcttttcalaggtatgactac...157...tggatcctttaa-cacacgccTAACTGATTTAGCacGTCAacaatgcgggtaattcttag...494.. . .caatttgattgec|agattgtt
C.Bri  tcttttca|aggtaagttgtt...559...-gggtccttcacgggcacgcaTAACTGATTTAG-acaca-gtagtgaaaacaatt——--- ...209...ccaatcaattac|agatagtt
C.Bre  tcttttca|aggtaagtattt...168...ggggtcctttac-cacacgcaTAACTGATTTAGCacgtaaacaatgcgggtaat————-- ...362...caattccattac|agatcgtt
C.Jap  tctttttalaggtgagtattt...119...-tgtccatgttctaccacgcaTAACTGATTTAGCGCGTTaacaacaccggtaatttatg—...370...aatttcaattgt|agatcgtt
C.Rem| tctcttca|aggtaagtcttt...161...ggggtcctttac-aacacgcaTAACTGATTTAGCacgtaaacaatgcgggtaat-———-—-- ...372...caatttcattac|agatcgtc

sk kk k| dokkk K * ok X ssokkok koksokkkokkokkokk ok * *okok * owkk [dokkk kok

id=69517 gene=K02E10.1 name=K02E10.1 segment=chrX_2496436_2497169_1 type=IN

Figure 143: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6847874-6847961&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6322290-6322377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149763635-149763722&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94395558-94395645&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147556477-147556564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:15221676-15222426&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:4366789-4367649&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:925439-926052&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:149425305-149425892&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:34108228-34108854&Track=refGene

?
' — ] TO2E1.9

C35A5.11

C.Ele cgcgtttt|ccacatgatgatacaaccatagcatgagctggcagcagtgatCGCTaAATGtCATAGttacacagatgggt|tttcgett
C.Bri, cgcgtttt|ccatgtgatgataaaactatagcgtgagctggcagcagtgatCGCTaAATGtcATAGttacactgatgggt|ttttgttt
C.Bre  agcgtttt|ccaagtgatgataaaactatagcgtgagctggecagecattgatCGCTaAATGtcATAGttacactgatgggt|ttttgecg
C.Rem ggcgtttt|ccaagtgatgatacaactatagcgtgagetggecgeattgatCGCTaAATGtcATAGttacactgatgggt|ttttgeat
sokkokskokok [ kokok  kskokskokokokk kokok skokskokok skokokskokskokakok skokok skokokoskokskokakskokskokskokskskokskokskokokokokok skokskoskokokok | kokok K

id=162943 gene=T02E1.9 name=TO02E1.9 segment=chrI_8224468_8224538_1 type=EN

C.Ele| tCTGTGCA|TTGGCGtaagttaaatgttactgttt—-....86...tttgtctcaaca|ttcagaat
C.Bri  tCTGTtCA|TTGGCGtaagtt-attgttccattttc....42...aaacatgaaaat|ttcagaat
C.Bre  tCTGTcCA|TTGGCGtaagtttttagttaacaaat-....74...ccataagttttt|ttcagaat
C.Rem  tCTGTtCA|TTGGCGtgagttatagatttcggtta—...204...cacatttttttt|ttcagaat

skokskok ok [dokokokokokok kokkok *k sokkokok ook ok

1d=97421 gene=C35A5.11 name=C35A5.11 segment=chrV_10502811_.10502934_-1 type=IN

Figure 144: CS=5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6847874-6847961&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6322290-6322377&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149763635-149763722&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147556477-147556564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10502802-10502942&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8057776-8057872&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:67729250-67729378&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:57538180-57538438&Track=refGene

»
[

— T W03C9.9

C.Ele aatTGAGC|ATATCACtgACTGTTGgtgaggtgatttcattagctgaggctttttacactt--ttaacacttt|ttcgttga
C.Bri  aatTGAGC|ATATCACTGacTGTTGGTGaggtgactacatt-tctgaggcttttgtaatttcattatttggtt|tttgttgt
C.Bre| actTGAGC|ATATCACTGAcCTGTTggtgaggtgataacatt-tctgaggctttt-————cgt--tttatttttt|ctagttca
C.Rem aatTGAGC|ATATCACTGACtGTTGGTgaggtgattaactt-tctgaggcattttg-——--—-- ttaattcttt|ttgagtta
*skokskokskok | dokokoskokskok stk ok skokskokok sk ok ok sk ok ok ok k% kokdokkokk kokok *k LR

id=111171 gene=W03C9.9 name=W03C9.9 segment=chrII_11960834_11960895_1 type=EN

C.Ele gtaaacat|tataactgaatc---...42...aacgataatgtgttgtgacg-——-—-———-——- TAATGGT---GTGGTAtgTGCTTAtcaatt-ccacaggggaagca...161...acagctattgtc|gagaagct
C.Bri gttagttt|tcaacctaattt---...28...-——————-—- tgttgtgacgtgaaagttagTGTTAGTGCGGTGGTAtgTGCTTAtca-ttatcacaggtgaaaaa...163. . .tcagcaatagtc|acgagact
C.Bre| gtgagttt|tcaa---aaagtggg...49...-—————-—- tgtgttgtgacgtgaaagtaAGTATTGGt---GTGGTAtgTGCTTAtca-ttatcacagataaagaa...131...ccagctattgtc|gataaact
C.Rem gtaagtac|tacatgaaattg---...45...-———- taatatgttgtgacgtgaaaGTTAGTGTTAgt—--GTGGTAtgTGCTTAtcatttatcataggggttgg—...148. . .ccagccattgtc|gagaagct

*k ok * ok * sorokokok ook ok ok ok * ok okk ckkkokioliokkkokdokdokk kk kK Kok skkk kk kkok * kk

id=69860 gene=T05A10.1 name=sma-9 segment=chrX_10780543_10780830_1 type=IN

Figure 145: CS=5.36


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3318419-3318497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3545629-3545708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:119425023-119425096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17678852-17678924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6938015-6938319&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:6197430-6197725&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20263940-20264223&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:116245280-116245579&Track=refGene

[ TWO3CQ.9

i ( i I M_ F52B10.3

C.Ele aattgagc|ATATCACTGacTGTTGGTGAGGTGaTTTCatta----gctgaggctttttacactt--ttaacacttt|ttcgttga

C.Bri aattgagc|atATCACTGacTGTTGGTGAGGTG----- actacatttctgaggcttttgtaatttcattatttggtt|tttgttgt

C.Bre acttgagc|atATCACTGacTGTTGGTGAGGTG-——-- ataacatttctgaggcttt--tcgttttatttt--—-tt|ctagttca

C.Rem| aattgagc|atATCACTGacTGTTGGTGAGGTG----- attaactttctgaggc——----- attttgttaattcttt|ttgagtta
®skokoskokokok | skokskskokskok sk ook ok ok sk ok sk sk ok ok sk ok ok ok * % Hokokokkokok *k kK *k| kK

id=111171 gene=W03C9.9 name=W03C9.9 segment=chrII_11960834_11960895_1 type=EN

C.Ele ttacaggt|aaaaatgggtga...2036...-—-—--- agactgcttctctggcattcGAAACGTCACTAGCACAGTGATGT-—---- acactcagaaagaacatacg...65...ttcgtttcaggajaatcctca
C.Bri ttgaaggt|gaggtggaacta....978...ggttcaagaccacttc————-——---- gaaaCGTCACTAGCACAGTGATctagggtgctagtcagaaac———----- ...79...tcatttccagga|gatcctta
C.Bre ctacaggt|gagaacacgcga....677...-————————— cgcttatttaccagcggataCGTCACTAGCACAGTGATctacagtgctaatcagaagg———————- ...81...atggtttcaggalaattctga
C.Rem ctgcaggt|aattttctgaaa....b31...-———————-—- cacttttttacaaacgtagaCGTCACTAGCACAGTGATctacagtgctaatcagaacg————-—--- ...81...atgatttcaggalaatcctcg

*  kkkk| Xk * * %k 3k kokokokokkokkokokkokkkkkkkk ok % kokkkkk kk kkkkk| kk kX

id=56738 gene=F52B10.3 name=F52B10.3 segment=chrX_2893393.2895581_-1 type=IN

Figure 146: CS=6.24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3318419-3318497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3545629-3545708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:119425023-119425096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17678852-17678924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2893384-2895589&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16642366-16643521&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193683656-193684512&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115305632-115306342&Track=refGene

RS

T W03C9.9

e aattGAGC|atATCAcTGACTGtTGGTGAGGTGatttcattagctgaggctttttacactt--ttaacacttt|ttcgttga
i aattGAGC|atATCAcTGACTGtTGGTGAGGTGactacatt-tctgaggcttttgtaatttcattatttggtt|tttgttgt

C.Bre  acttGAGC|atATCAcTGACTGtTGGTGAGGTGataacatt-tctgaggcttt——tcgttttatttt-—-—-tt|ctagttca
C.Rem| aaTTGAGC|atATCAcTGACTGtTGGTGAGGtgattaactt-tctgaggec————-—- attttgttaattcttt|ttgagtta
*skokskokokok | skokokskokskokskok sk sk ok sk sk ok sk ok sk sk ok ok *kkokskokokskok *k kK *k| kK

id=111171 gene=W03C9.9 name=W03C9.9 segment=chrII_11960834_11960895_1 type=EN

gtggtaag|tatt ggtcagttttgtatctatgaagattttagagacacgt

gtggtaag|ttcc ttttctcaaattcccagtggtcagagecttgtccagta

gtggtaag|ttcttgagagttttccactttttatcatttcactggtcactccttcttctctectagtggaca———--- cgtatgatacaaga——-------- aaag

gtggtaag|tcct atgtccaaagtggacatatgtccgtatgatacaagagtgtggacacagtg

Rk ok ok ok | k * *x * *k

————————— ttatttgtctaCACTcTTATCACTGGTCATGATGTTC----taacacattt-gaacacccge--....659. . .tattcagaacgc|ttcacagc

—————————— tgtttgtcgaCACTcTTATCACCAGTCATGATGTTC----taacacattt-gaacacccgec-—....517...tcttcagaacgc|ctcacagc

te——————- ttgtttgccaaCACTcTTATCACCAGTCATGATGTTCtccctaacacatttcgaaca—————--= ....926...cgttcagaacgc|ctcacagc

tccactccattgtttgeccgaaacTCTTATCACCAGTCATGATGTTCAA--——- cacatcttgaaaagagatgc...1216...acttcagaacgc|ctcacagc
* okkokk ok ok okkkokiokokokokok okskokokokokkokkok ok Rkokkok ok kokk K Frokkokkokokkok | kkokkokokk

id=68118 gene=T11F9.2 name=tag-140 segment=chrV_11463482_11464250_1 type=IN

Figure 147: CS=5

tag-140


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3318419-3318497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3545629-3545708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:119425023-119425096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17678852-17678924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9455309-9456094&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6989080-6989723&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:57538955-57540048&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103580973-103582339&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9455309-9456094&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6989080-6989723&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:57538955-57540048&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103580973-103582339&Track=refGene

— T W03C9.9

C50F2.4

C.Ele aattgagc|atatcacTGACtGTTGGTGAggtgatttcattagctgaggctttttacactt-—ttaacacttt|ttcgttga
C.Bri  aattgagc|atatcacTGACtGTTGGTGAggtgactacatt-tctgaggcttttgtaatttcattatttggtt|tttgttgt
C.Bre acttgagc|atatcacTGACtGTTGGTGAggtgataacatt-tctgaggcttt-—-tcgttttatttt-——-tt|ctagttca
C.Rem| aattgagc|atatcacTGACtGTTGGTGAggtgattaactt-tctgaggec————-—- attttgttaattcttt|ttgagtta
®kokokokokok | sokokokskokokok stk skok sk ok koksk ok ok ok sk ok Hok o kokskokskokok Kok Kok wk| ok x

id=111171 gene=W03C9.9 name=W03C9.9 segment=chrII_11960834_11960895_1 type=EN

agccgtct|ggtaagtctttg...1031...-—-cttacatcatttcggtggtgTCACaaCAATtGTCAtttgaccgagtatctctcte...54. . .ctccttttttcalggagacag
aagcgtct|ggtacgtttttt....5563...catcttgcatcagagagatg-—-TCACaaCAATtGTCAtttaagcgagtacctcctcg...84. .. .tcttttttttca|ggtgacag
aagcatct|ggtaagtttctc....888...catcttgcatcattcggatg-—-TCACaaCAATtGTCAttaatccgactacctccaca...75...gtgtttttttca|ggcgacag
aagcatct|ggtatgtttttt....300...catcttgcatcatttggatg---TCACaaCAATtGTCAtttaaccgagtatctccaca...77...tcatttttttta|ggtgacag

* ok kkok|dokkk kk ok ok ®okok kokokokk * kkskskokokskokskokokoskokok ook ok ok ok Kkok ko oKk sokokkokk ok |k kokokokok

id=68632 gene=C50F2.4 name=C50F2.4 segment=chrI_3889254_3890417_-1 type=IN

Figure 148: CS=6.48


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3318419-3318497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3545629-3545708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:119425023-119425096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17678852-17678924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:3889245-3890425&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1381107-1381839&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37891370-37892428&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:27651048-27651520&Track=refGene

T W03C9.9

gcttcatc
gcttcttce
gcttette
gcttcatc

kokokokk kok

gtaagttttgca...
gtgagtttgaaa. ..
gtaagtttcttt. ..
gttagtttttga...

kk  kokokokok

aaTTGAGC
aaTTGAGC
acTTGAGC
aaTTGAGC
K okkkokok

ATAtCACTgactgttggtgaggtgatttcattagectgaggetttttacactt--ttaacacttt
ATAtCACTgactgttggtgaggtgactacatt-tctgaggecttttgtaatttcattatttggtt
ATAtCACTgaCTGTTGGTgaggtgataacatt-tctgaggcttttcgt-———--- tttatttttt
ATAtCACTgactgttggtgaggtgattaactt-tctgaggec——----- attttgttaattcttt
sk ok ok ok ok ok ok ok ok ok ok ok ok ok o ok ok Kk kokokokokokok *k *k

ttcgttga
tttgttgt
ctagttca
ttgagtta
* *

id=111171 gene=W03C9.9 name=W03C9.9 segment=chrII_11960834_11960895_1 type=EN

3k ok ok ok ok ok ok sk ok sk ok oskokoksk ok kskokoskskokskokskkok  kkokk ok

218...---tctttcctttttgtgctcag————------ GGTGttTATGctCTCGGaaatcactttgtcttctect. . .511..
349...---tataggggtgtcgtgtgttg———————-—- GGTGttTATGctCTCGGaaatcactttgtcttctett...278..
542...---aacaaagagaagacagttaaACTAtaGCGGGGTGttTATGctCTCGAaaatcactttgecttctttt. . .289..
266...aattata-tggtgcc—-ttctcg———------- GGTGttTATGctCTCGGaaatcactttgtcttctctc...415..

1d=216582 gene=MO1E11.7 name=tag-163 segment=chrI_5601001_.5601810_-1 type=I5

Figure 149: CS=5

.aatagtttccag|acctggat
.tacgatttccag|ccctggct
.aaaaaatttcag|gcctggat
.gactaattgcag|ccctggat

* kk  kokk

tag-163


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3318419-3318497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3545629-3545708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:119425023-119425096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17678852-17678924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5600992-5601818&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:8325538-8326262&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:58133601-58134539&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:131753495-131754273&Track=refGene

9
]

gcacaagg
gcacaagg

acataagg
gcataagg

kok kokokok

T

) u
C.Ele aattgagc|aTATCacTGACTGTTGgtgaggtgatttcattagctgaggctttttacactt--ttaacacttt|ttcgttga
C.Bri  aattgagc|aTATCacTGACTGTTGgtgaggtgactacatt-tctgaggcttttgtaatttcattatttggtt|tttgttgt
C.Bre acttgagc|aTATCacTGACTGTTGgtgaggtgataacatt-tctgaggcttt——tcgttttatttt-——-tt|ctagttca
C.Rem| aattgagc|aTATCacTGACTGTTGgtgaggtgattaactt-tctgagge————-—- attttgttaattcttt|ttgagtta
K skokskokokok [ skokokskokskokskok ok sk ok sk ok sk ok sk ok sk sk ok ok kK kokskokokskok *k kK *k| kK

id=111171 gene=W03C9.9 name=W03C9.9 segment=chrII_11960834_11960895_1 type=EN

tttgttcgtcgt...89...ctgatgcgaatagaaggaaaCAACctAGTTAaGATAgcggcaaaatgaggggaaaa. . .2024. .
tttgttgtttat...83...gcgaagaagagaagaggaaaCAACctAGTTAaGATAgcggcgaaatgaggagaaat...11563. .
tttgttgtttgt...46...ctgatgaaaaaagaaggaaaCAACctAGTTAaGATAgcggcaaaatgaggagaaga. . .1365. .
taagtaggcagt...76...gggacgcggagtgggggaaaCAACctAGTTAaGATAgcggcaaaatgagaagagge. . . 1992. .
* ok * *k kK sokskoktok ok skokok ok skoRskkokkoRskokskokokok kokokskokakok ok

1d=65316 gene=F55A8.1 name=egl-18 segment=chrIV_1914931_1917123_1 type=IN

Figure 150: CS=5

.ccaat--ttccagg|ttcgccga
.——aattattccagg|ttcgccgt
.——aaatattccagg|tgcgacgt
.——tatatttccagg|tgcgeccge

* kokokokkokk [k kk kxk

W03C9.9

egl-18


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3318419-3318497&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3545629-3545708&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:119425023-119425096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17678852-17678924&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:15576653-15578862&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:138371-139703&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:116179688-116181195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143299839-143302003&Track=refGene

RS

= | K11C4.6

9
F/—\—' [ dmd-7

cttgctgg|cctcgatgacgattcacctAGCTCACTCAGACata-caactggtgat-aaaaaaatttcgtgtcttagagac|cattttgt
cccgetgg|cctcgatgatgattcacctAGCTCACTCAGACatgataactggtgat-aacttctttcccegtcttagagac|ccttttet
cccgetgg|cctcgatgatgattcacctAGCTCACTCAGACatagaacctggtgat-aacttctttccccgtcttagagac|cgttttgg
cccgetggltctecggtgatgattcacctAGCTCACTCAGACata-caactggtgataaacctctttcccegtcttagagac|cgttttge
* kckokkok| kskokk skokokskokskokskokskokskskokskokskokokskokskokokokokok ok skokokskokokokok ok Kk ok kokskokskskoRskokokok [k kokokok

id=144243 gene=K11C4.6 name=K11C4.6 segment=chrV_6889058_6889127_1 type=EN

C.Ele| gTTTGatA|GTGAGTT-tttgactatgatttttaatg-—————--—- ...128...--aattattttcag|ctgcctge
C.Bri  gTTTGatA|GTGAGTT--------- tgatttttaatgttcattgg....94...--tttgattttcag|cagcctge
C.Bre  gTTTGatA|GTGAGTTttctctttctggtctttaat-—-—------ ...123...tcaat--ttttcag|ctgcctgt
C.Jap  gTTTGatA|GTGAGTT--------- tgatttttaatgattaattt....62...ggatt--ttttcag|tagcctge

3k >k 5k >k ok %k ok %k | %k >k %k >k k >k k k% ok kkkkkk *  kskokkokokk

id=147002 gene=K08B12.2 name=dmd-7 segment=chrV_6251337_6251503_1 type=IN VIEW

Figure 151: CS=b


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14030432-14030518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5920520-5920607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147320388-147320475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:27761667-27761754&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14668056-14668239&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6476405-6476554&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147830872-147831050&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:23624251-23624368&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6251337-6889128

4 ?
[ )
C.Ele| cttgctgg|cctcgatgacga...27...tggtgat-aaaaaaatttcgtGTCTTAGAGAC| caTTTTGt
C.Bri| cccgctgg|cctcgatgatga...28...tggtgat-aacttctttccccGTCTTAGAGAC|CCTTTTct
C.Bre  cccgctgg|cctcgatgatga...28...tggtgat-aacttctttccccGTCTTAGAGAC|cgTTTTgg
C.Jap cccgctgg|tctcggtgatga...28...-ggtgataaacctctttccccGTCTTAGAGAC|CGTTTTgc
C.Rem| cgcgctgg|cctcaatgatga...27...tggtgat-aactttattccgcATCTTAGAGAC| caTTTTAt
* kkokkok| kkk kokk kok sokkokkok ok kK ok skkskokskokskokokok [k kokokok
id=144243 gene=K11C4.6 name=K11C4.6 segment=chrV_6889058_6889127_1 type=EN
C.Ele| ctatcgag|gttagtttattg...127...gtttcccatgtatgcgtcacATAAAAGaGTCTCTcGAGATtttcattagtgcccgtegte...845. . acacatttccag|gtctcaat
C.Bri ctatcgag|gttggttttata...134...tttcttctcgca-acgtcacaAAAAGGaGTCTCTcGAGATtttcattagtgtcgtctgat...888...tcaaatttacag|atcgcaac
C.Bre ctatcgag|gttggtttgega...114...---tcccatgtatacgtcacataAAAGAGTCTCTcGAGATtttcattagtgtcgecegttg...793. . .cattcttttcag|atcacaac
C.Jap ctttcgag|gtgggtttctag....73...-——tcccatgtttacgtcacatgAAAGTGTCTCTcGAGATtttcattagagtcggeggee...701. . .ataaactttcaglatctcaac
C.Rem| ctgtcgag gtgggttttagg...153...gtttctcatgtgtacgtcacGTAAAGgaGTCTCTcGAGATtttcattagtgtcgctgttg...549...aagaacattcag atctcaac
Kk kokkk * skrkkkk kxR skomkoksoRsokkskoksoRkokkokokkokk Kk * kkok | kok koK

kk kokokkk

1d=286310 gene=F55D10.4 name=F55D10.4 segment=chrX_4717235_.4718290_-1 type=IN

Figure 152: CS=6.25

K11C4.6

F55D10.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14030432-14030518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5920520-5920607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147320388-147320475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:27761667-27761754&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22772172-22772258&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4717226-4718298&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9892326-9893447&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2970399-2971403&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16336536-16337407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146244151-146244953&Track=refGene

Lo

B

C.Ele
C.Bre
C.Jap
C.Rem

C.Ele
C.Bre
C.Jap
C.Rem

cttgetgg|cctcgatgacGATTCACCtaGCTCactcagacatacaa-ctggtgataaaaaaattt-cgtgtcttagagac
cccgctgG|CCTCGATGATGATTCACCtaGCTCactcagacatagaacctggtgat-aacttctttccccgtcttagagac
cccgcTGG|TctCGGTGATGATTCACCtaGCTCactcagacatacaa-ctggtgataaacctctttcccecgtcttagagac
cgecgetgg|ccTCAAtGATGATcCACCtaGCTCactcatacatatcc-ctggtgat-aactttattccgecatcttagagac
K kckkokk| kokk kskok skokok skokskokskoskokskokokRokokokok KRk koK sokokokkkkK KK Kk ok skkokokokkskokokok

id=144243 gene=K11C4.6 name=K11C4.6 segment=chrV_6889058_6889127_1 type=EN

cattttgt
cgttttgg
cgttttge
cattttat
* koK

gc|GAGTG|GTGAGTC---—-——————-—-——- attttttgatataattctaa————---- ....837...-tctattgtcagt
gc|GAGTG|GTGAGTCAgTTATt tTGGGGT-————-—-—- gtgattaatcttgaataaaa-....303...-attacttctatt
gc|GAGTG|GTGAGTCATt--TGTCGATTAagttgatcgagcgaagttta————-—-——- ...1713...-tttaacgttttt
gc|GAGTG|GTGaGTCATT--ttTTGG-————--—--- tg--ataaatcaggcaggaaac....731...aatttcctat-tt
ok | skokokokok | Kok ok sk koK * * % * *

ttcagcgg
ttcagcga
tgcagaga
ttcagcga
* kkk ok

1d=266778 gene=T24D1.1 name=sqv-5 segment=chrI_9948203_9949077_1 type=IN

Figure 153: CS=6.32

K11C4.6

sqv-5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14030432-14030518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147320388-147320475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:27761667-27761754&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22772172-22772258&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5123335-5124226&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15949288-15949659&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30995906-30997685&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37248247-37249041&Track=refGene

RS
Lo

K11C4.6

h/\—ﬁ—p R

C.Ele cttgctgg|cctcgatgacgattcacctAGCTCACTCagACAT-acaactggtgataaaaaaatttcgtgtcttagagac|cattttgt
C.Bri, cccgctgg|cctcgatgatgattcacctAGCTCACTCagACATgataactggtgataacttctttccccgtcttagagac|ccttttet
C.Bre  cccgctgg|cctcgatgatgattcacctAGCTCACTCagACATagaacctggtgataacttctttccccgtcttagagac|cgttttgg
C.Rem cgcgctgg|cctcaatgatgatccacctAGCTCACTCaTACAT-atccctggtgataactttattccgecatcttagagac|cattttat
® kokskokok | kokskok skokskok skokok skokskokskoskokskokskokokokokok  skokok ok sokoskokskokok ok ok ok Kk ok skkokkskokskokokok [k kokokok

id=144243 gene=K11C4.6 name=K11C4.6 segment=chrV_6889058_6889127_1 type=EN

C.Ele| gATGTgGA|GTGAGTT--tatttcaaa--gaattatacca...587...tataaatttcag|atcagaat
C.Bri  gATGTgGA|GTGAGTT--tgtagaagattgatttgttt--...480...tgtattttccag|atcagaat
C.Bre  gATGTgGA|GTGAGTTtttcttacattcataatgaa----...370...cccattttgcag|atcagaat
C.Rem  gATGTGGA|GTGAGTT--ttttgcggttgggatgaagg—-...381...cttaaattccag|atcagaat

* ®kok skokok | sokokskokokskok

kokkokokokkk | kkkkkkk  k k

id=189441 gene=C48E7.1 name=C48E7.1 segment=chrI_6261512_6262137_1 type=IN

Figure 154: CS=7.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14030432-14030518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5920520-5920607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147320388-147320475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22772172-22772258&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:8810275-8810917&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3755723-3756258&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:90150514-90150939&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145205747-145206183&Track=refGene

RS

K11C4.6

h/W\_i /\_/\_T Y20F4.2

C.Ele cttgctgg|cctcgatgacgattcacCTAGCTCACTCAgACATA--caactggtgataaaaaaatttcgtgtcttagagac
C.Bri, cccgctgg|cctcgatgatgattcacctaGCTCACTCAgACATG-ataactggtgataacttctttccccgtcttagagac
C.Bre  cccgctgg|cctcgatgatgattcacctAGCTCACTCAgACATAGa-acctggtgataacttctttccccgtcttagagac
C.Rem cgcgctgg|cctcaatgatgatccacCTAGCTCACTCATACATA--tccctggtgataactttattccgecatcttagagac

tgtcaccg
tgtcaccg
tgtcaccg
tgtcgecg

kkkk kkk

k0 kckokokok kokckok ckokokk koksk kokokokokskokokokokokokokkk  kokkok 2k %k ok ok %k ok %k %k k k k% *x 2k ok ok ok %k ok >k k ok k

id=144243 gene=K11C4.6 name=K11C4.6 segment=chrV_6889058_6889127_1 type=EN

ttacaatcacctaatcatatgatgacaccTATGTaTGGGTGAGT--TGG-—--—-— ttgcaaagttt-aagtggccc...1597..
ttacagtcgccgaatcatatgatgacgccTATGTaTGGGTGAGT-—--——---- attctggagtttcgaattat--....385..
ttgcaatctccgaatcatatgatgacacCTATGTaTGGGTGAGTT----tttatataatacgg----caatca-—-....415..
ttacagagtccgaatcatatgatgacgccTATGTATGGGTGAGttTTAGtagatattgggagg————gaagga——— .1064. .
ok Kk Kok kskokskokskokokskokskokokok ok skok sk ok sk ok sk ok sk sk ok ok ok

id=207843 gene=Y20F4.2 name=Y20F4.2 segment=chrI_2029977_2031652_1 type=IN

Figure 155: CS=6.72

.atactttccagg|tatcataa
.atcatttccaga|tatcacaa
.catttttccagc|tatcacaa
.ttatattccaga|tatcacaa

cattttgt
ccttttct
cgttttgg
cattttat
* kkokok

kkkkkk | kkkkk kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14030432-14030518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5920520-5920607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147320388-147320475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22772172-22772258&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13040760-13042452&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:1493164-1493641&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99490146-99490654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18133127-18134288&Track=refGene

13

K11C4.6

M:ﬁ nuo-3

cttgectgg
ccecgetgg
cccgetgg
cgegetgg

*  kskokokok

cctcgatgacgattcACCTaGCTCACTCagacat-acaactggtgataaaaaaatttcgtgtcttagagac
cctcgatgatgattcACCTaGCTCACTCagacatgataactggtgataacttctttccccgtcttagagac
cctcgatgatGATTCACCTaGCTCACTCagacatagaacctggtgataacttctttcccecgtcttagagac
cctcaatgatgatccACCTaGCTCACTCatacat-atccctggtgataactttattccgecatcttagagac
skckk kokk kokk skakckokskoksioRokkokokskok kokskok skokokskokok sk ok ok *k ok skckkokkskokkok

id=144243 gene=K11C4.6 name=K11C4.6 segment=chrV_6889058_6889127_1 type=EN

cattttgt
ccttttct
cgttttgg
cattttat
* kokokok

C.Ele  cgcG|AG|TttGAGCAGGT--tagtagacggaaaaaaatga——----—- ...158...-actaacccgtac|taactttc
C.Bri, cgcG|AG|TttGAGCAGGT---aggaaatgtcaaaaatttag-——-----— ....85...-actaacaatgac|taatttcc
C.Bre| cgcG|AG|TttGAGCAGGTcaGAGTTtaagttaaaa--ttaggaaaaa...187...-actaacccgtac|taactttc
C.Rem  cgcG|AG|TttGAGCAGGT--tag--gaatacaagaattggtg-—--—-— ...142.. .tactaa-acatac|taactttc

sokokok ok | doksokskokokkokdkok ok ok Kk k% *okkokok Kok kokk ko ok

1d=244473 gene=Y57G11C.12 name=nuo-3 segment=chrIV_14797154_14797352_-1 type=IN

Figure 156: CS=5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14030432-14030518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5920520-5920607&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:147320388-147320475&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22772172-22772258&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:14797145-14797360&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13431789-13431931&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:61907134-61907385&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:74943550-74943749&Track=refGene

B

] C46C2.8

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ctggttca|t-ttccctgtgtatgacgacaacGTGTTaGGGAcATCTgcacc-aaccgtgaagatttaac-gaaagtagtactga
ctggttcgla-ctccctgtgtatgacgataaTATGTTaGGGACATCTGecattcatttgtgatgatttaac-gatagtagtactga
ctggttcgla-ttccctgtgtatgacgataattTGTTaGGGACATCTGcact-atccgtgatgatttaac-gatagtagtactga
-tggttcglagttttctgtgagtgacgacaaTATGTTaGGGACATCTGcaat-ccccgtgaagatttaac-gatagtagtactga
ccggttcgla-ttccctgtgtatgacgacacgATGTTaGGGAcCATCTGcatc-aaccgtgaagatttaactgatagtagtactga

okok ook K kokokdok skdlokdkokok ok skskokskokoRskokskokskok ook ok ok sokokok skokokskokskokok ok sokokokokskokskokokok | skokk ook

1d=323626 gene=C46C2.8 name=C46C2.8 segment=chrIV_9191245.9191317_-1 type=EN

C.Ele  taGGATTC
C.Bri,  tTGGATTC
C.Bre| tTGGATTC
C.Jap  tTGGATTC
C.Rem  tCGGATTC

k  kokokokokk

id=115295

CCAACGT-aacatacaatgatgaattgacaaca----acactagataat-—------ aatt|ttcaggat
CCAACGTAagcagattaaaagttttaggaaaaa---tatagcaggctat-——------- t|ttcagaat
CCAACGtaaggagatataaa---acagaactaagtgaagaaaaagttgt-———-—--—-- gt|tacagaat
CCAACGTAatctgataaaa----ttaaaaaaaaacgttttctggcaaatcaaacctgect|ttcagaat
CCAACGT-aactagaaaaaagaaaaagaaataagtgtgcatcgacatgt-————-----—- t|ttcagaat
sokkokkkk K * * K|k kkk ok

gene=W01C8.6 name=cat-1 segment=chrX_5706122_5706169_-1 type=IN

Figure 157: CS=5.4

cacagtat
cacagctt
cacagttt
cacagttt
cacagttt

‘iﬁ cat-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9191236-9191325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682954-3683044&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153320-100153409&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106101-129106190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828171-63828261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:5706113-5706177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10868554-10868617&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3966350-3966414&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:154082346-154082418&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147024749-147024814&Track=refGene
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C46C2.8

h/\—/\—/\ 1-.#-/ /\\—/\—/—\d F53B3.5

C.Ele
C.Bre
C.Jap
C.Rem

ctggttca|t-ttccctgtgta...
ctggttcgla-ttccctgtgta. ..
-tggttcg|agttttctgtgag. ..
ccggttcgla-ttccctgtgta. ..

koK Kk k% ckokokkk

. .ccaaccgtgaagatttaacg-AAAGTAGTACTGA|cACAGtat
..——atccgtgatgatttaacg-atAGTAGTACTGA|cACAGttt
..cc--ccgtgaagatttaacg-atAGTAGTACTGA|cACAGttt
.-—-accgtgaagatttaactgatAGTAGTACTGA|cACAGttt

kokokokokk kokokokckokkk ok kokskokokokokokkokok | kokokkkk  k

1d=323626 gene=C46C2.8 name=C46C2.8 segment=chrIV_9191245.9191317_-1 type=EN

C.Ele
C.Bre
C.Jap
C.Rem

ttgttggt|gagttgttatat. .
ttgttggt|aagatttgtcge. .
tgcttggt|acgtcttcaacc..
tcattggt|aatttcttttca..
* kokkokok *

.709..
.176. .
.121..
.184..

.—acattaatgcccattttgatTTGTTCAGgT | ATTGTTTt
.gacattaatgcaca-tttgatTTGTTCAGET ATTGTTtt
.gacattaatgcaca-tttgatTTGTTCAGET ATTGTTtt
.—acattaatacacattttgatTTGTTCAGgT | ATTGTTtt

sokckokokokokok ok skok skokokakoskokskokokokokskokskokok | ok skok sk ok ok

id=139637 gene=F53B3.5 name=F53B3.5 segment=chrX_2876629_2877379_-1 type=IN

Figure 158: CS=5.64


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9191236-9191325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153320-100153409&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106101-129106190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828171-63828261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2876620-2877387&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:193671851-193672085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:137392295-137392474&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:115295205-115295447&Track=refGene

o
[

C46C2.8

— : —Q_EF 3551

ctggttca|tttccctgtgtatgacgacaacGTGTTAGGgACATCTGCacc-aaccgtgaagatttaac-gaaagtagtactga
ctggttcgl|actccctgtgtatgacgataataTGTTAGGgACATCTGCattcatttgtgatgatttaac-gatagtagtactga
ctggttcg|attccctgtgtatgacgataaTTTGTTAGGgACATCTGCact-atccgtgatgatttaac-gatagtagtactga
ccggttcglattcecctgtgtatgacgacacgATGTTAGGgACATCTGCatc-aaccgtgaagatttaactgatagtagtactga
* kokkokok sokokkookiokokkkokioRok sk klolkookiolioRkookiokkok ok kool slolskoloskoioRok skok okl skkokokok

1d=323626 gene=C46C2.8 name=C46C2.8 segment=chrIV_9191245.9191317_-1 type=EN

C.Ele  cgGTAGtA|TGTgCCTGATGC-aaactatcctttatacaaac...339...aactttcaggta|ttcatgac
C.Bri, cgGTAGtA|TGTgCCTGATGcagatctgtcctatctataa--...239...atttttcaggtt|ttcatgac
C.Bre, cgGTAGtA|TGTgCCTGATGAAgaactatcctttctaaacaa...211...atttttcaggtc|ttcatgac
C.Rem  cgGTAGtA|TGTgCCTGATGT-ggactatcctgtctaggcaa...219.. . .atttttcaggtc|ttcatgac

skokokok ook ok ok | ook ok ok ok ok sk ok ok sk kokkk ok kk K skkokskokokskok | sokokokskokokok

id=207184 gene=C38C5.1 name=C38C5.1 segment=chrX_5560781_5561163_1 type=IN

Figure 159: CS=5.8

cacagtat
cacagctt
cacagttt
cacagttt
*kkkk ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9191236-9191325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682954-3683044&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153320-100153409&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828171-63828261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12157682-12158081&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9382694-9382992&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190454598-190454870&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2202962-2203241&Track=refGene

RS

] C46C2.8

C.Ele
C.Bre
C.Jap
C.Rem

ctggttca|t-ttccctgtgtatgacgacaacg--TGTTaGGGACATCTGcaccaaccgtgaagatttaac-gaaagtagtactga
ctggttcgla-ttccctgtgtatgacgata-—aTTTGTTAGGGACATCTGcactatccgtgatgatttaac-gatagtagtactga
-tggttcg|agttttctgtgagtgacgacaata—-TGTTAGGGACATCTGcaatccccgtgaagatttaac-gatagtagtactga
ccggttcg|a-ttccctgtgtatgacgacacga--TGTTaGGGACATCTGcatcaaccgtgaagatttaactgatagtagtactga

ook kok wok kokkokk dokskokokk %k sokok sk ok ko sk ko kb sk ok sokdokskok skokdoksoRskok ok kokokskokokskoksk ok

1d=323626 gene=C46C2.8 name=C46C2.8 segment=chrIV_9191245.9191317_-1 type=EN

C.Ele| -gtaatat--c|ctcatacttcataatgacctctctcaaaaataattactttgttTAGGTGtTCCC|caGACAaa
C.Bre ggtaattc--c|cctcagtt---tgatgacct-catc-gcaacaatgactatattCAGGTGtTCCC|TaGACAAa
C.Jap -gtaatatatt|tgccaatt---tactgacctccac--gcaacactgagtgcattCAGGTGtTCCC|TcGACAaa
C.Rem -gtaatat--c|cgt---tt---tgatgacctccatc-ccaacaataaccgtattCAGGTGtTCCC|caGACAaa

%k kK k * *  kkokkkk k% Xk X %k kK kokokokkkkkokk %k k >k ok k

id=47373 gene=CO09F12.2 name=CO9F12.2 segment=chrX_11056407_11056460_1 type=IN

Figure 160: CS=5.8

cacagtat
cacagttt
cacagttt
cacagttt
*okkkkk ok

*‘M C09F12.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9191236-9191325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153320-100153409&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106101-129106190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828171-63828261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6662385-6662455&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:20010936-20011002&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:156145548-156145615&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:116008121-116008184&Track=refGene
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Qaaaa

QaaaaaQ

Ele
Bri
Bre

.Jap
.Rem

.Ele
.Bri
.Bre
.Jap
.Rem

ctggttca|t-ttccctgtgtatgacgacaacgtGTTAGGGACAtcTGCA-ccaaccgtgaagatttaac-gaaagtagtactga
ctggttcg|a-ctccctgtgtatgacgaTAATATGTTAGGGACAtcTGCAttcatttgtgatgatttaac-gatagtagtactga
ctggttcgla-ttccctgtgtatgacgaTAATTtGTTAGGGACAtcTGCA-ctatccgtgatgatttaac-gatagtagtactga
-tggttcg|agttttctgtgagtgacgacaataTGTTAGGGACAtcTGCA-atccccgtgaagatttaac-gatagtagtactga
ccggttcgla-ttccctgtgtatgacgacacgaTGTTAGGGACAtcTGCA-tcaaccgtgaagatttaactgatagtagtactga

Hokkokok o oskiokiok skiokiolk ok kkookaioksioRskokokkokokokok ok sokokok skokokskokokkok ok skokokskoRskokokkokok

1d=323626 gene=C46C2.8 name=C46C2.8 segment=chrIV_9191245.9191317_-1 type=EN

accagtct|gcgcttacTGTATGTCttCTTAAC-———————-—- tttctaacaaaataagattt...163...tcaactgttttc
gccagtct|gecgettacTGTATGTCttCTTAACACTATTGagatcttctaat-——ataaggtt-...145.. .acgaattttctt

gccagtct|gecgecttacTGTATGTCttCTTAACA--ATTA--agtttctaac-tagcaaggtt-...181...caatatttactt
gccagtct|gegettacTGTATGTCttCTTAACA-———-— aatagctctaac-tgggaagg---...163...gtaacaatttct
accagtct|gcgettacTGTATGTCttCTTAACA----ccttagtttctaac-tagcaa——--- ...153.. .acaaatcttctt

2k ok ok ok sk ok ok | 3k ok ok 3k ok ok 3k ok ok ok ok ok ok ok ok ok %k ok ok %k ok ok %k k kK Kk *% *

1d=48279 gene=F48C5.1 name=F48C5.1 segment=chrX_11444914_11445132_-1 type=IN

Figure 161: CS=5

cacagtat
cacagctt
cacagttt
cacagttt
cacagttt
kKKK K

cttctcca
cttctaca
cttctaca
tctcttta
ttactaca

*

C46C2.8

“ F48C5.1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9191236-9191325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682954-3683044&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153320-100153409&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:129106101-129106190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828171-63828261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11444905-11445140&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15433496-15433720&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:200170-200428&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:41628783-41629019&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:33485428-33485654&Track=refGene

[ ?
, — , C46C2.8
C18C4.5
C.Ele| ctggttca|tttccctgtgtatgacgacaacgtGTTAggGACAtCTGC-accaaccgtgaagatttaac-gaaagtagtactga|cacagtat
C.Bri  ctggttcglactccctgtgtatgacgataatatGTTAggGACAtCTGCattcatttgtgatgatttaac-gatagtagtactgalcacagett
C.Bre ctggttcglattccctgtgtatgacgataatttGTTAggGACAtCTGCaCTATC-cgtgatgatttaac-gatagtagtactga|cacagttt
C.Rem| ccggttcglattccctgtgtatgacgACACGAtGTTAggGACAtCTGC-atcaaccgtgaagatttaactgatagtagtactgalcacagttt
* kokskokk sokskokskokokkokokkokkokk Kk kokokokskokskokskokokskokok ok sokkok skskokskskokskok Rk skskokskokskskokskokok | kokskokk ok
1d=323626 gene=C46C2.8 name=C46C2.8 segment=chrIV_9191245.9191317_-1 type=EN
acagagcg|gtgagtgttatt...113...--—aaa---tccgaatttccggtgggGCGGTGTCgTAATcttcgtgtgagatagtagtt———-—-—- ...1019. . .aatgttttccag|tacaatgt
acagataa|gtgagttggtta....97...--gaat---cacgaatttccggtag-GCGGTGTCaTAATcttcgtgtgagatagtagtt-—————-- ....360...ttctttttctag|ggcaatgt
acagaaag|gtaagtgtcaag....96...gccaatccatccgaatttcc-GGTAGGCGGTGTCgTAATcttcgtgtgagatagtagtt-—————--- ....395...ttctattttcag|agcaatgt
acagatcg|gtgagtatttag....85...-—gaat---tccgaatttccggtag-GCGGTGTCaTAATctTCGTGTgagatagtagtttgataaga....726...tatctattccag|agcaatgt
®ok ok ok ok Kk kkok *%k sokokokokokkokk K sokskokskokokok skokskoksk ok ok skok sk sk sk ok ok ok sk ok sk ok ok Kk okk|  kokkskokk

id=132222 gene=C18C4.5 name=C18C4.5 segment=chrV_5556008_5557216_-1 type=I5

Figure 162: CS=5.92


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9191236-9191325&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3682954-3683044&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100153320-100153409&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:63828171-63828261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:5555999-5557224&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8976264-8976814&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:1667134-1667723&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:141320133-141321045&Track=refGene

T co7A9.14

kkkkk Kk

L
tgtgacga|ttactattcccAACGCTTGGaaTGAACcaa--agtgattattaaccaatccttttctgageccaatcgaattt-———----—--- ttaaaattt----——---—---—--—-
tgtgaaga|tcactattcccAACGCTTGGaaTGAA--aattactgattataatccaatccttttctgagecec———-—- aattataaaaatt--ttgaaattt------—-——------

tgtgatga|atacttttcccAACGCTTGGaaTGAACAaa--agtgattact-tccaatccttttctgagcca---—aatttttgaatccaacaatgatttagtcagttagtgatg
tgtgaaga|ttactattcccAACGCTTGGaaTGAACAaa--agtgattatt-accaatccttttctgagcca-—-—-aatttcaggaagaaactaaaattt
sokok skokskokok ko sk ook ook ok ok ok sk ok ok ok

k% ok okkskokkk ok 3k ok ok ok ok ok ok ok ok ok 3k ok ok %k 5k k k * %ok K

ggtaatt-a
ggtatgt-g
ggtacgtca

getagge-g
*kokk

1d=296028 gene=CO7A9.14 name=CO7A9.14 segment=chrIII_9717296_9717374_1 type=EN

ttaagttgttgt-. ..
gaggagggtcat—...
tcagtagatca--...
tc-caagataatg. ..

*

id=91211 gene=ZK721.4 name=ZK721.4 segment=chrX_8778952_8780906_1 type=IN

. .—agaaccattcaacaaattgtGTTTAcCCAAGCGTTcctattcaaaacgattatge
..——gaaccattcaccaaattgtgTTTAcCCAAGCGTTccaattcaaaacaattatgt....
. .aagaaccattcaccaaattgTGTTTAcCCAAGCGTTccaattcaaaacgattatgt.. ..
. .aagaaccatccaacaaaatgTGTTTAcCCAAGCGTTccaattcaaaacgattatgt

kokckokkokk kk  kokkk kokckokskokskokokkokkokkkkckkkk kkkkkkkkk kkkkkk

Figure 163: CS=5.64

. .tacagtttcata
..tacagtttcatt
..tacagtttcatt
. .tacagtttcatt

7ZK721.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4066298-4066393&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5180944-5181042&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169477102-169477218&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137437187-137437287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8937939-8939910&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15855268-15855792&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:113443731-113444378&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:5166464-5166970&Track=refGene

T co7A9.14

EM%/VWMM T25B2.2

C.Ele
C.Bri
C.Jap
C.Rem

tgtgacga|ttacTATTCCCAacGCTTgGAATGAAccaaagtgattattaaccaatccttttctgagecaatce gaattt ttaaaattt
tgtgaaga|tcacTATTCCCAacGCTTGGAATGaaaattactgattataatccaatccttttctgageccaattataaaaattt-—————------ tgaaattt
tgtgaaga|acaaTATTCCCAacGCTTgGAATgaaacaaagtgattatt-tccaatccttatctgagecc aaattt tt--—-ttt
tgtgaaga|ttacTATTCCCAacGCTTGGAATGaacaaaagtgattatt-accaatccttttctgagecca————-—-- aatttcaggaagaaactaaaattt
sokdokok kok| ok skokskokakoRskokskokok ok ok kbR sk ok * dokiokkokk kkkokioRskoRokkokokskokskkok sokkokok * Hokok

1d=296028 gene=CO7A9.14 name=CO7A9.14 segment=chrIII_9717296_9717374_1 type=EN

C.Ele a-ctgtgag|ttag----—------ ttgaatgaaataacaaaaat----------—---- taaattaaa----TTTGTTTaGAGCTG|GGacAATg
C.Bri  a-cagtaag|tttattttatcatcttggttgaattgataa catagtaca----- TGTTCCaGAGCTG|GGatAATg
C.Jap atctacagt|ttg-—----——---- ttaatataaaaaataaaaatgtaaactttaattgcacaattta———---- ATTTaGAGCTG|GGatAATg
C.Rem a-ctgtaag|ttg-—-——---—-- tc----tgaaacctgagtatgt--—————------ cagaatttataaaaTATTTCaGAGCTG|GGatAATg

* ok *k * * * * ok kK ® kokkskokokok | kokk kskokok

1d=80961 gene=T25B2.2 name=T25B2.2 segment=chrX_6169868_6169914_1 type=IN

Figure 164: CS=5.36

tggagcac
tggttgaa
taaagaaa
tgatgaaa
* *



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4066298-4066393&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5180944-5181042&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:55801581-55801668&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137437187-137437287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11548931-11548994&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:9190182-9190250&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:78887342-78887416&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1725047-1725111&Track=refGene
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TCO7A9.14

b e

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

tgtgacga
tgtgaaga
tgtgatga
tgtgaaga
tgtgaaga
*okkokk Kok

ttactATTCcCAACgCTTGgaATGAaccaaagtgattattaaccaatccttttctgageccaatcg-—-—aattt
tcactATTCcCAACgCTTGgaATGAaaattactgattataatccaatccttttctgagccaattataaaaattt
atacTTTTccCAACgCTTGgaATGAacaaaagtgattact-tccaatccttttctgageca
acaatATTCcCAACgCTTGgaATGAaacaaagtgattatt-tccaatccttatctgagecca
ttactATTCcCAACgCTTGgaATGAacaaaagtgattatt-accaatccttttctgageca
* ok swckkokskokskokok ok kok kbR ok ok * kokokokokok sokkokkokokokok kokokskok sk ok

aatttttgaatccaacaatgatttagtcagttagtgatg

aattttt

ttt

aatttcaggaagaaactaaaattt

ok Kk k

* %k

tggagcac—
tggttgaa-
tagagaaac
taaagaaa-
tgatgaaa-
* *

1d=296028 gene=CO7A9.14 name=CO7A9.14 segment=chrIII_9717296_9717374_1 type=EN

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

caatcagg|TTATCAAGGTTGaGAGTcttgacgcttctttctgttg. .
caatcagg|TTATCAAGGTTGaGAGTcttgacgcttctttctgttg. .
caatcagg|TTATCAAGGTTGAGAGtcttgacgcttctttctgtt-. .
caatcagg|TTATCAAGGTTGaGAGTcttgacgcttctttctgttg. .
caatcagg|TTATCAAGGTTGaGAGTcttgacgcttctttctgttg. .

3k >k 3k ok 5k 3k 3k 3k | 3k ok 5k >k 5k >k 3k 3k >k 3k >k 3k >k >k 3k 5k 3k >k 3k >k 5k %k >k 3k >k 3k %k >k %k >k %k %k %k %k >k k

.2063. .
.1559..
.2735..
.1286. .
.2038..

*k

.caaacttttagg|ttatgaac
.attatttacagg|taatgaat
.cctaattccagg|taatgaat
.tcctgttccagg|tgatgaac
.catgttttcagg|taatgaat

kokok |k kokokkk

1d=104739 gene=F16B3.1 name=egl-2 segment=chrV_1295417_1297528_-1 type=IN

Figure 165: CS=5

egl-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4066298-4066393&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5180944-5181042&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169477102-169477218&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:55801581-55801668&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137437187-137437287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:1295408-1297536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:1147228-1148852&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:4262176-4264975&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:143995279-143996630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:88347763-88349866&Track=refGene
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T c07A9.14

tgtgacga|ttactattcccaacgcttggaatgaaccaaagtgattattaaCCAATcCTTTTCTGAGCCAATcgaatttt———————--- taaaattt|tgg
tgtgaaga|tcactattcccaacgcttggaatgaaaattactgattataatCCAATcCTTTTCTGAG-———- ccaattat------—---- aaaaattt|tga--------- aattttggttgaa
tgtgatgalatacttttcccaacgcttggaatgaacaaaagtgattactt-CCAATcCTTTTCTGAG-———- ccaaatttttgaatccaacaatgatt|tagtcagttagtgatgtagagaaac
tgtgaaga|ttactattcccaacgcttggaatgaacaaaagtgattatta-CCAATcCTTTTCTGAG-—---- ccaaattt-----—-- caggaagaaac|taa——-----—- aattttgatgaaa
sokokkok kok|  kokokskokokokskokskokokkokskok sk ok sk ok ok ok * kokokokkok skokok sk ok ok ok ok ok ook ok sk ok ok * Kk ok K *k *

1d=296028 gene=CO7A9.14 name=CO07A9.14 segment=chrIII_9717296_9717374_1 type=EN

C.Ele| tgataaag|gtaagtcgattt...186...-—--- ccgagaaaattgtgtaaaatATTGGTaTTCAG|AAAGTTGg
C.Bri, tgatcaag|gtacttatacaa....b59...gattcaactccaaa aaaatc TTCAG|AAAGTTGg
C.Bre tgataaaa|gtgagaaacttc....57...---—- aaatacaaaaaatgaaaaaa--—-—-—--- TTCAG|AAAGTTGg
C.Rem tgataaag|gtgagaaatcgc...225...gttttttcaacaac aaaaac TTCAG|AAAGTTGg

kkkk kk | k% *% kK% kK %k ok 5k | %k %k ok %k ok k k k

id=75885 gene=F56A6.2 name=hum-7 segment=chrI_591308_.591537_-1 type=IN

Figure 166: CS=6.84
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4066298-4066393&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5180944-5181042&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169477102-169477218&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137437187-137437287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:591299-591545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7252166-7252278&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:163321463-163321573&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37821116-37821394&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

.Ele

Bri
Bre

.Jap
.Rem

tgtgacga|ttactattccCAACgcTTGGAATGaaccaaagtgattattaaccaatccttttctgageccaatc----gaattt-—————----- ttaaaattt-----———------—- tggagcac-
tgtgaaga|tcactattccCAACgcTTGGAATGaaaattactgattataatccaatccttttctgageccaattataaaaattt———-——-—----- tgaaattt-———------—----—- tggttgaa-
tgtgaTGA|AtACTTTTccCAACgcTTGGAATGaacaaaagtgattact-tccaatccttttctgagecca———----- aatttttgaatccaacaatgatttagtcagttagtgatg|tagagaaac
tgtgaaga|acaatattccCAACgcTTGGAATGaaacaaagtgattatt-tccaatccttatctgageccca————---- aattttt ttt taaagaaa-
tgtgaaga|ttactattccCAACgcTTGGAATGaacaaaagtgattatt-accaatccttttctgagcca————----- aatttcaggaagaaactaaaattt------———------- tgatgaaa-
sokkokok Kok ok ok skokoskokskokakskokskokok ok koK ok ok * kokskokokok sokkokokokokokok Kok oKk KKKk Hokkokok *okok * *
1d=296028 gene=C07A9.14 name=C07A9.14 segment=chrIII_9717296_9717374_1 type=EN
aagtattc|ggtatgttttag...1809...cctactatcagtttgccataCATTCCAGaaGTTG-——-—---————- aagaggtctagaattgtgtt-————- ...79...gaataattttca|ggaacgtc
aagtattc|ggtaagaaaatg...2430...tcaactatcagtttgccataCATTCCAGaaGTTG aagaggtt tttagggaaaaa...35...agttgtttttca|ggaacgcc
aagtattc|cgtaagttgact...1240...ccaacaatcagtttgccataCATTCCAGaaGTTGaAGAGGTttTTCAataggctaat-—-tttgaaaaaa--...33...atctttttttca|ggaacgtc
aagtactc|ggttagtgccct...1245. . .gccaccaccagccttccctaCATTCCAGaaGTTG———--—--—-———- aagaggttaca---tttggggca---...40...acaactttttca|ggaacgcc
aagtattc|ggttagttttgg...2708...ccaactatcagtttgccataCATTCCAGaaGTTG———----————- aagaggttaaaagggttggg—————- ...75...tcattattttca|ggaacgtc
sokokokk kok| Rk ok K kk ok ckkok ok kk skokokokokskoRokokokoskokok ok ok Kk Kook * sokokokokok | dokokokokok 5k

id=67385 gene=T17H7.4 name=pat-12 segment=chrIII_735623_737588_-1 type=IN VIEW

Figure 167: CS=5



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4066298-4066393&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:5180944-5181042&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:169477102-169477218&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:55801581-55801668&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:137437187-137437287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:735614-737596&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:1731424-1733983&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:48355901-48357281&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:12245225-12246604&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:138297169-138300046&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:735622-9717375
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.Bri
.Bre
.Jap
.Rem

tgactgcg|gtgacgatcaactcttacctactatgacaaaaacaatggttagacgTTACtCGTACtGTCTGagcagttttg|tttttttt
tgactgct|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgTTACtCGTACtGTCTGagcagttttg|ctgttttg
ccgectget|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgTTACtCGTACtGTCTGagcagttttg|ctattttg
acgctgcg|ttgacgat-ttatcttacctacaaagacaaatacaatggttagacgTTACtcGTACtGTCTGagcagttttg|tcattttg
ccgetget|gtgacgat-aaaccttacctactatgacaaaaacaatggttagacgTTACtCGTACtGTCTGagcagttttg|ctattttg
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id=47843 gene=H09I01.2 name=H09I01.2 segment=chrIV_8253080_8253151_1 type=EN

ggtatggalaatcatgcaTAGACGTATGtGTAA-gatgtagacaga--tttagatt——-
ggtatggalaatcatgcaTAGACGTATGtGTAAgaatgtag---ga--tttagaggat-...
ggtatggalaatcatgcaTAGACGTATGtGTAA-gaagtagaaagagtgttaga
ggtatggalaatcatgcaTAGACGTA--TGTAA------ aaaaggagtgttgcctagtg
ggtatggalaatcatgcaTAGACGTATGtGTAA-gatgtagtgaga--tttagtca——-

skokskokkokok | skokskokok ok skoksk ok kok sk ok ok

%ok ok kK * *% *%

L.01227. .
.448. .
...267..
L..1411. .
....149..

.ttcagatggctt
.ttcagatggctt
.ttcagatggcectt
.ttcagacggctt
.ttcagatggctt

ccaacgtg
ccaacgtg
ccaacgtg
caatcgceg
ccaacgtg
sokokokokok kokdkokok [k ok Kok K

1d=36241 gene=F23B12.4 name=F23B12.4 segment=chrV_14443367_14444649_1 type=IN

Figure 168: CS=6.3

H09101.2

F23B12.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9240625-9240713&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4799120-4799207&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134410272-134410359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:65585860-65585947&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101347960-101348047&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6474910-6476209&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12190814-12191334&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99949375-99949714&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:125145977-125147458&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140360033-140360254&Track=refGene
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M F31F6.8

C.Ele tgactgcg|gtgacgatcaactcttacctactatgacaaaaacaatggttagacgttactcGTACTGTCtgAGCAGttttg
C.Bri, tgactgct|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgttactcGTACTGTCtgAGCAGttttg
C.Bre  ccgctgct|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgttactcGTACTGTCtgAGCAGttttg
C.Rem ccgctgct|gtgacgat-aaaccttacctactatgacaaaaacaatggttagacgttactcGTACTGTCtgAGCAGttttg

““““ gagaggtg
——————— gataagta
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id=47843 gene=H09I01.2 name=H09I01.2 segment=chrIV_8253080_8253151_1 type=EN

tttgtagagaattgac--cacgagttggttctt-TTGTTGACAatGTGCatt---gggtgtttggtttcgga...1854..
tttgtggagaagtgac-—-cacggggt-actct--TTGTTGACAgtGTGCactgtggggtgtttggtttec——-...1322..
tttgaagag--ttgac--cacgagttgactctttTTGTTGACAatGTGCatt---gggtgtttggtttcgga. .. .542..
tttgtagag--ttgaccacacgagttgactcgttTTGTTGACAatGTGCact---gggtgtttggtttcgga. .. .. 97..
skkk kokk kkokk okokkok ok ok kk skokskokokskokskok skokskokskok sk skokakokokskokokokokskokok ok

id=52294 gene=F31F6.8 name=F31F6.8 segment=chrX_14876335_14878266_1 type=IN

Figure 169: CS=6.12
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.aggttgatcaag|ctcttcgt
.aggttgatcaag|cacttcgg
.aggttgaccaag|ctctccga
.aggtagaccaag|cccttcga
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9240625-9240713&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4799120-4799207&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134410272-134410359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101347960-101348047&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2840579-2842527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18283971-18285385&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:8084507-8085149&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:69489181-69489373&Track=refGene
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C.Bri
C.Bre
C.Jap
C.Rem

QaQaa

tgactgctgtgacgataatccttacctactatgacaaaaacaatggttagacgttactcgtacTGTCTGAGCagTTTTGCTgTTTTg
ccgctgetgtgacgataatccttacctactatgacaaaaacaatggttagacgttactcGTACtGTCTGAGCAGTTTTgctattttg
acgctgecgttgacgatttatcttacctacaaagacaaatacaatggttagacgttactcGTACtGTCTGAGCAGTTTTgtcattttg
ccgctgetgtgacgataaaccttacctactatgacaaaaacaatggttagacgttactcGTACtGTCTGAGCagTTTTgcTATTTTg

sokkk  kokokskokskok sokokokokokokokok ok kskokokokok  skokokokokokskokskokskskokskoksk sk sk sk skokokskokskokskokskskokskokokokokok skokokokok

id=47843 gene=H09I01.2 name=H09I01.2 segment=chrIV_8253080_8253151_1 type=EN

.Bri  tcagttgggtgagt----- ttttga-aatctacagatcagaatcattg-—-GAAAAGTGAAAAAGCTTacAGACGtttcc
.Bre| tcagctgggtgagt-—--- ttctag-—--- tggaattagagattactgaaaacta-—-AAAAAGCTTTCAGACGTGTca
.Jap| tcagttgggtgagtaacaagttgaacaattt----------- tcgetttgacgtatcaAAAAAGCTTTCAGACGTGTcg
.Rem tcaattgggtgagt----- ttttgagaatct--agaacaggatcgtttga-—AGAATAAAAAAGCTTacAGACGTGTca
Kok koskokskokkokokok * * * % * skoksokkokkdok skokkokkokk Kok

id=11114 gene=F26D11.11 name=let-413 segment=chrV_7976600_7976655_-1 type=IN

Figure 170: CS=5.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4799120-4799207&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134410272-134410359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:65585860-65585947&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101347960-101348047&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5441014-5441085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:157552802-157552868&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:19317291-19317359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21302919-21302989&Track=refGene

H09101.2

Y38C1AB.4

C.Ele tgactgcg|gtgacgatcaactcttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG|Tttttttt
C.Bri tgactgct|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG|cTGTTTtg
C.Bre  ccgctgct|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG|cTATTTtg
C.Jap acgctgcg|ttgacgat-ttatcttacctacaaagacaaatacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG|TcATTTtg
C.Rem ccgctgct|gtgacgat-aaaccttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG|cTATTTtg
sokdok | kkokskokskok sokskokstokskoksk ok kokokokokok kokokskoiok okl okt skt skoksk ok okl ok sk ok sk ko skok sk ok sk ksk ook ok Hokokok

id=47843 gene=H09I01.2 name=H09I01.2 segment=chrIV_8253080_8253151_1 type=EN

C.Ele agcagcag|gtagacagaaat...282...-———-—- atcacatcccaaataagtatATGAGtATTGCgAGACaGGTA----——-—----—- aaaactcatcccttttgttg...241...aaaatcttccag|ggaggagce
C.Bri, agcaacag|gttggtttcagc....63...agaatcatcacattccgaatAAATAtaTGAGcATTGCgAGACaGGTAacctctaaccaggacgagtt-——————-----—- ...121. . .gctatctttcag|ggtggage
C.Bre  aacaacag|gtatgttttgat....78...agaatcatcatattccaaatAAGTAtaTGAGcATTGCaAGACaGGTA------ acagaaaacaagttttccct--—-———- ...108...ctgaatttccag|ggaggagc
C.Jap agcaacag|gttagtcgtaaa...127...agaaccatcacattccgaatAAGTatATGAGCATTGCgAGACaGGTA-——-—-——-—- aaaaaaaaacaacaacttga---...174...acaattttacag|ggaggaac
C.Rem aacagcag|gttggtatcttt....83...agaatcatcatattccaaatAAATAtaTGAGCATTGCgAGACaGGTA-——---— acag--aacgagatttcccttt--—--- ...100...agtattttgcag|ggaggage

* Rk kokok | ko skokk kk ok skokskoksk kokokskokskokk kskokskok kokskokskokoksk ok * % *kk okokk Rk kkk K

1d=121776 gene=Y38C1AB.4 name=Y38C1AB.4 segment=chrIV_6704_.7311_1 type=IN VIEW

Figure 171: CS=5.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9240625-9240713&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4799120-4799207&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134410272-134410359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:65585860-65585947&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101347960-101348047&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:17486465-17487089&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5054380-5054671&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:55897294-55897587&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:54837185-54837593&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:47960146-47960436&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6704-8253152
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¥ kk o okkk

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

gtagacagaaat. .
gttggtttcage. ..
gtatgttttgat...
gttagtcgtaaa. .
gttggtatcttt. ..

*%

tgactgcg|gtgacgatcaactcttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG
tgactgct|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG
ccgectget|gtgacgat-aatccttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG
acgctgecg|ttgacgat-ttatcttacctacaaagacaaatacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG
ccgectget|gtgacgat-aaaccttacctactatgacaaaaacaatggttagacgttactcgTACTGTCTgaGCAGTTTTG
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id=47843 gene=H09I01.2 name=H09I01.2 segment=chrIV_8253080_8253151_1 type=EN
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1d=45991 gene=Y38C1AB.8 name=frm-5 segment=chrIV_40568_41175_-1 type=IN VIEW

Figure 172: CS=5.4
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TcATTTtg
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Hokokok

.282. .. —————- atcacatcccaaataagtatATGAGtATTGCgAGACaGGTA----——-—-——-—- aaaactcatcccttttgttg...241..
.63...agaatcatcacattccgaatAAATAtaTGAGcATTGCgAGACaGGTAacctctaaccaggacgagtt-—————-—-——------ L1210
.78...agaatcatcatattccaaatAAGTAtaTGAGcATTGCaAGACaGGTA------ acagaaaacaagttttccct----—-—-—- ...108..
.127. . .agaaccatcacattccgaatAAGTatATGAGCATTGCgAGACaGGTA-—-———-—-——-— aaaaaaaaacaacaacttga---...174..
.83...agaatcatcatattccaaatAAATAtaTGAGCATTGCgAGACaGGTA------ acag--aacgagatttcccttt-—---—- ...100..

.aaaatcttccag|ggaggagc
.gctatctttcag|ggtggage
.ctgaatttccag|ggaggagc
.acaattttacag|ggaggaac

.agtattttgcag|ggaggagc

k  kk okckok|kk kkk Xk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9240625-9240713&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4799120-4799207&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134410272-134410359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:65585860-65585947&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:101347960-101348047&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:40559-41183&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5054380-5054671&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:55897294-55897587&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:54837185-54837593&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:47960146-47960436&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:40567-8253152

. TF54E7.11

4 ceh-34

C.Ele| tttagttc|cacttatttttc...49...gttgttactctgccacacgtGTACtGGTAtcATGCtGTATgTGTTCcaaagattttacaaacaa-ttttca|ggcgtgag
C.Bri attagttc|cacttgttatct...60... gccacacgtgtactggctttATGCtGTATgaGTTCcaaagatc-tacgaacaa-ttttca|ggecgtgag
C.Bre aaatattc|cattgattaact...61... --gccacacgtgtactggcttcATGCtGTATgaGTTCcatagatt-tacgaacaatttttca|ggcgtgag
C.Rem ataggccc|cacttatttctt...62... gccacacgtgtactggctttATGCtGTATgaGTTCcaaagatt-tacgaacattttttca|ggegtgag

*|kk ko kK sokokskoskokskokkokskokokskokok ok kokskokskokokskokok kokokokokok kokoksk  kokok skokskok skskokkokok | skokoskokok ook ok

1id=64095 gene=F54E7.11 name=F54E7.11 segment=chrIII_5679700_5679830_1 type=EN

ctcgatag|gtgagtatggtc...795...--—acacgatcctgtcgcggct cGAACAATACGCATTGTTcGTGTtgtt--ggecggagatcctctte————————- ...150...tctatgtttcag|aagctccg
ttggatag|gtgagtatggtc...324...---cgtcacttcggctgctacccGAACaATACGCAT--—-----— tgttcgtgtaggtgecgecg———-—------ ...371...agtaatttccag|aagctctg
ctggatag|gtaagcatggtt...417...ttgacacgat--tgtcggctcc-GAACaATACGCAT tgtt ccttctccgaagaaga...121...cccctttttcag|agactctg
ctcgacgg|gtgagtatggtc...348...-—-acacgatcgcgtcgggtacaGAACaATACGCAT-—---—--- tgttccggtgg-gatccttgt-—————----- ...140...aatttatttcag|aagctccg
® Rk ok [kk kR kokskokok * kK % koK ok ok sk ok sk ok ok ok KoKk * Kk kokk |k kkok ok

id=57825 gene=C10G8.6 name=ceh-34 segment=chrV_5315859.5316889_-1 type=IN

Figure 173: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8103842-8103989&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055511-3055657&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493595-32493743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21243742-21243891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:5315850-5316897&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:662477-663265&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37049636-37050267&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:128105147-128105728&Track=refGene

[ TF54E7.11

h/m ceh-34

C.Ele tttagttc|cacttatttttc...39...tggtagataagttgttactcTGCCacACGTGTACTGGTATCAtgctgtatgtgttccaaagattttacaaaca-attttcalggegtgag
C.Bri, attagttc|cacttgttatct...39...tggtataatgattgttcctcTGCCacACGTGTACtggctttatgctgtatgagttccaaaga-tctacgaaca-attttca|ggegtgag
C.Bre aaatattc|cattgattaact...40...tggtagataagacgttcctcTGCCacACGTGTACtggcttcatgctgtatgagttccataga-tttacgaacaatttttca|ggecgtgag

C.Rem ataggccc|cacttatttctt...41...tggtagatgagtcgtccctcTGCCacACGTGTACtggctttatgetgtatgagttccaaaga-tttacgaacattttttcalggegtgag
*|kk koK sokokkok ok Kk skokskokskokskskokskokskokokokokokokkok ok kskokakskokskokakok skokskokokok skokok sk skskok kokokok skokakokokok | skokokokskok ok ok

1id=64095 gene=F54E7.11 name=F54E7.11 segment=chrIII_5679700_5679830_1 type=EN

C.Ele agtctgac|gtaagttgagat-——--—----- ccttgaagca-—---- acaactcgg-——-—----- gaaagctcgggttacgatcttcttTGGTaATTGTATACGTGGCAacgcgacaccgatggggegg. . .498. . .ttgaatttccag|agcaacca
C.Bri agcttgac|gtaagttgagacttcgtgtgtctggaggcaggagacacaactcgg-—————---—--- gatctcgggttacgatcttctttggtaattGTATACGTGGCAacgcgacaccgatggggegg. . .202. . .aaatatttccag|agctacca
C.Bre  agcttgac|gtaagttgagacatcgggtgtctggagcca—————- acaactaggggggcgaagagatctcgggttacgatcttctttggtaattGTATACGTGGCAacgcgacaccgatgtgggte...316. . .tcacattttcag|lagctacta
C.Rem agcttgac|gtaagttgagacttcgtgagtctggaggca—————- acaactcgga----gaagagatctcgggttacgatcttctttggtaattGTATACGTGGCAacgcgacaccgatgggegge. . .350. . .cagcacttacag|agcaacta

kk  kokokok | kokokok kok koK ok kk k% kk  kk kokkkkk kxk 3k 3k ok ok ok ok 3k ok 3k ok 3k ok ok 3k >k 3k >k 3k ok 3k %k ok 3k >k 3k >k 3k >k 5k %k >k 3k ok 3k ok >k %k ok >k >k >k >k sk k sk kok kkkkkkk kK k kk kkk|kkk kk *k

id=57817 gene=C10G8.6 name=ceh-34 segment=chrV_5318781.5319385_-1 type=IN

Figure 174: CS=5.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8103842-8103989&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055511-3055657&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493595-32493743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21243742-21243891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:5318772-5319393&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:664850-665187&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37051608-37052063&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:128107292-128107777&Track=refGene

v

tttagttc|cacttatttttc...39..
attagttc|cacttgttatct...39..
aaatattc|cattgattaact...40..
ataggccc|cacttatttctt...41..

k| k% * kX%

.tggtagataagttgttactcTGCCACACGTgTACTggtatcatgctgtatgtgttccaaagattttacaaaca-attttca|ggecgtgag
.tggtataatgattgttcctcTGCCACACGTgTACTggctttatgctgtatgagttccaaaga-tctacgaaca-attttca|ggecgtgag
.tggtagataagacgttcctcTGCCACACGTgTACTggcttcatgectgtatgagttccataga-tttacgaacaatttttca|ggecgtgag
.tggtagatgagtcgtccctcTGCCACACGTgTACTggctttatgectgtatgagttccaaaga-tttacgaacattttttca|ggecgtgag

*kkkk ok Kk skokokokokokokskokokskokokokokokokokkk ok skokokskokokskokokk kokskokokk  kskck k okckk kdkokk  kokskokoksk | kokokokkokok ok

id=64095 gene=F54E7.11 name=F54E7.11 segment=chrIII_5679700_5679830_1 type=EN

tcgtcatt|gcaggttttgtt...377..
tcgtcatt|gcaggttttgtt...276..
tcgtcatt|gcaggttttgtt...301..

tcgtcatt|gcaggttttgtt...350..
koK ko ok ok | ook ok ok sk sk ok ok sk ok

.attagcagtcggtaaccgtaGGTAACGTGTaGGCGt--tgtatacatgtcgaaaact. .
.attagcagccggtaaccgtaGGTAACGTGTgGGCGt--tgtgtacatgtagaaaact. .
.attagcagccggtaaccgtaGGTAACGTGTgGGCGttgtgtatacatgtcgaaaa—. .
.attagcagccggtaaccgtaGGTAACGTGTgGGCGt--tgtgtacatgtcgaaaact. .

kokskokokokokk kokskokokokokckokkokkokskkokkokkkk kkckkk  kkk kkkkkkk kkkkk

.1155..
.1545. .
.1071..
..649..

id=316316 gene=T27F2.2 name=T27F2.2 segment=chrV_11635355.11636965_-1 type=IN

Figure 175: CS=6

.ccaaaaatgttt|ataggaaa
.taataccaattt|ccaggaaa
.aattttattttt|ccaggtaa
.acgttttcattt|tcaggaaa

k%%

clPF54E7.11

T27F2.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8103842-8103989&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055511-3055657&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493595-32493743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21243742-21243891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11635346-11636973&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6620597-6622513&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109866788-109868255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126570401-126571495&Track=refGene

TF54E7.11

aQaaQaa

.Ele
.Bri
.Bre
.Rem

tttagttc|cacttattttte. ..
attagttc|cacttgttatct...
aaatattc|cattgattaact...
ataggccc|cacttatttctt...

*[kk k  kk

* kkkokk 3k

..gctggtagataagttgttacTCTGCcACACGTGTACTGGtatcatgectgtatgtgttccaaagattttacaaaca-attttca|ggegtgag
..ggtggtataatgattgttccTCTGCcACACgtGTACTGgctttatgectgtatgagttccaaaga-tctacgaaca-attttca|ggegtgag
. .gatggtagataagacgttccTCTGCcACACgtGTACTggcttcatgectgtatgagttccataga-tttacgaacaatttttca|ggegtgag
. .gegtggtagatgagtcgtcccTCTGCcACACgtGTACTGgctttatgectgtatgagttccaaaga-tttacgaacattttttcalggegtgag
sk skokskokskokskokkskokkokkokokokokkok K skskokskokokskokskok skokskokakok koksk sk kR skokokok skokskokakok | skokokskok ok ok ok

id=64095 gene=F54E7.11 name=F54E7.11 segment=chrIII_5679700_5679830_1 type=EN

acggcagg|taaatttgaatt. ..

acggcagg|tgagtcagttat. .

gcagcagg|tcagtccttttt. ..
aatgcagg|tgaggattttga. ..

kkkkk|k ok

.945. .
.1093. ..
.575..
.824..

.actgtgcgecgec-gec---gagagccCTGGTGGTGCGTGTGCGGAagaggacgcggaaaattgtt. .
ac---gcgggc-gectctgtgegeca-—--CGGTGCGTGTGCGGAagaggacgcggaaaattttg. .

.-cgtgatggactgcgcagaaa—————--- GGTGCGTGTGCGGAaaaggacgcggaaaactgtt. .
.acgtgatgaactgegeggeg——————-- CGGTGCGTGTGCGGAagaggacgcggaaaattgtg. .
* * ok kk ok srokokokskokkkokokokokok ok kokokskokokkokokkokok ok ok ok

.3019..
.1594. .
.1652..
.1347..

id=176048 gene=C24A1.2 name=C24A1.2 segment=chrIII_709232_713278_1 type=IN VIEW

Figure 176: CS=5.52

.aaaaattgcaga|tgctacgc
.attaatttcagaltgccaccc
.ttaagttacaga|tgttaccc
.ttatgtttcaga|tgctacac
ok kkokok|kok Kk X

C24A1.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8103842-8103989&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055511-3055657&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493595-32493743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21243742-21243891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:13070394-13074457&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:1789024-1791806&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:145889703-145892024&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:10754265-10756531&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:709232-5679831

>
[ —————

- unc-

C.Ele tttagttc|cacttatttttc...32...--aataagctggta-gataagttGTTAcTCTGcCACACGTGtactggtatcatgctgtatgtgttccaaagattttacaaaca-attttca|ggegtgag

C.Bri, attagttc|cacttgttatct...30...acaaataggtggtataatga-TTGTTccTCTGcCACACGTGTactggctttatgectgtatgagttccaaaga-tctacgaaca-attttca|ggegtgag

C.Bre aaatattc|cattgattaact...38...--—--——- gatggta-gataagacgttccTCTGcCACACGTGTactggcttcatgetgtatgagttccataga-tttacgaacaatttttca|ggegtgag

C.Rem ataggccc|cacttatttctt...39...-—-——-—- ggtggta-gatgagtcgtcccTCTGcCACACGTGTactggetttatgetgtatgagttccaaaga-tttacgaacattttttca|ggegtgag

*[kk ok kx K ORKkRK KK K KK RRRRRRRRRRRRRRRRRRRK K RRRKRRRRRK RRKRKK kKK K KoKk RoKkK KRRk | KoKk sk Kok K

1d=64095 gene=F54E7.11 name=F54E7.11 segment=chrIII_5679700_.56679830_1 type=EN
C.Ele cgcactat|cgcaaagtaagtgt--———- gtaaaaaataggtgaca gaaaatgcatgtgaga--—------ gttacgtCATGaaTGTGCAGAtTAGT---tgaaagagtcgggcttcacc....50...agtttgagttat
C.Bri tgcactat|cgcaaagtaagtgctctaggggaaaaaactggaaatatggtgtggttgggeggeggggegtttaggatgecatggaagatgaggegtggtgacgACATGaaTGTGCAGAttAGTGAaaaggggggtcaggacaaac—...102. . aagtagttttcg
C.Bre tgcactat|cgcagagtgagtgctt--gtgaaaaaagtgggggatc———————--—----—- gagagga--——-— aggatgcatggaaaatgagcggggtgacgGCATGaaTGTGCAGA--ttagccaaaaggggtcaaac————-—- ....70...aaaagttgtttg
C.Rem tgcactat|cgcagagtaagtgctgaaaagaagaaaa----aaacg-——-—-—--—-—--—-- agaggattttcgggatgaatgaaagatga-ggtggtgacgGCATGaaTGTGCAGA--ttagtcgaaaagggtcaggg—————-— ....49.. .ggaaaagttttt
skokk Kok kokkok * ok kkk * sk kkk ok k Hk kokokskokokokskokskokkokok sk okok * kkk *k

ok %k %k kK k

1d=13867 gene=T10A3.1 name=unc-10 segment=chrX_7274343_7274497_-1 type=IN

Figure 177: CS=5.52

TF54E7.11

10

tttcagtg
tttcagtg
ttacagtg
tttcagtg

)k kkkkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8103842-8103989&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055511-3055657&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493595-32493743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21243742-21243891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7274334-7274505&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:12586002-12586265&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:134520837-134521041&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148366570-148366754&Track=refGene

TF54E7.11

aQaaaa

.Ele
.Bri
.Bre
.Rem

Kk kk Kk

tttagttc|cacttatttttc...32...-————- aataagctggtagataagttGTTAcTCTGCCACACGTGTactggtatcatgectgtatgtgttccaaagattttacaaaca-attttca|ggegtgag
attagttc cacttgttatct...S?... ——————————— ggtggtataatgattgttccTCTGCCACACGTgtactggectttatgetgtatgagttccaaaga-tctacgaaca-attttca|ggegtgag

aaatattc

cattgattaact...38...-—————--———- gatggtagataagacgttccTCTGCCACACGTgtactggcttcatgectgtatgagttccataga-tttacgaacaatttttca|ggegtgag

ataggccc|cacttatttctt...28. tgatgttaataggtggtagaTGAGTCGTCCcTCTGCCACACGTgtactggctttatgctgtatgagttccaaaga tttacgaacattttttca|ggcgtgag
® |k ok kok * kokdokk ok wokokkolklokiolkolokiolioRkolskok ok okiolaioRskolokok ookl doksk ok skakok kokokok skokokskokok [ sokokokokokokok

gtcacgat
gtaacaat
gtgacaat
gtcacaat

id=64095 gene=F54E7.11 name=F54E7.11 segment=chrIII_5679700_5679830_1 type=EN

agaacgatacttggcagtttgtcatccaaaaagcagtaaaaACATGTGTGGtcCAGGtaTGAT-—-—--—-———-—-—— tcacatgcagacctaattta....
tgaacgatatttggcagtttgtcatccgaaacgaagcaaaatgATGTGTGGacCAGG————----— taaagggattcctg-———- gaactc———--- e
tgaacgatatctggcagtttgtcatccgaaacgaagcaaaatgATGTGTGGacCAGG———————-—-————- tagatttttg-atgagggttt-—————- e
agaacgttatctggcagtatgtcatccgaaacgaagcaaaatgATGTGTGGacCAGGtaGGGCGAttCTCGgaactattgtttctaaacat———--- e

kokskokk kk  kokckokckckk kokoskkkkkk kkk ok kk kkokk  kkokkkkkk kkkkk

id=171023 gene=C30B5.5 name=C30B5.5 segment=chrII_6206345_6206535_-1 type=IN

Figure 178: CS=5.8

. .aggtcagtaaac|aattccat
..aggtcagtgagc|atagtagt
..aggtcagtgagc|aactcaaa
. .aggtcagtgagc|aaagtgat

kkkkkkkk k k|k

C30B5.5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8103842-8103989&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055511-3055657&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493595-32493743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21243742-21243891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:6206336-6206543&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:5821209-5821414&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:49415681-49415883&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:16147269-16147477&Track=refGene

BE

F55A11.10

?I_O gnrr-1

gttagcag
atcagcag
atcagcag
atcagcag

% skokokokok

C.Ele tatcgagc|ggtgatGAATGCcACGTATTgcTCTGacacctcttatgttageggt—...34...ctgagctctttt|gagettca

C.Bri gacagagc|ggtgatGAATGCAcgTATTgcTCTGAcacctcttatgttageggta...33. . .ctgagctctttt|gaagetct

C.Bre ttacgagc|ggtgatGAATgCACGTATTgcTCTGacacctcttatgttageggt-...34...ctgagctctttt|gaagtttt

C.Rem acccgagc|ggtgatGAATGCAcgTATTgcTCTGAcacctcttatgttageggta...33. .. .ctgagctctttt|agactatt

sk ok | skok ok ok sk ok ok ok ok sk o ok ok ok o sk ok ok ok R sk sk ok ok ok o ok ok ok ok sk ok ok ok ok oK koK ok ook ok ok Kok
id=220354 gene=F55A11.10 name=F55A11.10 segment=chrV_11782973_11783063_1 type=EN

gtga gatttttttt::::::ccctttcctataatctatcctatttcttgtaatttcctttCAGAAATGTcCATTC---ttcttcag|aaatcaag
gtaa R atactatcatttccttttct-——-—---—----- TCAGAAATGTGCATTC---ttcttcag|aaatcaag
gtaa R ctaatatctttcctttttctt-———---—---——- CAGAAATGTGaATTC------ ttcag|aaatcaaa
gtaattataaagttaattggtcaattatcttt::::::aaaattcccaaaaaattcccgatttcccaat-———-—-—--—-—- TCAGAAATGTGCATTCctcttcttcag|aaatcaga
*k K * % * kkkk sokkkkokRkk kKKK kKoK ok | Kok koK K

1d=197158 gene=F54D7.3 name=gnrr-1 segment=chrI_4803274_4803991_1 type=IN

Figure 179: CS=5.96



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9136496-9136603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9236327-9236434&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84254861-84254968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22407487-22407594&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10268421-10269155&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:4266003-4266097&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:94873542-94873629&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:87262629-87263849&Track=refGene

D
[

Ulo

F55A11.10

M\EM\_/_\A:? let-413

aQaaQaaQ

QaQaa

.Jap
.Rem

.Bri, gacagagcggtgatgaatgc...41...gtgccgcgatgagtccaattGGATCTCTGAGCTCTTTT-gaagctct———-

.Bre ttacgagcggtgatgaatgc...46...--—-—— gcgatgagtccactaggatcTCTGAGCTcTTTTgaAGTTT-—--—

.Jap tcctgagcagtgacgaatgc...46...--———— gctgtgattccaactggatcTCTGAGCTCTTTTG-—-—— tttccgt

.Rem acccgagcggtgatgaatgc...46...-—--- gcgatgagtccacttggatcTCTGAGCTcTTTTAgactatt -----

sokkok kokokk  kokokokokok Kk kokk kokkokskokskoskokskokskokokskoksk ook ok ok ok
1d=220354 gene=F55A11.10 name=F55A11.10 segment=chrV_11782973_11783063_1 type=EN

.Bri tcagttgggtgagt----- ttttga-aatctacagatcagaatcattggaaaagtg--AAAAAGCTtaCAGACGTTTcc

.Bre| tcagctgggtgagt-—--- ttctag-—--- tggaattagagattactg-—-—-AAAACTAAAAAAGCTttCAGAcgtgtca
tcagttgggtgagtaacaagttgaacaattt-——----—---—-- tcgetttgacgtatCAAAAAAGCTttCAGAcgtgtcg
tcaattgggtgagt-—--- ttttgagaatct——agaacaggatcgtttgaagaa——TAAAAAAGCTtaCAGAcgtgtca
Kok koskokskokkokokok ssckkokokskokk okkokokdkok koK

id=11114 gene=F26D11.11 name=let-413 segment=chrV_7976600_7976655_-1 type=IN VIEW

Figure 180: CS=5.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9236327-9236434&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84254861-84254968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:112848494-112848601&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22407487-22407594&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5441014-5441085&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:157552802-157552868&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:19317291-19317359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21302919-21302989&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7976599-11783064

F 7
[ ]
C.Bri gacagagcggtgatgaatgc...41...-———- gtgccgegatgagtccaattGGATCTCTGAGCTCTTttgaagetct
C.Bre  ttacgagcggtgatgaatgc...36...tttccgtgeccgegatgagtcCACTAGGATCTCTGAGCTCTTttgaagtttt
C.Jap  tcctgagcagtgacgaatgc...41...-———- gtgccgetgtgattccaactGGATCTCTGAGCTCTTttgtttccgt
C.Rem acccgagcggtgatgaatgc...36...tttccgtgccgcgatgagtcCACTTGGATcTCTGAGcTCTTttagactatt
sokkok kokokk kokokokokok skokkokokok  koksk kokkokskokskokokskokskokokskokok sk Rk ok
1d=220354 gene=F55A11.10 name=F55A11.10 segment=chrV_11782973_11783063_1 type=EN
C.Bri, ttacacaggttcgtttcaaaaaacggcaaa----aagagataggtcccaccgagatttgaactcgggtcgcAGGATTCAGAGTCCtgagtgctaaccactacacc———--- ...116...gtacacttgcagggaaagct
C.Bre ttacgcaggtaagtggaaaaaaagtgtaaa----aagcgataggtcccaccgagatttgaactcgggtcgcAGGATTCAGAGTCCTgAGTGctaaccactacaccatggaa. . .114. . . atttttttgcaggggaaact
C.Jap ttacaaaggttcat-—--- aaaatttcaaatcaaaaacgataggtcccaccgaga-ttgaactcgggtcgcAGGATTCAGAGTCCtgagtgectacccgetacacc—————— ....81...agaaagtgtaaataaaagca
C.Rem tcacacaggtaacc————ataaattgc—aa————aagcgataggtcccaccgagatttgaactcgggtcgcAGGATTCAGAGTCCtGAGTGctaaccactacaccatggaa....97...gaaggagtcgagtcaaatca

* ko kkkk k% k *% skok kokokokokokkokskok sk kskkokskok ok 3k ok ok ok ok %k ok 3k ok 3k ok 3k %k ok %k 3k 3k >k sk %k ok sk ok sk ok sk k sk kskkok sk okkkk  kk  kkskkdkkok

1d=154362 gene=7C581.1 name=nekl-2 segment=chrI_6664197_6664287_1 type=IN

Figure 181: CS=5.28

k% ok

F55A11.10

nekl-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9236327-9236434&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84254861-84254968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:112848494-112848601&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22407487-22407594&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3328589-3328826&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:112348133-112348374&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:34442742-34442942&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122722566-122722785&Track=refGene

RS

— ] F55A11.10

aQaaaaa

.Ele
.Bri
.Jap
.Rem

C.Ele
C.Bri
C.Jap
C.Rem

FQ—@ KOSF4.1

tatcgagc|ggtgatgaatgcacgtattgectctgacACCTctTATGttAGCGGTaaatttccgtgecgegatgagtccactaggatctctgagetctttt|gagettca
gacagagc|ggtgatgaatgcacgtattgctctgacACCTctTATGttAGCGGTaaatttccgtgecgegatgagtccaattggatctctgagetectttt|gaagetcet
tcctgagc|agtgacgaatgcacgtattgectctgacACCTctTATGttAGCGGTatatttccgtgecgetgtgattccaactggatctctgagetectttt|gtttecgt
acccgagc|ggtgatgaatgcacgtattgctctgacACCTctTATGttAGCGGTaaatttccgtgecgegatgagtccacttggatctctgagetctttt|agactatt

dokokok | kokokok ook ok ok ok ok ok sk ok ok ok ok ok ok sk ok ok sk ok ok sk ok ok ok sk ok kskok ok skok ok koskok ok kok ok skokokokokokskokokskokkk  kskok skokokk K 3k ok ok ok ok ok ok sk ok ok %k ok ok %k %k k k

atgATTGC
ttgATTGC
atgATTGC
ttgATTGC

%k %k %k k >k k

id=220354 gene=F55A11.10 name=F55A11.10 segment=chrV_11782973_11783063_1 type=EN

TCATAAGGTttgtatttattgttttaaattaattttctttcattgectg:::::: taaaaattttcaga
TCATAAGGT-------- atttttcgaaagca--—---- ttctaggeccctg::::::agggcctgecgagtattccaagtgagacaacaaatttcaga
TCATAAGGT : : a
TCATAAGGT HEE ttaaga
ko sk ook ok ok *

1d=138053 gene=KO8F4.1 name=KO8F4.1 segment=chrIV_10122916_10123364_-1 type=IN

Figure 182: CS=6.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9136496-9136603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9236327-9236434&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:112848494-112848601&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22407487-22407594&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10122907-10123372&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7479832-7480564&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:62169005-62169067&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146937517-146937582&Track=refGene

RS

M#

C.Ele tatcgagc|ggtgatgaatgc..
C.Bri, gacagagc|ggtgatgaatgc..
C.Bre  ttacgagc|ggtgatgaatgc..
C.Rem acccgagc|ggtgatgaatgc. .

kok ok ok | ok ok ok ok ok 5k ok %k k ok k

.41...---gtgccgcgatgagtccactaGGATCTcTGAGCTCTTTT |gagcttca
.38...tccgtgccgegatgagtccaATTGGATCTctGAGCTCTTTT |gaagetct
.41...---gtgccgcgatgagtccactaGGATCTcTGAGCTCTTTT |gaagtttt
.40...--cgtgccgcgatgagtccact TGGATCTctGAGCTCTTTT |agactatt
seokokokkokskokskokskokdoRokok ok skokskok koo sk ko kokok ook ok

id=220354 gene=F55A11.10 name=F55A11.10 segment=chrV_11782973_11783063_1 type=EN

C.Ele| aAGAAGCT|CAAGGTTC-gtcttcttataaattaaccattatatataactttatgccat|tcaggaaa-

C.Bri  aAGAAGCT|CcAGGTTtgTAATccttttc—---- ttctttttctttcaattcatcca--|ttttgcaga
C.Bre  aAGAAGCT|CAAGGTTT-gttgtctattcaatc-tctttttcttttcaatccattcaat|ttttgcag-

C.Rem  aAGAAGCT|CcAGGTTTGtaatcctttcc--cc-ttcatttcattccattttatttcct|ttttgcag-

kokkokkokkk |k kkkkk

*% k% * * k k%

id=145689 gene=ZK863.1 name=ZK863.1 segment=chrV_12168330.12168378_-1 type=IN VIEW

Figure 183: CS=5.04

F55A11.10

7ZK863.1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9136496-9136603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9236327-9236434&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:84254861-84254968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:22407487-22407594&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12168321-12168386&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:9752699-9752759&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:162093525-162093589&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:127068882-127068945&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11782973-12168378

C08D8.3

C.Ele ctatcatc|acttgttacatccaatgatgagagtttgcgactagggeggtcttacacaatcatgGTGATTCTagTCATTctGATGGT-ac|gtaacatt
C.Bri tgttcgcc|acttgttacatcctatgatgagagtttgegactagggeggtcatacataatcatgGTGATTCTagTCATTctGATG-gtac|gtaacaaa
C.Bre| caccggtglacttttacaatcctatgatgagagtttgcgactagggcggtcatacataatcatgGTGATTCTagTCATtctgatggtaat|gtaacagt
C.Rem gtctcttc|acttgttacatcctgtgatgagagtttgegactagggeggtcttactaaatcatgGTGATTCTagTCATTctGATG-gtac|gtaacaag
KKK K RKKKRRRRRRAAK KKK KKK KRR KKAAKAKKRK KKK RRAKAKK KKK AR RAKAAAKKKKKKKKKK K | okokokokok

1d=93660 gene=C08D8.3 name=C08D8.3 segment=chrV_8349088_8349167_1 type=EN

C.Ele aagtgaac|ggtaagccttaa...465...gtctcctctggttatgatacACCATTtAATGAgAGAAaTTACggttcca|ggaagega

C.Bri tagtgaac|ggtaagcgagaa...316...-tcttcgcctcttat-atgagaCATCtGATGAgAGAAaTTACggttcca|ggaagegg

C.Bre aggcgaac|ggtaagtaaaaa...111l...-tttcttatt-ctacaccattt------ ATGAaAGAAaTTACggttcca|ggaagcga

C.Rem gaacgaac|ggtaggttacac...583...-ttttatatg-ttatgatacggCATTtGATGAaAGAAaTTACggttcca|ggaagcga
sokokok | kokkok ok * * ok *x

kokokok Kok ok ok ok ok 5k ok 3k %k ok %k ok %k ok %k | %k %k 3k k ok kK

1d=53221 gene=F55C7.7 name=unc-73 segment=chrl_4023754_4024279_-1 type=IN

Figure 184: CS=5.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12570392-12570488&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:15101694-15101790&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:181908808-181908905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:123642759-123642855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4023745-4024287&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1733870-1734261&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104769768-104769948&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38345014-38345672&Track=refGene
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JAVIVARN

N

ctatcatc
tgttcgec
caccggtg
gtctecttce

3k %k %k %k 5k %k 5k k

acttgttacatccaatgatgagagtttgcgactagggeggtcttacacaaTCATggTGATTCTAGTcattctgatggt-ac
acttgttacatcctatgatgagagtttgecgactagggeggtcatacataaTCATggTGATtCTAGTcattctgatggt-ac
acttttacaatcctatgatgagagtttgcgactagggecggtcatacataaTCATggTGATtCTAGTcattctgatggtaat
acttgttacatcctgtgatgagagtttgecgactagggeggtcttactaaaTCATggTGATtCTAGTcattctgatggt-ac

kokkk >k

skokokok okookok ok ook sk ok ok ok ok ok ok ok ok sk ok sk ok sk sk ok sk ok sk k sk ok kokk

3k 3k 3k ok 3k ok sk ok ok ok ok sk ok ok ok ok ok ok ok ok sk ok sk kok ok ok ok k ok k

1d=93660 gene=C08D8.3 name=C08D8.3 segment=chrV_8349088_8349167_1 type=EN

acATTAGt
acATTAGt
acATTAGt
acATTAGt

GATCAagGTGA
tATCAagGTGA
tATCAagGTGA
tATCAagGTGA
ok ko sk ok ok ok ook

——————— gacattttt-----gagagtatcgg. ..

------- gaagaagat---—--aaaaactgagt...

——————— gaaaatcttctttcgagacg———--

gagaaatgaagttttt-——--- gaaa-—--——-— ..
*k * * %

743. .
532..
..235..
.188..

.aaaataaaaatt
.aaaaaaaaattt
.cttaaaaacgtg
.aagcattctgtg
*

attccagg
ataggaac
attccagg
atttcagg
kK ok

1id=26673 gene=7ZK617.1 name=unc-22 segment=chrIV_12008397_12009182_-1 type=IN

Figure 185: CS=5.44

gtaacatt
gtaacaaa
gtaacagt
gtaacaag
Hokok ok ok ok

C08D8.3

unc-22


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12570392-12570488&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:15101694-15101790&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:181908808-181908905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:123642759-123642855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12008388-12009190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:10360138-10360729&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:77657341-77657635&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80343739-80343986&Track=refGene
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]

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri tgttcgccacttgttacatcctatgatgagagtttgecgactagggeggtcatacataatcatggTGATTCTAGTCAttctgatggt-acgtaacaaa
C.Bre caccggtgacttttacaatcctatgatgagagtttgcgactagggcggtcatacataatcatggTGATTCTAGTCAttctgatggtaatgtaacagt
C.Jap cgatggtcacttgttacacccagtgatgagagtttgcgactagggcggtcatacacaataatggTGATTCTAGTCAttctgatggt-tcgtaacaaa
C.Rem gtctcttcacttgttacatcctgtgatgagagtttgecgactagggeggtcttactaaatcatggTGATTCTAGTCAttctgatggt-acgtaacaag
Rkkk ok ok kkokkskokskoRsiokskskokskokskokkskokskokskokokokokk Kok kokok skskokskokskokskskokskokskokskskokskokskokkskokokokskokskokok ok

1d=93660 gene=C08D8.3 name=C08D8.3 segment=chrV_8349088_8349167_1 type=EN

agcagaaaaaggtaagagaa...27...ggatcgaacctgcaatcttcTGATTAGAaGTCAgacgccttatccattaggec....86...ttggac--ttcttgcaggatca

atcagaaaaaagtaagtaaa...26...ggctcgaacctgcaatcttcTGATTAGAaGTCAgacgccttatccattaggec...185. .. .-—aattaattctttcaggacca
aacaaaagaaggtaatttaa...28...gggtcgaacctgcaatcttcTGATTAGAaGTCAgacgccttatccattaggee....82. . .ttcaat--gctttgcaggatca
accagaaaaaggttaatatt...49...ggctcgaacctgcaatcttcTGATTAGAaGTCAgacgccttatccattaggec...104...--caaccgtatttacaggatca
® Kk Kk kK KK K ok KooK ok ook oK o oK ok KoK K o oK ok K oK oK o K ok oK oK o oK ok K oK ook ok K ok oK oK ok Kok oK oK Kok KkkkK KK

1d=8892 gene=F07C3.3 name=F07C3.3 segment=chrV_9228127_9229886_-1 type=IN VIEW

Figure 186: CS=8.72

C08D8.3

F07C3.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:15101694-15101790&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:181908808-181908905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:43322015-43322111&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:123642759-123642855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10778577-10778783&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87430335-87430639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:38150547-38150750&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85445781-85446027&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8349088-9229886
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RS

MF—

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ctatcatc

acttgttacatc...28...tcttacacaatcatggtgatTCTAgtCATTcTGATggt-ac|gtaacatt

tgttcgec|acttgttacatc...28. . .tcatacataatcatggtgatTCTAgtCATTCTGATggt-ac|gtaacaaa
caccggtglacttttacaatc...28...tcatacataatcatggtgatTCTAgtCATTcTGATggtaat |gtaacagt

cgatggtc

acttgttacacc...28...tcatacacaataatggtgatTCTAgtCATTcTGATggt-tc|gtaacaaa

gtctcttclacttgttacatc...28...tcttactaaatcatggtgatTCTAgtCATTcTGATggt-ac|gtaacaag
wokdkok ok ok ok sk kkok koksk skaloRskokoskskokokoRskoskkok koksk ok ok sk okok ook ok sokokoskkok

1d=93660 gene=C08D8.3 name=C08D8.3 segment=chrV_8349088_8349167_1 type=EN

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

aTCGccAA|TGTAGGtttcaaatattcttcttctc

aTCGcGAA|TGTAGGtttcaaatgtttcttctaat. ..
aTCGccAA|TGTAGGtttctaatctttcatcacga. ..

aTCGccAA|TGTAGGtttttgtttttggagttatt
aTCGccAA|TGTAGGtttcaaatttttcatcttcg

skokokokok  okok | okookokok ok okok k ok * kx

... .B7T. .
.282..
.404..
...2509..
L...244 .

.caaacattttca|gttggctt

.atgcgatttaca|gttggcat

.agagagctttca|gctggect

.atttattttcta|gttggcat

.ttgaggtttaca|gttagegt
*

*%

1d=284091 gene=C25A1.4 name=C25A1.4 segment=chrI_10171115.10171829_-1 type=IN

Figure 187: CS=7.05

C08D8.3

C25A1.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12570392-12570488&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:15101694-15101790&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:181908808-181908905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:43322015-43322111&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:123642759-123642855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10171106-10171837&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6240179-6240515&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:115168433-115168891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:54714033-54716596&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38041230-38041528&Track=refGene

RS

=

C.Ele ctatcatc|acttgttacatc...27..
C.Bri  tgttcgcc|acttgttacatc...27..
C.Bre caccggtg|acttttacaatc...27..
C.Rem gtctcttc|acttgttacatc...27..

*kkk  k *okk

.gtcttacacaatcatggtgaTTCTagTCATtCTGAtGGTA-c
.gtcatacataatcatggtgaTTCTagTCATTCTGATGG-tac
.gtcatacataatcatggtgaTTCTagTCATtCTGAtGGTAAt
.gtcttactaaatcatggtgaTTCTagTCATtCTGA-tggtac

kokok ckokok okokskokokokskokokkokokokokokokkokokokokokkkokk Xk

1d=93660 gene=C08D8.3 name=C08D8.3

C.Ele  tctcgacg|gtacgtacgatg...1379..
C.Bri, tctcgatg|gtacgttcgttg...
C.Bre  tctcgatg|gtacgttcgatg...
C.Rem  tctcgatg|gtacgttcgatg...

kokkkkk ok |kkkkkk kk kxk

gtaacatt
gtaacaaa
gtaacagt
gtaacaag
*okkokkok

segment=chrV_8349088_8349167_1 type=EN

.——tccttccctgaatcccacta-TATCtTCAG|ATGAAGAa
.652...aaccctgtccctcatttttt-—--CCATTCAG|ATGAAGAa
.376...--tcctgcttatcacatgccctTTATCtTCAG|ATGAAGAa
.338...-cgactatccattatctctct-———---- TCAG|ATGAAGAa
*k * Hokokok | skoksk ook skokok

id=327898 gene=H43I07.1 name=H43I07.1 segment=chrV_4206730_4208149_1 type=IN VIEW

Figure 188: CS=5.28

C08D8.3

H43107.1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12570392-12570488&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:15101694-15101790&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:181908808-181908905&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:123642759-123642855&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:16711410-16712846&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:4801004-4801712&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:154525386-154525820&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:52085448-52085838&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:4206730-8349168

TTOSF?.S

W@ WMB par-1

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

cccgectgltgatgettttcatgegtgtcagetgagatccCCTGATTAGAACCACC-cttgaggttgtattaactgaggetattt|tteggttt--——————-----————-
cccgeccaltgatgg-tttcatgegtgtcagetgagatccCCTGATTAGAACCACC-cttgaggtttgactaactgaggetattt|tgtacttt-————--———————————-
cacgcccg|tgatggttttcatgegtgtcagetgagatccCCTGATTAGAACCACC-cttgaggtttgactaactgaggcaattt|tgetgttt-————————-—————-—-
tccgeccag|tgatgtttttcatgegtgtcagetgagatccCCTGATTAGAAaCACC-cttgaggttgtattaactgaggetattt|tgttettt-————-—------—--—-
cccgccaaltgatgg-tttcatgegtgtcagetgaaatccCCTGATTAGAAGCACCctttgaggtttgactaactgaggectactt|ttaattttecttttcttttttctttt

%k ok k %k ok ok k

ok 3k ok ok ok ok ok ok ok ok ok sk ok sk ok sk skok sk ok ok sk ok sk skok sk ok sk kokkk ok skoksk ok

>k 3k ok >k 3k %k %k %

k skokokokokokkkokk ok kok |k k%K k

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

1d=186969 gene=TO3F7.8 name=TO3F7.8 segment=chrV_11314240.11314314_1 type=EN

gGTGCTTC
gGTGCTTC
gGTGcTTC
gGTGCTTC
gGTGCTTC

>k 3k 3k >k %k >k %k %

TAGTCAGGta

TAGTCAGGta

————— agctcctatgctctcact. ..

————— cgtcatttttcgatattt...

————— agacaatgtttcttctct...

————— cggccttttennnnnnnn. . .1151. ..

TAGTCAGGtaggcggggecgatttttcgg————- e
* %

*

.782..
.336. ..
.414. ..

.aagcttca----agta|ttttcagce-

id=73270 gene=H39E23.1 name=par-1 segment=chrV_14116666_.14117487_-1 type=IN VIEW

Figure 189: CS=6


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9605245-9605336&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7132152-7132242&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126599913-126600004&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:39439523-39439614&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:74026005-74026113&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:14116657-14117495&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:3317356-3317748&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80279062-80279532&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:5867654-5868861&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:52616264-52616776&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11314240-14117487

RS

{ T03F7.8

1

aQaaaaQ

cccgectg|tgatgettttcatgegtgtcagetgagATCCCCTGaTTAGaaccaccc-ttgaggttgtattaactgaggeta
cccgeccaltgatgg-tttcatgegtgtcagetgagATCCCCTGaTTAGaaccaccc-ttgaggtttgactaactgaggeta
cacgcccg|tgatggttttcatgegtgtcagectgagATCCCCTGaTTAGaaccaccc-ttgaggtttgactaactgaggecaa

————————————————— ttt|ttcggttt
————————————————— ttt|tgtacttt
————————————————— ttt|tgetgttt

cccgecaaltgatgg-tttcatgegtgtcagetgaaATCCCCTGaTTAGaagcaccctttgaggtttgactaactgaggetacttttaattttcttttettt|tttctttt

% kkkk koK kkk

ok kok sk ok sk kokskok sk kskkokskokk  skokokokokkokkokkokkokskk kokkkk kkkkokkkk

)k kokokckkkkkkk ok

kkk |k k%%

.Ele, taCTGACA
.Bri| taCTGACA
.Bre taCTGACA
.Rem taCTGACA

ok %k >k k ok k >k

id=186969 gene=TO3F7.8 name=TO3F7.8 segment=chrV_11314240.11314314_1 type=EN

GGtGGGTggaaatttgggattgacaggtgctgecgtaaaacatgcaag: 11 ::

GGtGGGTggaaac
GGtGGGTggaaat
GGtGGGTggaaat
sokokok ok ok ok ok ok ok ok

atgtaggcaggcatttatcaactctatttcca

ccgatcctattaca

aaattca

cttgactttca
* kok

id=125189 gene=Y54G2A.25 name=lad-2 segment=chrIV_2977446_2978169_-1 type=IN

Figure 190: CS=6.56

gatactcc
gatactcc
gatacacg
gatactat
*okkokk

lad-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9605245-9605336&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7132152-7132242&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126599913-126600004&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:74026005-74026113&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:2977437-2978177&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7538161-7538220&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140574930-140574992&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1886756-1886817&Track=refGene
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TTOSF?.S

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri
C.Bre
C.Jap
C.Rem

.m nekl-2

cccgecccatgaTGG-TTTCATGcGTGTcagectgagatcccctgattagaaccaccec-ttgaggtttgactaactgaggeta—————-———————----- ttttgtacttt
cacgcccgtgaTGGTTTtCATGcGTGTcagctgagatcccctgattagaaccaccc-ttgaggtttgactaactgaggcaa—————-————------—- ttttgetgttt
tccgeccagtgaTGTTTttCATGcGTGTcagectgagatcccctgattagaaacaccc-ttgaggttgtattaactgaggeta————-----——------ ttttgttcttt
cccgeccaatgaTGG-TTTCATGcGTGTcagectgaaatcccctgattagaagcaccctttgaggtttgactaactgaggetacttttaattttecttttecttttttctttt
sokkk kokkokk skokskokokskokskokakokokskokskokokokok kskokokokokoskokskokokokokokok kokokokok skokskokokskokok ok skokskokokokokokokok K Hokokok *okk
1d=186969 gene=T03F7.8 name=TO3F7.8 segment=chrV_11314240_11314314_1 type=EN
ttacacaggttcgtttcaaa...56...agtcctgagtgctaaccactACACCATGGAACCG-gcagaaaagagagacattga...87...gtacacttgcagggaaagct
ttacgcaggtaagtggaaaa...56...agtcctgagtgctaaccactACACCATGGAACCG-ccatcacccaccgacacaga...91. . .atttttttgcaggggaaact
ttacaaaggttcataaaatt...54...agtcctgagtgctacccgctACACCATGGAA-CGgacgagaaagagttgttatc—...53. . .agaaagtgtaaataaaagca
tcacacaggtaaccataaat...5l...agtcctgagtgctaaccactACACCATGGAACCG- ccggcgaagagaggttcaaa...74...gaaggagtcgagtcaaatca
* kk o kokkk * skkoksoksokkokkokokk Kok koksokokkokokdkokkok kX *k

1d=154362 gene=7C581.1 name=nekl-2 segment=chrI_6664197_6664287_1 type=IN

Figure 191: CS=5.28


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7132152-7132242&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126599913-126600004&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:39439523-39439614&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:74026005-74026113&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3328589-3328826&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:112348133-112348374&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:34442742-34442942&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122722566-122722785&Track=refGene

v

T To3r7.8
W\ 6/\_/\—&—%&—&—&&
) Y42A5A.4

C.Ele  cccgectg|tgatgettttCATGegTGTCaGCTGAGAtcccctgattagaaccacce-ttgaggttgtattaactgaggetattt|tteggttt————————————————-

C.Bri| cccgcccaltgatggttt-CATGecgTGTCaGCTGAGAtcccctgattagaaccaccc-ttgaggtttgactaactgaggetattt|tgtacttt————————————————-

C.Bre| cacgcccg|tgatggttttCATGcgTGTCaGCTGAGAtcccctgattagaaccacce-ttgaggtttgactaactgaggeaattt|tgetgttt-————-———-————-—-—-

C.Rem cccgccaa|tgatggttt-CATGcgTGTCaGCTGAAAtcccctgattagaagcaccctttgaggtttgactaactgaggetactt|ttaattttcttttettttttctttt
* dokkok [olokkok ok skokokaiolsioRkokokioRkolokok okskokskiokaioRskoloskiokok kokokaiok kokokokaioRakok sk skoloRskokokaioRakok K kok | ok *okok

id=186969 gene=TO3F7.8 name=TO3F7.8 segment=chrV_11314240.11314314_1 type=EN

C.Ele aaggtacg|tgcgtttttget--...3493...-——————-—- ctttaagttttttaataattTTTCAGTGA|CGaCATGg
C.Bri  aaggtacg|tccatttcacat--....502...-ca-tgttatt-tcagttctttt---———- TTTCAGCGA|CGaCATGg
C.Bre aaggtacg|tgcatttttctc--....898...tcactgttattctcagtttt--————————- TTTCAGTGA|CGaCATGg
C.Rem aaggtacg|tgc--cattgctaa...1478...-———————-= tttcagtccccctatccattTTTCAGCGA|CGaCATGg

kokkkkkkk|k k * % kokokokkk kok | kokokokokkkk

1d=234112 gene=Y42A5A.4 name=Y42A5A.4 segment=chrV_11099481_11103014_1 type=IN VIEW

Figure 192: CS=6.16


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9605245-9605336&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7132152-7132242&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126599913-126600004&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:74026005-74026113&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9816545-9820095&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:8580312-8580871&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:126846096-126847051&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:55108762-55110297&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11099481-11314315

[ 9
: | F54E7.10
F hw
[ f T22E7.2

C.Bri a--—----—- cttca--gcacataaatacgg...27...cgtagtgtgcgatataaaccGTTCtaCTGCCACACGGGTactggccttgaagetgtatcggttccaaagttgttcgaacaattcattagaaaatactgttac

C.Bre --—-----—- attagtgcacatactcattt...31...agtattgtgcgagaaaaaccGTTCtaCTGCCACACGGGTactggcctataagectgtatcggttccaaagttgttcgaacatttcgttttgaatga———---—-

C.Jap a-—-—-—---- aatta--gcacataaatacgg...27...cgtagtgtgcaataaaaaccGTTCtaCTGCcaCACGagtgctggecctagaagectgecattggttccaaagttgttcgaacaattcgetatt————- tttctge

C.Rem atcttgctaattg--gcacata------- ...34...cgtagtgtgctataaaaaccGTTCtTCTGCCACACGGGTactggcctacaagctgtatcggttccaaagttgttcgaacaatt-attagtcatagect———--

* koK sk ok ok sk kokkokk ok ok kskokskokokskokskok skokskokskokakokokok kok skokskokskokk kokskokokk kR skokskokskokskokskskokskokskokkokokokokok kk
id=38075 gene=F54E7.10 name=F54E7.10 segment=chrIII_5679333_5679464_1 type=EN
C.Bri aattacaagtaagtattacaaaaaaaacttcaaaaaagaattgcatcgaccgggaatcgaacccgggccGCCCGCGTGGCAGgcGAGCattctaccactgaaccaccgatgegacaaattctttcgectctcttg-—--tcgtatataaaacaattgt--ttgcaggeccatttg
C.Bre aattataggtaag--ttgcaaaaagaa----aaaaaagaattgcatcgaccgggaatcgaacccgggccGCCCGCGTGGCAGgcGAGCattctaccactgaaccaccgatgegataagaactt———--- ctagaggcaacagcgctttta———-------- ttgcagggcatttg
C.Jap| aactacaggta--——------ aaaaagga----aaaaaagaattgcatcgaccgggaatcgaacccgggecgeccgCGTGGCAGgcGAGCattctaccactgaaccaccgatgegatgaattctttcgaggegecaagacaatcacattttcgatatctctecctttcaggecatteg
C.Rem aattataggtaagtgaagcaaaacgaa—-----—------- ttgcatcgaccgggaatcgaaccagggccGCCCGCGTGGCAGACGAGCattctaccactg-atcactaat tagttgcaaattaaaatacaaagtttgcagaccattcg
Kk Kk kKKK kKKK K Kok K Kok K K KKK KKK KKK KRR KKKk KKK KR KoK KRRk KRR KRR KRR K K Kok kK * Kk kkk KKKk kK

id=250978 gene=T22E7.2 name=T22E7.2 segment=chrI_5767336_5767472_1 type=IN

Figure 193: CS=7.36


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055875-3056024&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493964-32494110&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:106458383-106458527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21244120-21244270&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:8739363-8739531&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109510885-109511037&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:91405127-91405289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:26891929-26892063&Track=refGene

TF54E7JO

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

cgatcaag|taggtttctctt...1081..

————————— aatcttgc
a-—————- cttca--gc
--------- attagtgc
a-—————- aatta--gc
atcttgctaattg--gc

*%

acctaccaatta...
acataaatacgg...
acatactcattt...
acataaatacgg.. .

skokokokokokok  skokokokokok  skok ok ok ok ok ok ok ok ok ok ok ok ok ok sk ok sk ok k k K k

..———-ctggccttgaagctgtatcgGTTCCAAAGtTGTTcgaaca----atta-gat|tccttgtc—-
..——--ctggccttgaagctgtatcgGTTCCAAAGtTGTTcgaacaattcattagaaalatactgttac
..———-ctggcctataagctgtatcgGTTCCAAAGtTGTTcgaacatttcgttttgaa|tga————---
. .agtgctggcctagaagctgcATTGgTTCCAAAGtTGTTcgaacaattcgecta————|-tttttctge
..———-ctggcctacaagctgtatcgGTTCCAAAGtTGTTcgaaca----attattag|tcatagct--

1d=38075 gene=F54E7.10 name=F54E7.10 segment=chrIII_5679333_.5679464_1 type=EN

cggtcaag|tgagtttccgtt. ..
cgatcaag|taagtttcgaaa...
caatcaag|tgagtagttttg. ..
cgatcaag|tgagtttcttct...

)k kskokkk|k  kk

kokokokokokk  kk

.agcaatttgtgg-gcgaaggaAGCACTTTGGGATaattttatgg--—-gttttgtaga. ..
.393...agcaatttgcgg-acggaggaAGCACTTTGGGATaattttatgg-—-gtgectgggaa. . .
.509. . .agcaatttgcgg-gtgaaggaAGCACTTTGGGATaattttatgg-—-gtgttgggaa. . .
.893...-acaatttgcggcacaaaggaAGCACTTTGGGATAATtttatggecgegttgttgaaa. .
.435. . .agcaatttgcgg-gcgaaggaAGCACTTTGGGATaattttatgg-——-gtgttgggaa
sk sk ok ok ok ok sk ok ok ok sk ok ok ok ok ok ok ok ok

id=291183 gene=F10G8.7 name=ercc-1 segment=chrI_10044077_10045563_1 type=IN

Figure 194: CS=6.25

.329..
.213..
.216..
.2285..
L...147.

.ttaattttcaga
.ctacattccagg
.ccaatttgcaga
.ttcaactttaga
.ttgatttacaga

aaaaaggc
aaaaaagc
aagaaagt
aaaaagcc
aagaaagc

k  kk [ kk kxk

ercc-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8104208-8104356&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055875-3056024&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493964-32494110&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:106458383-106458527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21244120-21244270&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:5026849-5028352&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7709447-7710146&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:15858594-15859412&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:33804851-33808125&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37092037-37092712&Track=refGene

TF54E7.10

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

atggaact
atgggaca
atggaaca
atggcact
atggaaca

kokkk kk

T C33A12.3

————————— aatcttgc|acctaccaatta...72...actggccttgaagctgtatcGGTTcCAAAGTTGTtcgaacaatt-——-—---agat|tccttgtc
a--—----- cttca--gc|acataaatacgg...66...actggccttgaagctgtatcGGTTCCAAAGTTGTtcgaacaattcattagaaaat|actgttac
————————— attagtgc|acatactcattt...70...actggcctataagctgtatcGGTTcCAAAGTTGTtcgaacatttcgttttgaatgla———---—-
a----———- aatta--gc|acataaatacgg...66...gctggcctagaagctgcattGGTTcCAAAGTTGTtcgaacaattcget-————- at|ttttctge
atcttgctaattg--gc|lacata-———---- ...73...actggcctacaagctgtatcGGTTcCAAAGTTGTTCgaacaattattagtcatag|ct———-—-
ok ok ok sokkokdokok  okokskok ok kokokskokokskoRskokokokskoRskkokkokok ok
id=38075 gene=F54E7.10 name=F54E7.10 segment=chrIII_5679333_5679464_1 type=EN
tattcggtgage....261...--ccttgttaaagacccgaagtACAATtTTTGaAGCCctgtctc—-tcgaggcagggga. .. .491. . .taaaaataaaat|tttcagga
tactcggtaagg....418...--ccttacttaagacccggtgtACAATtTTTGGAGCCctgtcgc—-ttgcggecagggta. .. .854. . . aaaattgataat|tttatttc
tattcggtaatt....409...--ccttacagaagaccccaagtACAATtTTTGcAGCCctttcct--tcgggtcagggta....785. . .accagagttttt|tttcagga
ttttcggtaggg...2376...--ccttgttgaagaccctaagcACAATtTTTGcAGCCctgtccttctttggtcaggg——...2283. . .ttaacttcctca|tttcagga
tattcggtaagt....342.. ggccttgtaaaagaccccaaGAACAATtTTTGcAGCCctgttct——ttggatcagggta....645...aaaggaattaat tttcagga

*  kkokkk *ok kK %ok ok %k ok k k kokkckokokokokokkk  kkokkkk ok %k ok k ok

1d=49049 gene=C33A12.3 name=C33A12.3 segment=chrIV_9511236_9512066_-1 type=IN

Figure 195: CS=6



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8104208-8104356&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055875-3056024&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493964-32494110&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:106458383-106458527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21244120-21244270&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:9511227-9512074&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6223728-6225095&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:47379996-47381285&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57747809-57752563&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:5974601-5975685&Track=refGene

B

TF54E7.10

Q
PME—/—\d ] F58F12.1

aatctt-----—-—- gc|acctaccaatta...78...cttgaagctgtatcggttccAAAGtTGTTcGAAC----a---attag---at
acttca-——---- gc|acataaatacgg...72...cttgaagctgtatcggttccAAAGtTGTTcGAACA---attcattagaaaat
attagt-———--- gc|acatactcattt...76...ctataagctgtatcggttccAAAGtTGTTcGAACATTTcgttttgaatga——
atcttgctaattggc|acata-———---- ...79...ctacaagctgtatcggttccAAAGtTGTTcGAACA---att-attagtcata
* Kok kK Kok Hokskokskokokokokskok sk sk ok ok sk ok sk sk ok sk ok ok sk ok ok ok

tcecttgte
actgttac

id=38075 gene=F54E7.10 name=F54E7.10 segment=chrIII_5679333_5679464_1 type=EN

C.Ele ---gcaaaaat|aaattgtattatcaccaaagaatttttcaggaacaGTTCAACGCcCTT|Ttcgtctc
C.Bri ---ttactaat|agaagatattatgtc--gatgattttccaggaacTGTTCAACGtCTT|Tttgtttc
C.Bre  gtcgaagtaat|ggaa-atattac—-———- gataactcttcaGGATctGTTCAACGtCTT |Tttgtatc
C.Rem ataacatcaag|ggaatattcta-aac--agttttactccaggaacTGTTCAACGcCTT|Ttcgtctc

* k% * * k% k kokkokk ko kkkkokskkk kkk|kk kk kxk

id=189606 gene=F58F12.1 name=F58F12.1 segment=chrII_6383920_6383966_1 type=IN

Figure 196: CS=5.64


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:8104208-8104356&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3055875-3056024&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32493964-32494110&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21244120-21244270&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:8895348-8895411&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:8505463-8505524&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:144692076-144692136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132804554-132804617&Track=refGene

o
[

?F19H8,6

VV\/\-%Q—N—&—/—\MWW qui-1

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri
C.Bre
C.Jap
C.Rem

gtgagttc--aa----ggggaaaagg———---—- ....b37...---aaagagag-——----- agagagcgacgaAATCCAGTTAAACggGTCCGegcaggagaaaaagaaggca——————————— ..
gtgagttc--aacttttgggag --....b72... gaaagag aaaaaacgaaatc---CAGTTAAACggGTCCGcgcagg———-——-— agaaggcacttcac-—----—
gtgagttctgaatatttatg-———---—-—-------- ...2266...-—-————— gaggctttcgcacgacacga---AATCCAGTTAAACggGTCCGecgcact———————-—-——- tcactttttgagat. .
gggag-—————————————-— gaaagggtcccccgt....517...gagagagagag-———————-— aaaaaacga---AATCCAGTTAAACggGTCCGcgcagg-—caaaagaaggcact——————--— .
* kokok * Hokok * *okok stk ok ke ok sk ok sk ko sk ek sk ok o ko *ok

tTGGATaaGTTTcGGCTGATTcataattgatgtcaactttataacttgctgagcactaacttttatc———----- ttttaaagcatttcactattt
tTGGATaaGTTTcGGCTGaatc-cacttgatgtcaactta--tgcttactgagegettttttgagectacaagaggetttta——————---—- tttt
tTGGATaaGTTTcGGCTGATTc-tgattgatgctaatttgattatatgctgagcact--tttatact tttttc tt
tTGGATaaGTTTcGGCTGATTc-tgattgatgtaaactttgtaacttgectgagcactgttttttatt ttttta tttaaaattt
sk sokkokokskok ok kR Rk okkok koK sokkokdok Kk ok * kkkokdok kk kK *kok *k

1id=57547 gene=F19H8.6 name=F19H8.6 segment=chrII_14617068_.14617135_1 type=EN

1d=46653 gene=Y45F10B.10 name=qui-1 segment=chrIV_13563092_13565173_1 type=IN

Figure 197: CS=5.52

.356..
. LATT ..
.194..
.341..

.tcagatgtccgtatttttga
.acagatgttcgagtcttcga
.tcagatgtacgcattttcga
.tcagatgttcgtgtctttga

kokkkkkk kk ok kk kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:160424-160512&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:64277246-64277328&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:119736370-119736442&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:118975420-118975502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5487981-5488974&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:88054660-88055805&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:113183704-113186264&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:48355053-48356011&Track=refGene

v

?F19H8.6

tcagctgg
tcagcectgg

tcggetgg
tcagcectgg

kk  kkkkk

C.Ele aatgat----—- AA|GTtTCGGCTGActc-aaattgatgacacctt--taatatgctgagcacttttactttttttaaaatttatt|t-tcttttt
C.Bri, ----- tTGGatAA|GTtTCGGCTGAttcataattgatgtcaactttataacttgectgagcactaacttttatcttttaaagcatt|tcactattt
C.Bre ----- tTGGatAA|GTTTCGGCTGAATc-cacttgatgtcaactt--atgcttactgagcgecttttttgagctacaagaggettt|t-——atttt
C.Rem  ----- tTGGatAA|GTtTCGGCTGAttc-tgattgatgtaaactttgtaacttgectgagcactgttttttatttt———-tttatt|t-aaaattt

* ok | sokokokskokskokkokok Kok skkokkk Kk kkok * kkskokkok koK *k | % *kok

id=57547 gene=F19H8.6 name=F19H8.6 segment=chrII_14617068_.14617135_1 type=EN

gtaagtacgact--------- ttttt--gacagg----tcacac-—---- atttcttctaatagaacacat--tcttgacatTCAGttCTGAcACTTcaagttccggtcaatcgttc———-..
gtaagttg---tgtgttttagttgtctgaacagggatttttaattaacctgattcttctaacagtaaccctgatc—---tatTCAGttCTGACACTTCCAGttctggtgactcgttcaaaa. .
gtaagtta-attgtgacacaatt-——-- gacaag-—--ttcaat-------- ctcttctaatagtaaccct--cc——--cATTCAGttCTGAGACTTCCAGttctggtcaatcgttcaaaa. .
gtaagttctgttgtgatctcattttc——gacagg————ttcaatt———ctaactcttctaatagaaatcct——cc————catTCAGttCTGAcACTTCCAGttcgggtcaatcgttcagaa..
Hokokok koK *%k ®kk ok * ok skckkkokkok kk ok k kK sokskokskokskokokokokok kokkokk kdkokokok kokk sk kskokskokok

id=320692 gene=C24A8.6 name=C24A8.6 segment=chrX_4330656_4331004_-1 type=IN

Figure 198: CS=5.2

.243..
.230..
.231..
.227..

.aatattttacag|accaatga
.aaatgttttcag|accaatga
.tatgattttcag|accaatga
.aaacgttttcag|accaatga

C24A8.6

* kokk  kokok | kokokkkkkk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:662179-662263&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:160424-160512&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:64277246-64277328&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:118975420-118975502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:4330647-4331012&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:11334786-11335158&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:191712130-191712486&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:3220462-3220823&Track=refGene

?F19H8.6

RS

F47B7.7

C.Ele -aaTGATAa|gTTTCggCTGA-ctcaaattgatgacacctt--taatatgctgagcacttttactttttttaaaatttatt
C.Bri, ttg-GATAa|gTTTCggCTGATtcataattgatgtcaactttataacttgctgagcactaacttttatcttttaaagecatt
C.Bre  ttg-GATAa|gTTTCggCTGA-atccacttgatgtcaactt--atgcttactgagcgcttttttgagctacaagaggettt
C.Rem ttg-GATAa|gTTTCggCTGAT-tctgattgatgtaaactttgtaacttgctgagcactgttttttatttt———-tttatt

aagaacgg
aagaaagg
aagaaagg

aagagagg

kkkk o kk

ok ok ok ok |k ok %k ok ok ok 5k ok k kK kkokkkk ok kkok * okkkokkk kk * %

id=57547 gene=F19H8.6 name=F19H8.6 segment=chrII_14617068_.14617135_1 type=EN

taggttttaggg...105...-gcccccactaaacagtaacaTTAGaaGAAATGTCAatagtccattttgegtaatt....88..
tatgtgactaaa....b7...cgtcgtcgctaaatagtaacATTAGaaGAAATGTCaacagtccattttgecgtaat-...103..

tatgtcacctcc...115...cg-cgtcgctaaatagtaacaTTAGaaGAAATGTCaacagtccattttgcgtaat-....87..
tatgtagcacat....88...ttgcgtcgctaaacagtaacATTAGaaGAAATGTCaacagtccattttgegtaat—....91..
ok Kk ® ok kkokskok skokskokskokakokokskokskokskskokskokskokokok ok kskokskskok sk sk ok sk ok ok ok

id=322700 gene=F47B7.7 name=F47B7.7 segment=chrX_3779541_3779812_-1 type=IN

Figure 199: CS=5.2

t-tcttttt
tcactattt
t---atttt
t-aaaattt
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.cattattgcaga|ctcggegg
.atagcttacaga|ttcggcecga
.tttttcttcaga|ttcggcaa
.tcttattgcaga|ctcggega

* koK


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:662179-662263&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:160424-160512&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:64277246-64277328&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:118975420-118975502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:3779532-3779820&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8740905-8741160&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:2127753-2128049&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:145463309-145463583&Track=refGene

TP19H86

.
|
m&.

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

aatga-TAA|GTTTCGGCTGA-ctc-aaattgatgacaccttta-—atatgctgagcacttttactttttttaaaatttatt
-ttggATAA|GTTTCGGCTGA-ttcataattgatgtcaactttataacttgctgagcactaacttttatcttttaaageatt
-ttggATAA|GTTTCGGCTGAAtcc--acttgatgtcaacttat-—-gcttactgagcgecttttt--tgagctacaagaggcet

ttettttt-————---—-
tcactattt-------
tttatttt--------

-ttggATAA|GTTTCGGCTGA-ttc-tgattgatgctaatttgattatatgctgagcactttta————------—-—-—-- tact|tttttctt-——————-
-ttggATAA|GTTTCGGCTGA-ttc-tgattgatgtaaactttgtaacttgetgagcactgttt—————---—--- tttatt|tttttatttaaaattt
sk kokk [dokdokdokkkokdkok K sokkokdkok ok kok * kkokokkok ok K|k ok ko

id=57547 gene=F19H8.6 name=F19H8.6 segment=chrII_14617068_.14617135_1 type=EN

gttttgte
attctgtt
aaagtttc
gggatctt
aagacact

ttgg-———————-—————— ttaactttatgttcagcatc-cccctcatttgacattTCAGTgCGAAtGCTTGegetege
gtggcacaatcggttgtccctgecttggttttgtgecatctctectcatttgactttTCAGCgCGAALtGCTTGTgcgege
ttgg—————————————-— ttaactctcagttttg————— cccttcatt-——---- TTCAGCgCGAAtGCTTGTgcgege
tegg--——-——--—--- ttccatttttgagttggg—————————----- gaagtttTCAGTgCGAAtGCTTGTgcgegt
tegg—————————————-— tttcctctcagttctge-——-ctcttcatttgactttTCAGCgCGAAtGCTTGTgcgege

*% * k% ok kokokokok kokokokokokokkkkk kk okxk

1id=23026 gene=T06D8.1 name=TO06D8.1 segment=chrII_11208745.11208807_1 type=IN VIEW

Figure 200: CS=6.5

ttctgttt
ttctgttt
ttctgttt
ttctgttt
ttctgttt

ok ok ok ok k ok k k

T06DS8.1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:662179-662263&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:160424-160512&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:64277246-64277328&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:119736370-119736442&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:118975420-118975502&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4070507-4070586&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7286544-7286639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41919649-41919718&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:70468471-70468539&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9038626-9038702&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:11208745-14617136
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TF2806.11

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri, cagtagtcccggacgaattagaatttagcg-TACGGTTTGGACATAATGGGgaaat-ggactttactctttt...68...tttagagtcgatgacgaggt

C.Bre cagtagtcccggacgaattagaatttaacg-TACGGTTTGGACATaatggagaaataaaatattg-——----- ...79...tccagagtcgacgatgaggt
C.Jap  tagtagtcccggacgattaaaatctttacg-TACGGTTTGGACATaatggagagataaatttgct-————---—- ...67...ttcagagtcgatgacgaggt
C.Rem cagtagtcccggacgaatttaaaacATAAcgTACGGTTTGGACATAATGGAgaaatagaacattactcttt-...68...ttcagagtcgatgatgaggt

sokckkskokkokdkokkkokkk Kk sokskokskokokokokskokskokkokokokokok Kok Kok * kskokskokskokk kok kokokokok

1d=272839 gene=F28C6.11 name=F28C6.11 segment=chrII_8602920_8603052_1 type=EN

attcttaa tiiiiitctea

actcatag tiiiiitcttacca tgtattcttttc

actcatagtagccagcaattggatatatgtgaattgtcaa: ttttgcaatgcgcaatttggaaagtagectgtaatctttte ..
attcttga R tctt caattttataTCCGTTtcATGTTCtcAAACTGTGaTTATtccaa——--- attcccgagcacaca. .
* kK ok * ok * * kkdokkk ok kkdkokk kokokok kK

id=251276 gene=C07A12.3 name=nhr-35 segment=chrX_4537231_4537506_1 type=E3

Figure 201: CS=5.2
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.tcatgaaatctttgacctac
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:10502434-10502592&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:36225126-36225289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16933103-16933254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7234616-7234775&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10937844-10938190&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:191502011-191502290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:37206807-37207227&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:3029626-3029901&Track=refGene
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= TF28C6.11

MF54D5.12

.Bri cagtagtcccggacgaattagaatttagc-GTACggTTTGgACATaatggggaaatggact-ttac...74.. . .tttagagtcgatgacgaggt
.Bre| cagtagtcccggacgaattagaatttaac-GTACggTTTGGACATaatggagaaataaaatattg-...79...tccagagtcgacgatgaggt
.Jap| tagtagtcccggacgattaaaatctttac-GTACggTTTGgACATAatggagagataaatttgectc...66...ttcagagtcgatgacgaggt
.Rem cagtagtcccggacgaATTTaaAACATAacGTACggTTTGgACATAatggagaaatagaacattac...73.. . .ttcagagtcgatgatgaggt

skckkskokkokdkokkkoRkk Kk sokokskokokskokkokkokokdkokdkokkokk Rk kk K * wkokskokskokk kok kokokokok

aQaaaaQ

1d=272839 gene=F28C6.11 name=F28C6.11 segment=chrII_8602920_8603052_1 type=EN

C.Bri, ccaagaaGTGTaCAAAGTGCcatgcttggtgagttttt HEEEE
C.Bre  ccaaaaaGTGTTCAAAGTGCcatgttaggtaagttc HERE S
C.Jap ccgaaaaGTGTGCAAAGTGCcatgttgggtgggtttttaacttcaaatattatcaaaata::::::caatcgaattgcgacatgaaaacgaaagactccgeccact
C.Rem  ccgaaaaGTGTGCAAAGTGCTATGTTGGGTgagcttat HEEEE
sk ok kskokskokok skskokokokokdkok kokok sk kokk ok ok

1d=82393 gene=F54D5.12 name=F54D5.12 segment=chrII_11539678_11539733_-1 type=IN VIEW

Figure 202: CS=6.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:10502434-10502592&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:36225126-36225289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16933103-16933254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7234616-7234775&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7538009-7538072&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:152671515-152671576&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:38789895-38790845&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140334774-140334836&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:8602920-11539733

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri cagtagtcccggacgaa-ttagaatttagcgtacgGTTTgGACATaATGGGGaaat-ggactttactcttttt...67... .tttagagtcgatgacgaggt
C.Bre  cagtagtcccggacgaa-ttagaatttaacgtacgGTTTgGACATaATGGAGaaataaaatattgectctttt—...72.. .tccagagtcgacgatgaggt
C.Jap  tagtagtcccggacgat-taaaatctttacgtacgGTTTgGACATaATGG--agagataaatttgctctttt-...62...ttcagagtcgatgacgaggt
C.Rem cagtagtcccggacgaatttaaaacataacgtacgGTTTgGACATaATGGagaaatagaacattactctt---...69...ttcagagtcgatgatgaggt

sokskokkokdokkkokkokkok Kk ok ok ok skokskokskoRskokskskokskoRskokokokokokokk sk * kk kokskokk * kckkskokokokk kk kokokokok

ttgggttcaaaggtaggggg. . .
ttcggtggaagggtaageta. .

ctgcagggaaaggtgcattt.
ttgggtggaaaggtagggtt

k% kkk

1d=272839 gene=F28C6.11 name=F28C6.11 segment=chrII_8602920_8603052_1 type=EN

.82...tcggaaaaaaaaacgacgac—-CCTCATgcATGTCgGAACag-cgtctcc--cagaaagatta..... 48. .
.135...ttgttccaaaaagc--cctcccCTTCATgcATGTCgGAACaggcgtcccaaaaaaaaaga———....343..
...59...--aagacaaaaagcagcgaccc--TCATgcATGTCgGAAC-agcgtcacaaaaaaacgggg—. . 1370..
..89.. —ctttgtgaagagtaggggcc———TCATgcATGTCgGAACagacgtccccaacagaaaaa——— .1132..

srckokkokiokkokkkokdkokk kkokk K * ok

id=25895 gene=TO6E8.1 name=acl-2 segment=chrV_10030652_10030884_-1 type=IN

Figure 203: CS=5.8

.———-aaaattcaaattccagggcg
.———-gcatgcattatttccaatcg
.ttttgtgatt-——--ttccagggceg
.aacaaaattttttcttttaa----

* %

TF2806.11

acl-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:10502434-10502592&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:36225126-36225289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16933103-16933254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7234616-7234775&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12961885-12962113&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80054941-80055517&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:84853759-84855284&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:53168717-53170034&Track=refGene

TF28C6.11

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri| cagtagtcccggacgaa-ttagaatttagcgtacgGTTTGGACATAATggggaaatggact-ttactct-...71.. .tttagagtcgatgacgaggt

C.Bre| cagtagtcccggacgaa-ttagaatttaacgtacGGTTTGGACATAATggagaaataaaatattgctc——...76...tccagagtcgacgatgaggt

C.Jap  tagtagtcccggacgat-taaaatctttacgtacgGTTTGGACATAATggagagataaat--ttgctctt...64...ttcagagtcgatgacgaggt

C.Rem cagtagtcccggacgaatttaaaacataacgTACGGTTTGGACATAATggagaaatagaacattactc--...71...ttcagagtcgatgatgaggt

sokokckolokdokdkokokdoRkok ok ok ok k kkokskoloksloRskolokoloRsloRskokkokokok kok ok sk ok kokok ® skokokdkokdkokok kok skokskokok

1d=272839 gene=F28C6.11 name=F28C6.11 segment=chrII_8602920_8603052_1 type=EN

tagtaaagtgagtgtgcgee...82. . . attgatggagc-ttgggtcaaATTAcTGTCCgaAAAT----gatagagaagaagatctaat-...100...ttccaattcagagcatctat
tcgtgaagtgagtgtttgtc...81...taaagtagagc-ttgggtcaaATTAcTGTCCgaAAATT----atagagaggagctcatgtat....98. . . tagtttttcagagcgtctat
tcataaagtgggtgtccatt...88...-gacatggagctttgggtcaaATTAcTGTCCggAAAT----gatagagaagagcttttcag-....72...gaagctttcagagcctccat
tggtcaagtgagtgggtgtc...89...cccgatagagc-ttgggtcaaATTACTGTCCgaAAATCGTAgagaagagtgcaccttcaaa—....99. . .taaaagttcagagcatctat

* ok ckokkkk kokk

ko okokokok  skokokokokokkkok kkokok kokokkkokk koK kk * % *

id=121814 gene=Y71F9AM.4 name=cogc-3 segment=chrI_2935719_2935988_1 type=IN

Figure 204: CS=5.52

kokokokokkokk kk  kk

cogc-3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:10502434-10502592&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:36225126-36225289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:16933103-16933254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7234616-7234775&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:5184419-5184697&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:72644694-72644970&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:117139204-117139460&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143516388-143516676&Track=refGene

RS

_ { Y55F3BR.9

% %k %k k %k %k k %

ﬁ Y19D10A.5

gtgagtga|cggctgtgatgatttccta-ttgccGTTTAccCGTCtgAGGAaaaccgtgecttgatacaacttggaa-—aaggctgagecg|agettttg

gatgtcgg|cggectgtgatgatttcctacttgeccgTTTAccCGTCtgAGGAaaaccgtgettgacgattttggaaaattaggetgagecajaattttgg

ttcccagt|tggctatgatgatttccta-ttgccGTTTAccCGTCtgAGGAaaaccgtgectgagacttttggaag—-ttggctgagecg|agaaatta

gccaccgt|cggctatgatgatttccta-ttgccGTTTAccCGTCtgAGGAaaaccgtgettgagacttttggaag-—ttggctgagecg|agagaata
*

gaTTCTGA
gaTTCTGA
gaTTCTGA
gaTTCTGA

dokokok okokokokokokkokkokokok ok ok ok sk ok ok sk ok ok ok sk ok ok sk ok ok skok ko ok sk ok ok skok ok skok ok kok ok kok ok * k% kkokkokokkkk |k

1d=174290 gene=Y55F3BR.9 name=Y55F3BR.9 segment=chrIV_867056_867133_-1 type=EN

CGTAAGT-tttgagaatgttcgatcactttatattacaggaacaaa
CGTAAGattttgcaatctcccggtcatcatagatc

CGTAAGT-tttgaaaa gtattttcca|ggctaaca

CGTAAGT--ttgagga ttca|gactaaca
wokdkokkk Kok * * k%

ttta|gcttgaca

1d=306016 gene=Y19D10A.5 name=Y19D10A.5 segment=chrV_2382354_2383010_1 type=IN

Figure 205: CS=6.88


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:867047-867141&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13667713-13667810&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100703567-100703661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:50314636-50314730&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:18536549-18537222&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12277162-12277326&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:153894435-153894505&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:72983700-72983760&Track=refGene

{ Y55F3BR.9

C.Ele gtgagtga|c-ggctgtgatgatttccta-ttgecgtttaCCCGTCTGAGGAAAaccgtgettgatacaacttggaa—-—aaggetgagecg|agettttg
C.Bri, gatgtcgg|c-ggctgtgatgatttcctacttgccgttTACCCGTCTGAGGAAAAccgtgcttgacgattttggaaaattaggetgagecalaattttgg
C.Jap gggtgtgg|caggctgtgatgatttccta-ttgeccgtttaCCCGTCTGAGGAAAaccgtgettgagactttttggaa——-tcggetgagecalacaacget
C.Rem gccaccgt|c-ggctatgatgatttccta-ttgccgttTACCCGTCTGAGGAAAaccgtgettgagacttttggaag--ttggctgagecg|agagaata
* * [k dokok sokioksioRskokokaioRakok skoksiokskoskokskkokskok sk ok okl sk kst skok sk ok skoksk ook * ok k sokdokkokkokk |k
1d=174290 gene=Y55F3BR.9 name=Y55F3BR.9 segment=chrIV_867056_867133_-1 type=EN
C.Ele ttatcagg taagactccgcccactttttgagtctcggcga::::::tttggcttaaaatcgtcggtttccaaccatttttcgcta————TTTTCAGA TGGGcgtt

\‘_/\-/—\d K11D2.5

C.Bri, ttatcagg|taa

C.Jap  ttaccagg
C.Rem ttatcagg

k%% kkkxk

taaac-—-—-——-----———--—- agcccaacgc :catgtcgcaagtcgattgaaaacgcaatataacaccaaacTTTTTTgCAGA|TGGGegtc
tgagt 1:ii:i:gtagtttttaaategt a---TTTTTCAGA|TGGGTGtc
* ok * * * sokok kokokok | kokkok koK

id=11480 gene=K11D2.5 name=K11D2.5 segment=chrI_12517193_12517422_1 type=IN

Figure 206: CS=5.28


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:867047-867141&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13667713-13667810&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:127885880-127885975&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:50314636-50314730&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2554990-2555236&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:10486746-10486816&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:65137867-65138092&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:84876105-84876221&Track=refGene

RS

{ Y55F3BR.9

% %k %k k %k %k k %

gtgagtga|cggctgtgatgatttccta-ttgccGTTTAccCGTCtgAGGAaaaccgtgecttgatacaacttggaa-—aaggctgagecg|agettttg

gatgtcgg|cggectgtgatgatttcctacttgeccgTTTAccCGTCtgAGGAaaaccgtgettgacgattttggaaaattaggetgagecajaattttgg

ttcccagt|tggctatgatgatttccta-ttgccGTTTAccCGTCtgAGGAaaaccgtgectgagacttttggaag—-ttggctgagecg|agaaatta

gccaccgt|cggctatgatgatttccta-ttgccGTTTAccCGTCtgAGGAaaaccgtgettgagacttttggaag-—ttggctgagecg|agagaata
*

gaTTCTGA
gaTTCTGA
gaTTCTGA
gaTTCTGA

dokokok okokokokokokkokkokokok ok ok ok sk ok ok sk ok ok ok sk ok ok sk ok ok skok ko ok sk ok ok skok ok skok ok kok ok kok ok * k% kkokkokokkkk |k

1d=174290 gene=Y55F3BR.9 name=Y55F3BR.9 segment=chrIV_867056_867133_-1 type=EN

CGTAAGT-tttgagaatgttcgatcactttatattacaggaacaaa
CGTAAGattttgcaatctcccggtcatcatagatc——————-----::::::
CGTAAGT-tttgaaaa gtattttcca|ggctaaca

CGTAAGT--ttgagga ttca|gactaaca
wokdkokkk Kok * * k%

ttta|gcttgaca

id=77330 gene=C01B4.8 name=C01B4.8 segment=chrV_2490633.2491289_1 type=IN

Figure 207: CS=6.88

C01B4.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:867047-867141&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13667713-13667810&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100703567-100703661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:50314636-50314730&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:18428270-18428943&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12277162-12277326&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:153894435-153894505&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:72983700-72983760&Track=refGene

RS

{ Y55F3BR.9

aQaaaaQ

gtgagtga|cggctgtgatgatttcctatt-GCCGtTTACccGTCTGAGGAAaaccgtgettgatacaacttggaa-—aaggctgagecg
gatgtcgg|cggectgtgatgatttcctactTGCCGtTTACccGTCTGaGGAAaaccgtgecttgacgattttggaaaattaggetgageca
ttcccagt|tggctatgatgatttcctat-TGCCGtTTACccGTCTGAGGAAaaccgtgectgagacttttggaag--ttggectgagecg
gccaccgt|cggctatgatgatttcctat-TGCCGtTTACccGTCTGAGGAAaaccgtgettgagacttttggaag--ttggctgagecg

K| kkoksk sklokioRskolkiokioRokksloRskokokoRskoRskokskkoRskoRskkok ok skookkokkok kokok * % okt ko ok

1d=174290 gene=Y55F3BR.9 name=Y55F3BR.9 segment=chrIV_867056_867133_-1 type=EN

id=328251 gene=C47E8.3 name=C47E8.3 segment=chrV_14680526_14681398_1 type=IN

Figure 208: CS=5.2

agcttttg
aattttgg
agaaatta
agagaata
*

.Ele, ggtttctg|tctagccataaa...828...attcataat-———-—- aatccataaca-------- TTTCAGACGTAG--C|GGCctctt

.Bri| tgtgtctalattattcatagg...467...-—--- taatctccgagtcattgaca-—-----—- TTTCCAGACGTAG--C|GGTGtgtt

.Bre| aaggtgcg|tgtagtcttgaa...521...-————- aat---—-—--- cctctatcatttttccaTTTCAGACGTAGtcC|GGTA--tt

.Rem ggtgggtg|ttgatgtgagag...642...-—————- aac——-—-—-— atcatcaacatatcccaTTTTCAGACGTAG--C|GGTGtatt
* *k * *k sk skokoksoRskokokk k| ok

C4TES8.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:867047-867141&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13667713-13667810&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:100703567-100703661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:50314636-50314730&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6238161-6239050&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11962180-11962709&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81308583-81309165&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126429473-126430177&Track=refGene

[ ?
[ ] F12F6.11
col-72
C.Ele ttcgattc|tcgtggcggatt...35...tgttgtcgaaacctctaagaAGTAC|TGACCGCt
C.Bri  ttcgcagc|ccaccgcggact...35...ttgtgtcgaaacctctaagaAGTAC|TGACCGCt
C.Bre  tttgcagc|ccgcagcggget...35...ttgtgtcgtatcctctaagaAGTAC| TGACCGCa
C.Rem ttcgcagc|ccacggcggget...35. .. .ttgtgtcgaaacctctaagaAGTAC| TGACCGCt
Kk ok k| ok kkkk ®kokkokk ok skokokokskokskokakokokokokok | koK sk okok
1d=161984 gene=F12F6.11 name=F12F6.11 segment=chrIV_11549771_11549842 -1 type=EN
acaagctg|gcgaatgtcgtg. . .2365...-———actttcggecctgegtagtat AGTGGTTAGTACTccacgttgtggecgtggega. .. .81. . .cctgaatctcct|attttgea
acagaccg|gagaatgtcgta....102...----tctctcggcctgcttagtat AGTGGTTAGTACTccacgttgtggeccgtggega. . . 747. . . tttgaatctgaalatattcca
acaggctg|gagagtgtcgta....485. . .ggacgcgaacgacctgtgta————- GTGGTTAGTACTccacgttgtggeccgtggega. .. .93. . .gttttttcaatc|attttacc
acaagctg|gagaatgtcgta..... 79...-—---gctttcggcctgettagtatAGTGGTTAGTACTccacgttgtggeecgtggega. .. .65. . .catttgtttacg|atttcaga
Kkk ok k|k Kk skokskokokk * kk ckkokk kK stk ok sk ok sk ok ok sk sk sk sk ok sk sk sk ok ok sk sk sk sk ok ok ok * ok *k K

id=327325 gene=W09G10.1 name=col-72 segment=chrII_3521414_3523936_-1 type=IN

Figure 209: CS=7.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11549762-11549850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5255116-5255204&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:107370448-107370536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91866004-91866092&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3521405-3523944&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:320811-321753&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:48515266-48515936&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29003515-29003752&Track=refGene

Ho

S

-

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

C.Ele ttcgattc|tcgtg-gcggattgaagatgaaatcaacgacgctgaccggtagtgatgtgttgtcgaa-—ACCTCtaAGAAgtAC|TGAccget
C.Bri ttcgcagc|ccacc-gcggactgaagataaaatcaacgacactgaccgatagtgatgttgtgtcgaa——ACCTCtaAGAAgtAC|TGaccget
C.Bre| tttgcagc|ccgca-gecgggctgaagataaaatcaacgacactgaccggtagtgatgttgtgtcgtat-—CCTCtAAGAAgtAC|TGaccgea
C.Jap ttcg-agc|ccacgtgcgggttgaagataaacttatcgacactgaccggtagtgatgtgTTGTGTCGAAACCTCtAAGAAgtAC|TGaccget
C.Rem ttcgcagc|ccacg-gcgggctgaagataaaatcaacgacactgaccggtagtgatgttgtgtcga-—AACCTCtAAGAAgtAC|TGaccget
*k Kk k| ok sokokk kokkokkokk Kk kK skokokok skokokskokakok skokskokokokokokk KRk sk ok ok ook oKk ook ok | okok ok ok ok

id=161984 gene=F12F6.11 name=F12F6.11 segment=chrIV_11549771_11549842 -1 type=EN

ttgtttcT|CAGTTTTTcGAGGT--————----—- cagttttacagtt-——--- tttgaaaagagtttgatgaag-::::::

ttgtttca|CAGTTTTTcGAGGT-———-——--——- aa-tgtcatgtttgaaaatttactatgt-——-——---—----

tcgtttca|CAGTTTTTTGAGG tttgtattaaagttagtacaaaagatt--tt-----
ttgtttcg|CAGTTTTTTGAGGTTTgTGGTgATAAaactgttgtacttca————- tactatgtgtttacgagaga

tcgtttcg|CAGTTTTTTGAGGTT agttact gatttgtg———--::

® kokokokok | kokskokokokokok  kokokok * *

id=144472 gene=F54G8.5 name=ptr-9 segment=chrIII_9161450.9161510_-1 type=IN

Figure 210: CS=6.5

F12F6.11

ptr-9


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11549762-11549850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5255116-5255204&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:107370448-107370536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:47179972-47180062&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91866004-91866092&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9161441-9161518&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8612337-8612403&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:24248579-24248650&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:4705102-4705279&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:11168261-11168327&Track=refGene

[ } F12F6.11

fkh-7

C.Ele ttcgattc|tcgtg-gcggattgaagatgaaatcaacgacgctgaccggtagtgatgtgttgt-——CGAAacCTCTAAGAAGTAc|TGACCgct
C.Bri| ttcgcagc|ccacc-gcggactgaagataaaatcaacgacactgaccgatagtga—-tgttgtgtCGAAacCTCTAAGAAGTAc|tgaccget
C.Bre tttgcagc|ccgca-gcgggectgaagataaaatcaacgacactgaccggtagtga--tgttgtgtcgtatcCTCTAAGAAGTAc|tgaccgea
C.Jap ttcg-agc|ccacgtgcgggttgaagataaacttatcgacactgaccggtagtgatgtgttgtgtCGAAacCTCTAAGAAGTAc|tgaccget
C.Rem ttcgcagc|ccacg-gcgggetgaagataaaatcaacgacactgaccggtagtga-—-tgttgtgtCGAAacCTCTAAGAAGTAc|tGACCgct
*k ok k| ok Rkokk kokdkokkokk Rk Kk skskokk skskokskokokok kokskokoksk kokokokokok sk ok skokakokokokokokokokskokokok | skokokskok ok ok

id=161984 gene=F12F6.11 name=F12F6.11 segment=chrIV_11549771_11549842 -1 type=EN

C.Ele| cgatgtaa|gtttttaattttccttttttgecat--—gtttatattcagggagagtgttttcaaatgtttcacacaaatttgaaaacttgaatccctgatcagaaGGTTATGTTGCTTTTtAGAGTTCGetttgatatt-—-—agtgatagtg...170...caattcagattt|cgcagcaa

C.Bri tgatgtta|gttttcgtccg--c-attgtgcat---gtttaga---agtcaaaaggttttcgt TGCTTTTTAGAGTTCGcttttgtaat----tgtagtgata...167...caatttagattt|cgccgcat

C.Bre agatgtaa|gttcagaaaaaagaattgatgcatgtggtctaaa———------ aaggttttctgt TGCTTTTTAGAGttcgcttttgtagt—-——-ttttgt--—--...187...caattcagatgt|cgcaaaca

C.Jap tgacgtga|gtttcagtttttca-accaagcat---ggtttta ttttge TGCTTTTTAGAGTTCGctttgtagaaagaaagagat—----...164...caattcagattt|cgcaacaa

C.Rem| agacgtaa|gtttctgattgttc-tctatgcat---gtttaga—--a GGTTttTGTTGCTTTTtAGAGTTCGcttttgtattagtctctagt-———...163...caattcagattt|cgcagcat
Hok ok ok ook wokkk ok k% okt sk ok ook ok ok ok ok ok * sokokokok kokokok k| dokok

id=239719 gene=F26D12.1 name=fkh-7 segment=chrIV_5607984_5608301_1 type=IN VIEW

Figure 211: CS=5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11549762-11549850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5255116-5255204&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:107370448-107370536&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:47179972-47180062&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91866004-91866092&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11885475-11885809&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8496680-8496956&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:70227996-70228289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:121516704-121516968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:60502316-60502583&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:5607984-11549842

13

C.Ele
C.Bri
C.Jap
C.Rem

ttcgattc
ttcgcecage
ttcg-agc
ttcgcagce
*okokok

*| % kokokk  kokokskokskk kok ok ok kokokok  kokokokokdkok kokokokkk

k% k

tcgtg-gecggattgaagatgaaatcaacgacgectgaccggtagtga—-tgtgttgtcgaaACCTCtAAGAAGTAc|tgaccgcet
ccacc-gcggactgaagataaaatcaacgacactgaccgatagtga-—tGTTGTGTCgaAACCTCtAAGAAGTAc|tgaccget
ccacgtgcgggttgaagataaacttatcgacactgaccggtagtgatgtgttgtgtcgaaACCTCtAAGAAGTAc|tgaccget
ccacg-gcgggctgaagataaaatcaacgacactgaccggtagtga--tgttgtgtcgaaACCTCtAAGAAGTAc|tgaccget
stk ok ek sk ok sk ok ek ok sk ok ok ek sk ok | sk oksk ok ok ok o

id=161984 gene=F12F6.11 name=F12F6.11 segment=chrIV_11549771_11549842 -1 type=EN

C.Ele
C.Bri
C.Jap
C.Rem

gcatcTGC|TTCTTGAGGT-------- gagagt--gattttccatcatt..
gcattTGC| TTCTTGAGGTTGGTAtCGATtttttggaatcgcagggaaa. .
gtataTGC|TTCTTGAGGT--—--- atgtcttttgaagtttcttt-——-..
gcattTGC|TTCTTGAGGT--—----- cagtatcaaactctca--gaaa..
* kk skokok | sokskokokoskokokokok * ok ok %

.398..
.457..
.548..
.478. .

.aaaatatgaata
.tcaaattacata
.aaaaaacacgtt
.atatcagaactg

* *

ttttacag-
tttc-cagc
tttttaag-
gttttcag-
*k Kk

id=153935 gene=F46F6.1 name=rme-4 segment=chrX_10376704_10377143_-1 type=IN

Figure 212: CS=6

F12F6.11


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:11549762-11549850&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:5255116-5255204&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:47179972-47180062&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91866004-91866092&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:10376695-10377151&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:13741611-13742136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:15601185-15601791&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:32469168-32469704&Track=refGene

RS

TY74C9A.6

tgaaaatt|agacagaggagttgatgagaactctaATCCAtTCTCTGAgcgagaaggatggccgaage. . .92. . .ggtctgatcctc|tattttac

cgacgggt|agacagaggagttgatGAGAACTCTAATCCAtTCTCTGAgcgagaaggatggeccaaage...91. . .ggtctgatcctc|tattaatt

tttcattt|agacagaggagttgatgaaaactctaATCCAtTCTCTGAgcgagaaggatggeccgaage. . .91. . .ggtctgatcctc|tctataaa

gaagggtt|agacagaggagttgatgagAACTCtaATCCAtTCTCTGAgtgagaaggatggccgaage. . .91. . .ggtctgatcctc|tatgaaaa
k| skokskokokskokskokskokskoskokokokokok kokskokskokskokokskokskokskokokokokskokok | skskokskokskokokskokokokok sk skokok sokokskkokskokkokokok % %

1d=286319 gene=Y74C9A.6 name=Y74C9OA.6 segment=chrI_3747_3909_-1 type=EN

C.Ele  gTCAGAGA|TGGGT-------- aagctttatgaatttgtaat--------- ...407...--tggataaatttt|cagatact

C.Bri, gTCAGAGA|TGGGTTAGtAGTTTTTttttttaatgttggatt-—---- tga...710...--cctcctcttttc|cagatact

C.Bre  gTCAGAGA|TGGGT aagt gatattttattgataa----...514...aggtctt--ttttc|cagctact

C.Rem  gTCAGAGA|TGGGTGAGTT------------ ggcggeggggtgattaagga. . .898. . .——gtcctcctettc|cagetact
sokokskokokokok | skoksk ok ok * Kk kokk kokokk

id=280310 gene=C36E8.2 name=glb-11 segment=chrIII_3989856_3990299_-1 type=IN

Figure 213: CS=5.92

F/\_@dglb—ll


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:3738-3917&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7176918-7177096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:30990229-30990407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111342553-111342731&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:3989847-3990307&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII_random:203761-204535&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:9401534-9402101&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:59747056-59748012&Track=refGene

o
[

TY74C9A.6

Mr /\_Q—/\d‘ twk-42

tgaaaatt|agacagaggagttgatgagaaCTCTaaTCCATTCTctgagcgagaaggatggeeg...96. . .ggtctgatccte
cgacgggt|agacagaggagttgatgagaaCTCTaaTCCATTCTctgagcgagaaggatggeca. . .95. . . ggtctgatcctce
tttcattt|agacagaggagttgatgaaaaCTCTaaTCCATTCTctgagcgagaaggatggecg...95. . . .ggtctgatcctc

gaagggtt|agacagaggagttgatgagaaCTCTaaTCCATTCTctgagtgagaaggatggeeg. . .95. . . ggtctgatccte
k[ skokokokokskokskokokskokskokokokokok  skokskoksk sk ok sk ok ok ok kokskok ok Rk ok ok skskoksk ok sk ok ok ok ok ok skok ok sk ok ok ok ok ok ook ok

tattttac
tattaatt
tctataaa

tatgaaaa
* %

id=286319 gene=Y74C9A.6 name=Y74C9A.6 segment=chrI_3747_3909_-1 type=EN

C.Ele cAGAGttT|GGAGGAGgtgag-ag——---— ccgcttgacacct....873..

C.Bri  cAGAGttT|GGAGGAGgtgagagaatttcttatttt------ ...1054..

C.Bre  cAGAGttT|GGAGGAGgtgagaagaagattttattg-—-—---- ....639..

C.Rem  cAGAGttT|GGAGGAGgtgagaaa-—--- tttattgacacc-...1452..
sokokok ook ok ok | skokok ok ok ok sk ok ok ok *k

.acaagctccaat|tttccagg
.aaaaaatgttca|tttccagg
.ggaaactaagtt|tttccagg
.acgcgtcattaa|tttccagg

% %k %k %k 5k %k k k

1d=323407 gene=W06D12.2 name=twk-42 segment=chrV_17728179_.17729090_-1 type=IN

Figure 214: CS=5.28


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:3738-3917&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7176918-7177096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:30990229-30990407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111342553-111342731&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:17728170-17729098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:4066522-4067631&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:51290509-51291203&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:26957604-26959111&Track=refGene

B

TY7409A.6

C.Bri
C.Bre
C.Jap
C.Rem

cgacggegtagacAGAGgAGTTGAtGAGAACTCtaATCCATtcTCTGAGcGAGAaggatggccaaagegggttc...85. .
tttcatttagacagaggagttgatgaaaactctaATCCATtcTCTGAGcGAGAaggatggccgaagegggete. . .85. .
atcacgtcagaCAGAggAGTTgaTGAGAACTCtaATCCATtcTCTGAGcgagaaggatggeggacgeg————— ...89..
gaagggttagacagaggagttgatgagaactctaATCCATtcTCTGAGtGAGAaggatggccgaagegggete...85. .

C.Bri
C.Bre
C.Jap
C.Rem

| -D—L\JMM-/—\-@.W
(id) gtl-1

Kook Kok ok Kook skoko ok skok ok kokok ok kokokokokokokokokskokokkokokokokokokkok  kokokoskokokkkokkkk  k kskok

.ggtctgatcctctattaatt
.ggtctgatcctctctataaa
.ggtctgatcctctattaatt
.ggtctgatcctctatgaaaa

kokokokokokokokkokkkk k%

1d=286319 gene=Y74C9A.6 name=Y74C9OA.6 segment=chrI_3747_3909_-1 type=EN

ggTTTCTCAGAATGGGTGAGTTTTTttTTAGTTaTTTT atgctt tcagtt--tcaatttatgtttcttta——-
tgTTTCTCAGAATGGGT aatttctcataaaaagtttatgaatgcaa-gtatttaattt
cgtgtCTCAGAATGGGTGAGTTTTTGgAGTTTTTGggataactaaataattagaaaacaatt--taaa---aaaattgtagg-—-

tgTTTCTCAGAATGGGT atttttgttatacctttaattatttcaacacgttttat--
sk okl skok ok ko sk ook wk ok Hk Kk *

1d=162767 gene=C05C12.3 name=gtl-1 segment=chrIV_11256440_.11256486_-1 type=IN

Figure 215: CS=6.44


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7176918-7177096&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:30990229-30990407&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:56914307-56914484&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111342553-111342731&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:9735897-9735965&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:148249470-148249527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:134265282-134265359&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:92168109-92168164&Track=refGene

T Y43F8C.22

C.Ele ttccgggt|tcgattcccacccacggcaacaaattccaattgtgtgtaacatt--caatgcaaTTGAGCCgaCGCCgTGGGAaatcact---ttcgtggaaccat
C.Bri ttaggggt|tcgagtcccacccaaggcaacaaattccaatcgtgtgatcttctcgcaacacgaTTGAGCCgaCGCCtTGGGAaagecattgtcttt-—-—gaccatt
C.Bre  tgcggggt|tcgatccccacccatggcaacaaattccaatcgtgtgttcac-—--caatgcgaTTGAGCCgaCGCCaTGGGAaatcattgtattc-—-—-ggctatt
C.Jap  tcacgagt|tcgattcccacccatggcaacaaattccagtcgegtgttt-—-—tgtcaacgcgaTTGAGCCgaCGCCaTGGGAaatca————————— aatgcccatttgatc. ..
C.Rem cggccagt|tcaatcc---cccatggcaacaaattccaatcgtgtgatttc-tagcaacgcgaTTGAGCCgaCGCCaTGGGAaAGTG---tattccaacggctattagat—-. ..

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

/\d sulp-3

Kk [ kk ok k kokokk okokckokokokskokokkokkkk ok k kokx kkok ok skokokokskokokskokokkokokk  okokkokkkk * kx

..35...ttgcacgtggtt|tacaattt
..36...ttgcacatggtc|cacacttt
..35...ttgcacgtagtc|tacaattt

30...ttgcacgtggtc|cacagttg
34...ttgcacgtagtc|gacatttt
skkkkk ok kR | okokk Kk

ggagcaac
agaacaaa
agagcaaa
cgaacaac
cgagcaga

k% kk

1id=187793 gene=Y43F8C.22 name=Y43F8C.22 segment=chrV_19643020.19643157_-1 type=EN

atatttcgtaagtataaat--------- ttaaagaaat------ ggaaaaagtttcgcTCCCGGGTGGGCTCGAaccaccaacctttcggttaa. .

atatttcgtgagttt----————----—- acaaaaaaaa---—- ccaaaaagatttcgcTCCCGGGTGGGCTCGAaccaccaacctttcggttaa. .

acatatcgtaagt----——-----—-—----- agaaaaaaaa-————-— acaaaagatttcgcTCCCGGGTGGGCTCGAaccaccaacctttcggttaa. .

ttgtttcgtgagtttttggaaaatgttctcaaaaaaaaggttccaaaaaaagtttcgcTCCCGGGTGGGCTCGAaccaccaacctttcggttaa. .

ctatttcgtgagttt---——-———------- ctaaagaaaa----- acaaaaagatttCGCTCCCGGGTGGGCTCGAaccaccaacctttcggttaa. .
* kkkok ok Hokk kokok sokkokokokokoRskokokk ookl sk ok ook ok koot sk ook ok kool ook ko ko

1d=37008 gene=F41D9.5 name=sulp-3 segment=chrX_8403910.8404551_-1 type=IN

Figure 216: CS=6.65

.551..
.354..
.307..
.367..
.287..

.accaactatatt|attccaga
.cataaatgggtalatttcagg
.atccgaaacttt|tttccaga
.aaaaaacccttt|atttcaga
.taaaatttttat|aattcaga


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:19643011-19643165&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:63749-63906&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:51392606-51392758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:141530840-141530988&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:27115602-27115758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8403901-8404559&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16495889-16496347&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:98272274-98272682&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64821408-64821897&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:99991767-99992158&Track=refGene

o
[

T Y43F8C.22

— W\M glt-4

C.Ele
C.Bre
C.Jap
C.Rem

ttccgggt|tcgattcccacccacGGCAACAAATTCcaattgtgtg———-

tgeggggt|tcgatccccacccaTGGCAACAAATTCcaatcgtgtgttcaccaatg
tcacgagt|tcgattcccacccaTGGCAACAAATTCcagtcgegtgttttgtcaac
cggccagt|tcaatccccc-—-ATGGCAACAAATTCcaatcgtgtgatttctagea

kK| kk kk kkk kokkckokokokokokokkokkkk k k kokk

-taacattcaa...79...ttgcacgtggtt|tacaattt

--...77...ttgcacgtagtc|tacaattt
--...73...ttgcacgtggtc|cacagttg
--...84...ttgcacgtagtc|gacatttt

kokokkokokkk Kk kkk  kok

id=187793 gene=Y43F8C.22 name=Y43F8C.22 segment=chrV_19643020_.19643157_-1 type=EN

C.Ele
C.Bre
C.Jap
C.Rem

atgtGAGT
atgtGAGT
atgtGAGT
atgtGAGT

3k ok ok ok k k k

TTGTTGCC--acaaaa-taattccgtagaca-

TTGTTGCCAattggaa-gaatgtcatagac—-...

TTGTTGCCA-gaggaa-t-gcgctgtagacac
TTGTTGCCATtcgaaacaaatgccatagac—-
koK skokok ok *k *okkokok

....649..
.713..
...4789..
....302..

.tttcagtacgag|tttggcct
.ttttagcacgtc|tttggctt
.tttcagtacaag|tcttgcgt
.tttcagtacgag|tttggctt

kokk kk kok

1d=92202 gene=T22E5.2 name=glt-4 segment=chrX_6403593_6404281_1 type=IN

Figure 217: CS=5.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:19643011-19643165&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:51392606-51392758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:141530840-141530988&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:27115602-27115758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11314564-11315269&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37854201-37854971&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:6286894-6291740&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1531910-1532270&Track=refGene
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C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

ttccgggt|tcgattcccacccacgGCAACAAATTCCAAtTGTGTGTaacat-t--caatgcaattgage——...68..
ttaggggt|tcgagtcccacccaagGCAACAAATTCCAAtCGTGTG-atcttctcgcaacacgattg————- L7200
tgecggggt|tcgatccccacccatgGCAACAAATTCCAAtCGTGTGT----t-caccaatgcgattgagecg. . .66. .
tcacgagt|tcgattcccacccatgGCAACAAATTCCAGtCGCGTGT---tt-tgtcaacgcgattgagee—...62..
cggccagt|tcaatcc-—-cccatgGCAACAAATTCCAAtCGTGTG-atttc-tagcaacgcgattga-——-...74..
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id=187793 gene=Y43F8C.22 name=Y43F8C.22 segment=chrV_19643020.19643157_-1 type=EN

id=16571 gene=C25B8.4 name=clec-266 segment=chrX_6617917_6618179_-1 type=IN

Figure 218: CS=5.4

cacaggat|gaatgggtaagaaaacgaacaaaa----agggcgcegaggggcaggagagaage ggactgt gacaaacgccgctccgtcaccac
cacaggat|gaatgggtaagga—a-aaggaatattttttggtgggagaggaacaaaa——————---- agactgtgagg-gaga-———-- gctccaaga--—-—
ctcaggat|gaatgggtaagaaaa-tgggaaga-————- ggggagaaaagaaac———————————==- tgactgtgacgggacg———-—-—-—--- ccagag---—-—
cgcaggat|gaatgggtaaggaca-aagggaga-————— 28Lege88egage ggactgt-—-gg-gaca tctcet
cccaggac|gaatgggtaagaaaa-gaacaaaa----aggggtcaagaggaaaaaaaaagacaaaacggactgtgaagcgaga———--- gctccacca——--
* okkkokk [dokkokokdokdokkok ok * ok *k * Hokokkok ok *k *
tgccacggcgaaaagccaacccACATATGtTTGGAATTTGTTGCgaatagatgtcgegagttgg————— ...108...ttaataaat-caa|tttcagga
—————————— aaaaccagactcaCATATGtTTGGAATTTGTTGCgaatggatgttgecgagttgg———-—...1569.. .gaaagaaatgaaa|ttcgaat-
—————————— aggaaccaacccACATATGtTTGGAATTTGTTGCgaatgaatgtcgegagttge——---...210...gagaccaatatat|ttacagg-
ACATGTGtTTGGAATTTGTTGC----- aatgttgctttccaatgcat....46...-aaaaaaaagttg|ttatagga
—————————— agaaaccgacccaCATATGtTTGGAATTTGTTGCgaatgaatgtcgecgagttgg-———-...172...-aacaaaatgaaa|ttttagga
Rokokokkokokakokskokdokokokokkok ok ok Hkokk Kok *k *k ok

clec-266


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:19643011-19643165&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:63749-63906&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:51392606-51392758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:141530840-141530988&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:27115602-27115758&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6617908-6618187&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:11911493-11911804&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:156719768-156720120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:150314110-150314279&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147753256-147753588&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:6617908-6618187&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:11911493-11911804&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:156719768-156720120&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:150314110-150314279&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:147753256-147753588&Track=refGene
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C.Ele
C.Bre
C.Jap
C.Rem

tgaataac|tcaatctatacgaggtccAGAGTcACCTctGAGAatatgtatctcttcggtget...64. . .cacctccgtttce
aaaattaa|cgtgttcgtgcgaggtccAGAGTcACCTttGAGAataggtatcttcttggtget. . .64. . .cacctccgtttc
catattat|gttttgtgtacgaggtccAGAGTcACCTttGAGAataagtatctctttggtget...63. .. .cacctctgtttc
ttgtaaac|atacataaaacgaggtccAGAGTcACCTttGAGAataagtatctttttggtget...64. . .cacctccgtttce
sokokokkok ok skoRskkokkokskokokkkokakoRskokskkokokskokok

*

k kckokokokk kkokokokk  kokokkk

id=121743 gene=F28D1.13 name=F28D1.13 segment=chrIV_12390502_12390631_-1 type=EN

C.Ele
C.Bre
C.Jap
C.Rem

tCTTTTAG
tCTTTTAG
tCTTTTAG
tCTTTTAG

% %k %k %k 5k %k k k

GTATTCTttttgcggacggttagtcaa. .
GTATTCTttttgcggacggttagtctt. .
GTATTCTttttgctgacggttagtatt. .
GTATTCTttttgcggacggttagtett. .

kokokokokkokkokkokkk kokkokkokkkkk

.482. .
.141..
.263..
.119..

.tttttttttcag|gaataatc
.gcecgtgttacag|gaataatc
.ccttttttacag|gaatcatt
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id=269455 gene=F40A3.4 name=F40A3.4 segment=chrV_7875900_7876420_1 type=IN

Figure 219: CS=5.64
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12390493-12390639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:77961413-77961559&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:98133595-98133740&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80631556-80631702&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13043139-13043676&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:155054532-155054728&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:116708190-116708498&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:89482841-89483015&Track=refGene

, e — { F28D1.13

C.Ele ---—--—---—- tgaataac|tcaatctatacgaggtcca GAGTCACCTctGAGAATat--gtatctcttcggtgctag-————-- ..62...cacctccgtttc|tgacaaaa

C.Bre aaaattaaCGTGTtCGTGCgaGGTCcaGAGTCACCTttGAGAatAGGTAT——cttcttggtgctaggatagc .56...cacctccgtttc|gaacactg

C.Jap catattatgttttgt--—-— gtacga GGTCcaGAGTCACCTttGAGA--ataagtatctctttggtget-————--—- ..63...cacctctgtttc|tgacaatt

C.Rem -———-———--- ttgtaaac|atacataaaacga uGTCcaGAGTCACCTttGAGAATAAGTA——tctttttggtgctaggataa— .57...cacctccgtttc|tgacaatt
* sokokkokokkokk kkokdok ok *ok ok kkokokokk sokdokkok skokdokok [ kokok

id=121743 gene=F28D1.13 name=F28D1.13 segment=chrIV_12390502_12390631_-1 type=EN

C.Ele cattttcalattccaattaa----tttttcgaca----ATTTTCAGGTcgGATTCgacagaatgtca|cgtataaa
C.Bre  tatttataaactacttctataatgcctatgcttttttgalagttcaatt---—--- taacacaattATATTTTTTCAGGTtgGATTCGATCGCATGACA|CGgataaa
C.Jap atcaattalactttaattaccctttctttcaa————---- TTTCAGGTggGATTTGATCgaatgaca|cgaataaa
C.Rem tctttttajatttctatt-——--- tgttt——TATTTtATTTTCcAGGTchATTCGATCgcatgaca aggataaa

* k| k ok *okx Kok ckokokokk kkokkk kk ok okkk kxk

1id=200196 gene=Y17G7B.6 name=glb-29 segment=chrII_12023473.12023522_1 type=IN

Figure 220: CS=5.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12390493-12390639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:77961413-77961559&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:98133595-98133740&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80631556-80631702&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3255792-3255858&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:119328044-119328143&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:54703807-54703873&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17637617-17637683&Track=refGene
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C.Jap
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C.Jap
C.Rem

————————— tgaataac|tcaatctatacgaggtccAGAGtcACCTctGAGAatatgtatctcttcggtget-——--...64...cacctccgtttc|tgacaaaa

————————— aaaattaa|cgtgttcgtgcgaggtccAGAGtCACCTttGAGAATAGGtatcttcttggtgetaggat...59. . .cacctccgtttc|gaacactg

————————— catattat|gttttgtgtacgaggtccAGAGtcACCTttGAGAataagtatctctttggtget-————...63...cacctctgtttc|tgacaatt

ttgtaaacatacataaa|-——--—--- acgaGGTCcAGAGTcACCTttGAGAataagtatctttttggtget————- ...64...cacctccgtttc|tgacaatt
*k K sokokskokskskokskokskokokskokskokok kskokskokskokk kskokakokk sk skokakskokok sokckokskok kokokokok | kokok

id=121743 gene=F28D1.13 name=F28D1.13 segment=chrIV_12390502_12390631_-1 type=EN

aaggtagg|caacaattgagagttaaaaatggaacctggtg::::::
—aggtagg|tcaggagttgaatactcaaaatgcactgaaaa:::::
aaggtag—|-—-—-—----- acgaataacaagcgaac
aaggtagg|tcagaaat-ataaatggtaatggaacaaggga: :

% %k %k %k k k k% ok kxk

id=60204 gene=F32H5.4 name=F32H5.4 segment=chrV_13361729_13361993_1 type=IN

Figure 221: CS=6.56

kokkokkkkk kxk|[kkk kk ok
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:12390493-12390639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:77961413-77961559&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:98133595-98133740&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80631556-80631702&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7557566-7557847&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:157146902-157147155&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:123762093-123762159&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:20914946-20915267&Track=refGene
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C.Ele ataagatc|tatgaTGAGacTTTCaCGACggtcttccgatgtaata-catacctgtggatatctttacgtgaagctgagatccttt
C.Bri, attagatc|gatgaTGAGacTTTCaCGACggtcttccgatgaaatatcaaagctgtggatatctttacgtgaagectgagatccect
C.Bre  actagatc|gatgaTGAGacTTTCaCGACggtcttccgatgaaatatcaaagctgtggatatctttacgtgaagctgagatcccat
C.Rem tctagatc|gatgaTGAGacTTTCaCGACggtcttccgatgaaatatcaaagectgtggatatctttacgtgaagetgagatcccat

aggtatga
aggtaaaa
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aggtacgg
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skokokokok | okokokokokokkokkkokkokkokkokkkokkokkokkokkokskkk kkkk kk ok skokokokokckokskokokokokkkkokkkokkkkkkkkkkkkk ok

tttccaaa
ttttctaa
ttttcaac

ttttaatg
*okok

id=9130 gene=C51F7.3 name=C51F7.3 segment=chrV_12303689_12303764_1 type=EN

gaaagttactgc...110...gtca-—--tcgttggcgggegeggGTCGaGAAGAAGCTCAaatatttggtggggggaage. . . 886. .

acaaacggaaag....91...gccagacgtcgtctgcgggg-—--GTCGaGAAGAAGCTCAaacattggttgaatggagga. .. 121..

gggactttttcg....93...gccagacgccgtctgegggg——--GTCGaGAAGAAGCTCAaatattggaacaagggagaa...160..

ggaaccaaaaac....92...gccagacgccgtccgcggga—--—GTCGaGAAGAAGCTCAaatattggtagaagagataa...109..
* * kk sokk kokokokok koK oskokskokskokkskokokokokokok kokk ok

id=120756 gene=C56E10.1 name=nhr-173 segment=chrX_6657401_6658476_1 type=IN

Figure 222: CS=5.36
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8615795-8615887&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6090613-6090706&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32015700-32015793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21895563-21895656&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11060369-11061461&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:8662643-8662951&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:37526309-37526658&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1326055-1326352&Track=refGene
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T CH1F7.3

ataagatc|tatgatgagactTTCACGACGGTCTtccgatgtaata—-catacctgtggatatctttacgtgaagetgagatccttt|tttccaaa
attagatc|gatgatgagactTTCACGACGGTCTtccgatgaaatatcaaagectgtggatatctttacgtgaagectgagatccect|ttttctaa
actagatc|gatgaTGAGActTTCACGACGGTCTtccgatgaaatatcaaagctgtggatatctttacgtgaagetgagatcccat|ttttcaac
tctagatc|gatgaTGAGActTTCACGACGGTCTtccgatgaaatatcaaagctgtggatatctttacgtgaagetgagatcccat|ttttaatg
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id=9130 gene=C51F7.3 name=C51F7.3 segment=chrV_12303689.12303764_1 type=EN

ataactaa
atctctat
ataacatg
ttcaaaaa

*

ttgttaaatgaa....
cttttttttctg. ...
cctttcaattag...
ttgttgaaatgg....

* %

..caaaaatagaacac-——-- atttccAGATCcGTCGaaTGGAccttg|cgactcgt
..———tagtaagaaatc--aatcttccAGATtCGTCGtaTGGAccttg|ccacccge
..———-agttcca-atctaaactttccAGATtCGTCGtaTGGATCTTG|ctactcgt
..——--attagaacatccaaactttc-AGATtCGTCGaaTGGATCTCG|ctacgcgc

* %k ok sk kokckk kokokkk kkkokk Kk k[ K kK Kk

1d=277281 gene=KO8E3.1 name=tyr-2 segment=chrIII_13744366_.13744459_1 type=IN

Figure 223: CS=5.2

tyr-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8615795-8615887&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6090613-6090706&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32015700-32015793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21895563-21895656&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:39213-39323&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:8039466-8039610&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:168001548-168001811&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:127005362-127005504&Track=refGene
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C.Ele ataagatc|tatgaTGAGACTTTCaCGACGgtcttccgatgtaata-catacctgtggatatctttacgtgaagctgagatccttt|tttccaaa
C.Bri, attagatc|gatgatGAGAcTTTCaCGACGGTcttccgatgaaatatcaaagctgtggatatctttacgtgaagctgagatccect|ttttctaa
C.Bre  actagatc|gATGAtGAGACTTTCACGACGGTcttccgatgaaatatcaaagctgtggatatctttacgtgaagctgagatcccat|ttttcaac
C.Rem tctagatc|gatgatGAGACTTTCACGACGGTcttccgatgaaatatcaaagctgtggatatctttacgtgaagectgagatcccat|ttttaatg
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id=9130 gene=C51F7.3 name=C51F7.3 segment=chrV_12303689_12303764_1 type=EN

C.Ele gttccagc
C.Bri gtttcagt
C.Bre gtttcagc
C.Rem tttccagt

Kk koK

tcgccecgecggCGTCGaGAAATCTCAgaagetgtctcaaaaattce——-. .
tcgcccaacGCCGTCGaGAAATCTCtgaagcaatttcgaaaatcec———-. .
tcgcccgtcGTCGTCGTGAAATCTCTCATgccgtctcccgtatccectga. .
tcgcccgecGCCGTCGTGAAATCTCcgactgegtttccecgtatce————. .

kokkokkk  kk kokkkk kkokkkkkk  k * kX k% %k
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.catatctatcag
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id=46580 gene=FO08A8.3 name=F08A8.3 segment=chrI_12951297_12951487_1 type=E3

Figure 224: CS=7.32
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http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8615795-8615887&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:6090613-6090706&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:32015700-32015793&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21895563-21895656&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2120925-2121132&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:3351484-3351691&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:23537503-23537710&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:80750586-80750793&Track=refGene
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C.Bri| gactaaggcgtactatttttcttttcagcggaccgaaaccctccaaaggtgtccTAAGtaAGTCaTCACaaCTCTtGCCACtGCTGE cgegge ggccaaggtg
C.Bre gactaaggcgtactatttttcttttcagcagaccgaggccctccaaaggtgtccTAAGtaAGTCaTCACaaCTCT-—--—-————-- tgcctgectacgaaacgge-——---- ggeccgaggtg
C.Jap gactaaggcgtactatttttcttttcagcagaccgaggccctccaaaggtgtccTAAGtaAGTCaTCACaaCTCTtgATCA-—————————————-—— atcagcacacccaccctaggtc
C.Rem gactaaggcgtactatttttcttttcagcggaccgaaaccctccaaaggtgtccTAAGtaAGTCaTCACaaCTCTtGCCGGC-————————-—- agagaagaaga—-—-—---, ggcgagggt-
sokokokskokskoksk ok ok sk oksk sk kR skokskokokokokskokok ok kokskokokok  skokokskoksk ok akskok sk sk ok sk ok sk sk sk sk ok sk sk sk sk ok ok sk ok ok * * kkk
id=283360 gene=K07C10.2 name=K07C10.2 segment=chrII_11167158_11167244_1 type=EN
C.Bri  acatgcaagtgagtcccctc..... 62...tttcgggggccaccttagct-———-CAGTTGGTAGAGCGTGAGACTTTTAatcttaaggtcaggggttceg. . .27. . . tttttttttcagattgtttc
C.Bre acatgcaagtgagtgtctcc..... Bl...-——————- gcctecttagetcagttggt-—--AGAGCGTGAGACTTTTAatcttaaggtcaggggttcg. . .46. . . tttcattgacagattgtttc
C.Jap| cactacaggtgggttcttga...1725...-——————- gccatgecggtttacctgtgTGGTAGAGCGTGAGACTTTTAatcttaaggtcaggggttcg. . .25. . .gtttttttttagattgtttc
C.Rem caatgcaagtgagtgtccct..... 46...--tcgtgggcctccttagectca-——-GTTGGTAGAGCGTGAGACTTTTAatcttaaggtcaggggttcg. . .74. . . tttaaatttcagatcgtttc

k kk ckkk kk k% k * >k 3k >k 3k >k 3k ok 3k ok Sk 3k ok 3k ok ok ok Sk ok ke 3k ok 3k ok 3k ok ok ok ok 3k >k 3k ok 3k ok k >k k k *% * skokokok  kokokokok

id=191516 gene=F07A5.4 name=F07A5.4 segment=chrI_7357502_7357760_-1 type=IN

Figure 225: CS=7.08

FO7TA5.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7310728-7310831&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41941525-41941628&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:70501622-70501725&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9061559-9061661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1129409-1129603&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:133689010-133689204&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:30338331-30340182&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:111559958-111560181&Track=refGene

TKO?CIO.Q

— —W sul-3

gactaagG|CGTaCTATTTTTCTtttcagcagaccgaggeect. . .
gactaagG|CGTaCTATTTTTCTtttcagcggaccgaaaccct. . .
gactaagG|CGTaCTATTTTTCTtttcagcagaccgaggecct. . .
gactaagG|CGTaCTATTTTTCTtttcagcggaccgaaaccct. ..

kkkook ko k ok | dkokokokkokkokkokokokskkokkkkkkk kkkkkk o kkkk

. .atggaagtggga
..ctgtcgeggegg
. .acgaaacggcgg
. .agagaagaagag

gegaggtg
ccaaggtg
ccgaggtg
gegagggt
* dokok

id=283360 gene=K07C10.2 name=K07C10.2 segment=chrII_11167158_11167244_1 type=EN

C.Ele  ttGGAAGG|ATAGcACGTaagttattaa—-—----- caatgaagca...1143..

C.Bri  ttGGAAAG|ATAGcACGTaagtgggcagaacagttaga———----- ....861..

C.Bre  ttGGAAAG|ATAGcACGTaagtaaaaaa—------ aaaagaaatc....678..

C.Rem  ctGGAAAG|ATAGcACGTaagtgagaaattggtctaaa———---- ....336..
*

skokokoksk 3k | %k ok sk %k ok %k ok %k k %k >k k >k *

.—-——attaaaagtgca|tttaaagg
.——--aacaaaaatatt|tttccaga

.acttgtcggaaa---—|tttccaga
.--ctaacaagacaa-—|ttttcaga
*

id=146414 gene=C54D2.4 name=sul-3 segment=chrX_7832646_7833829_-1 type=IN

Figure 226: CS=6.6

kkk  kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4112070-4112173&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7310728-7310831&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41941525-41941628&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9061559-9061661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7832637-7833837&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:13529688-13530606&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:150538020-150538755&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148893650-148894043&Track=refGene

RS

—/—\—///

C.Bri, gACTAAgGCGTACtATTTttcttttcagcggaccgaaa. .
C.Bre  gACTAAgGCGTACtATTTttcttttcagcagaccgagg. .
C.Jap  gACTAAgGCGTACtATTTttcttttcagcagaccgagg. .
C.Rem  gACTAAgGCGTACtATTTttcttttcagcggaccgaaa. .

>k 3k 3k 3k 3k 3k 5k >k 5k %k 5k %k 3k 3k ok 3k %k ok sk ok sk >k sk k sk kokkk Kk kkkok

.45...-ctgtcgcggecggecaaggtg
.45...-acgaaacggcggccgaggtg
.45...-cagcacacccaccctaggtc

.44 ... agagaagaagaggcgagggt-
*

* k%K %k

1d=283360 gene=K07C10.2 name=K07C10.2 segment=chrII_11167158_11167244_1 type=EN

C.Bri
C.Bre
C.Jap
C.Rem

cacGAATcGTACGCgTTGGTTtttctaattctaaattttct-—-

cacGAATcGTACGCgTTGGTTttttttacattaaattcaat-—-

ttcGAATcGTACGCETTGGTTttcattttgtcttattttct——-

tacGAATcGTACGCETTGGTT---ttatttttgaacttttttgg
sk sk ke sk ok skok o ko sk ks ok ok ok ok * *x ok ok

....45.. .tttcagtttcagatattctc
....50...gaattcttgcagaaatcttg
...290...ttttttcttcagaagtcctc
....35...ttttagtttcagagattctt
* okkokk ko ok

1d=273763 gene=C42D8.4 name=ets-5 segment=chrX_5079971.5080022_-1 type=IN

Figure 227: CS=40

TKO?CIO.Q

M—Q—‘ ets-5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7310728-7310831&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41941525-41941628&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:70501622-70501725&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9061559-9061661&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10243607-10243713&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:3324932-3325043&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:134010240-134010591&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146528775-146528871&Track=refGene

RS

— —T— Y37E3.21

w/

C.Ele| gaaattat|ccgctcctatct-...91...atctcgacaaatgtcatcctCTGGGTTCGAGACAAT|TAAATcta
C.Bri  gcgaattt|tc-ctcctatctt...91...atctcgacaaatgtcatcctCTGGGTTCGAGAcatt|caaaatta
C.Bre ttatattt|ttgctcctatct-...91...atttcgacaaatgtcatcctCTGGGTTCGAGAcaat|aaaaacta
C.Rem gtaaaaat|ttgctcctatct-...91...atttcgaccaatgtcatcctCTGGGTTCGAGAcaat|caatatta

* sokok sk ok ok ok ok ok Kk skkokskok skokskokskokskokokskokskokskokokskokkokkokkokok k| Rk Kok

id=66306 gene=Y37E3.21 name=Y37E3.21 segment=chrI_2070259.2070397_-1 type=EN

C.Ele cgttggag|gtaagaaaaacggaacacttagcctaagecta::::::atcggctcagactccgectatgtcttggecatcgeccaataaATTTaaAGTTTTTCaG|AACaTCAg
C.Bri cccttgag|gtgggagatttgaaac : TTTCaG|AACaTCAg
C.Bre cattggag|gtgaatgagataaaa TTTCcaG|AACaTCAg
C.Rem cactagag|gtaataaaca tatg taa TTTCaG|AACaTCAg

® ok kokok | ok * ok skokok | dokokkokkokok

id=102251 gene=7ZC416.8 name=cha-1 segment=chrIV_3614406_3614648 -1 type=IN

Figure 228: CS=6.28


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2070250-2070405&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9816123-9816278&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:185625113-185625268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18113127-18113282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3614397-3614656&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:11917779-11917851&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:103116683-103116753&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104435485-104435549&Track=refGene

d ?

[ J Y37E3.21
mp46c10,1
C.Ele gaaattat|ccgctcctatcttggegettccattggtgaatATGGCtGTGTATGTTAtAGGAGagatagtagtgecttttgg———-—-——--- c...b3...gttcgagacaat|taaatcta
C.Bri, gcgaattt|tc-ctcctatcttggecgcttccactggtgaatgtggcTGTGTATGTTAtAGGAGAAAAagTAGTgtcttctggactttcggate...44.. . gttcgagacatt|caaaatta
C.Bre ttatattt|ttgctcctatcttggcgcttccATTGGTgaATATGgcTGTGTATGTTAtAGGAGgaaaagtagtgtctttaga————----—- c...53...gttcgagacaat|aaaaacta
C.Rem gtaaaaat|ttgctcctatcttggcgectttcattggtgaatatggctGTGTATGTTAtAGGAGcaaaagtagtgectgeggg—————————- c...b3...gttcgagacaat|caatatta

* sokckoskokskokskokokskokskokkok kok skokokokskokskokskokskokskokskskokskokskokkskokskokkokk ok kokskskokokk Rk K * sokkokkokdkokkk k| kk kok

id=66306 gene=Y37E3.21 name=Y37E3.21 segment=chrI_2070259.2070397_-1 type=EN

C.Ele tgttagca|cagctcaaagtaggtgt ttcatgtttaatttcatcge——-------—---—- CTTCTTAACCATGCGT tGTCAT tgataagca--cagttgcttgt...446...aacttcccttat|tttttcca
C.Bri  tcttgtcg|cagcttaaggtaagtgt-caccaccccaggttt-———------ ttcagttttcattgtttgttgGTTGaTTTTCaaTTCTtTAACCATGCGTA-—---— acggttagagctgataa----- caa—-------- ...176...aaaaatattagc|ttttttca
C.Bre  tgttggca|cagcttagagtgagtgt-———---——-—--- ttcaattttttcattcatttttggtttctca———--------—---—- TTTCTTAACcATGCGTACGTGTACTGATaacaaatgataagaaaccaa—————--- ...169.. .ttttgcagtttt|tttttgeca
C.Rem tgttggca|cagcttagggtgagtgtgtatcgtttttagtttcatttgttagttggtttcttatttectta——------——--——- TTTCTTAACcATGCGT----------- ttacaactgataa-—-——- caactga----...168...caaaaaatgttt|tttttgca

k) kk ok [kkkkk ok kk  kkkk %k * k  kk k kokokokokokokkokkokk * %k %k %k k k *%

id=628 gene=F46G10.1 name=F46G10.1 segment=chrX_13310399_13310935_-1 type=IN

Figure 229: CS5=6.32


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2070250-2070405&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9816123-9816278&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:185625113-185625268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18113127-18113282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:13310390-13310943&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:3196976-3197282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:187039064-187039357&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:90516581-90516874&Track=refGene

»
[

— ——T— Y37E3.21

C.Ele gaaattat|ccgctcctatct-...90...catctcgacaaatgtcatccTCTGGGTTCGAGacaat|taaatcta
C.Bri, gcgaattt|tc-ctcctatctt...90...catctcgacaaatgtcatccTCTGGGTTCGAGacatt|caaaatta

C.Bre| ttatattt|ttgctcctatct-...90...aatttcgacaaatgtcatccTCTGGGTTCGAGacaat|aaaaacta
C.Rem gtaaaaat|ttgctcctatct-...90...aatttcgaccaatgtcatccTCTGGGTTCGAGacaat|caatatta
* sokok ko sk ook ok skokokskok skokskokskokskoksokkokokskokskkokkoRokokkokok k| ok Kok

1id=66306 gene=Y37E3.21 name=Y37E3.21 segment=chrI_2070259.2070397_-1 type=EN

C.Ele  cTCGaaAA|CCctCAGGtacctcagacaagcacccca...132...cacaatttgttt|ttttcagg
C.Bri cTCGaaAA|CCatCAGGtatctgataatggttgctaa...123...aatatttttcta|ttgctagg
C.Bre  cTCGaaAA|CCcaCAGGtaccatataacggtgtcgac...183...attcattgccct|ttttcagg
C.Rem cTCGaaAA|CCatCAGGtaccaattaacggtggaagc...168...cctaacgaattt|cacttcag

soksokkokok ok kokokkokk K * ok *

1d=118640 gene=C14F5.3 name=tnt-3 segment=chrX_7940577_7940748_-1 type=IN

Figure 230: CS=5.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2070250-2070405&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9816123-9816278&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:185625113-185625268&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18113127-18113282&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7940568-7940756&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:13623638-13623817&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:150664786-150665025&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148975817-148976041&Track=refGene

RS

T e e ey e e mr

C.Ele
C.Bri
C.Jap
C.Rem

C.Ele
C.Bri
C.Jap
C.Rem

cgct-cctc|aagectectgge. ..
-gctgectc|aagectcccgac. ..

tgga-gggc|aagectetggeg. . .
ctct-cttc|aagcctccttga. ..

3k | kK sk kk kK

..ctgatccgcatgaaggttaaACTTCCTTGgACGTctGAGCcgecc——--—
..————tcgaaatgaaggttaaacttCCTTggACGTctGAGCcaccgcct
..————tccacatgaaggttaaacttCCTTGgACGTctGAGCcacc——--

.ctgatccacatgaaggctaaACTTCCTTGgACGTctGAGCcgecc———-

*% kokokokokokok koK ok ok ok ok sk ok ok sk ok ok sk ok ok kskok ok kok ok kok ok

id=197213 gene=Y37E3.20 name=Y37E3.20 segment=chrl_2085040_2085158_1 type=EN

tttaataa
taaaagag
ttcaattt
tttaaatt
* kx

ttttcctt|gcaatgtatGCTCATGTTAAGGtAAGTagaaggccattatatgggeg—....920.. . .attcggtctttg|laaaaaaag
ttttcctc|geccatgtatGCTCATGTTAAGGtGAGT-caagattactgtattttttt....870...tggaaattttcajaaaaatga
tcttcctt|geccatgtatGCTCATGTaAAGG—-———- tacgtggttttggacaccgt...2148...ctctagttttag|taatcaaa
ttttcctc|geccatgtatGCTCATGTTAAGG—————-— tttgttttttttgtttttta....738.. . actcaatctctalattatttt
* skokskokk ok skokskokskokokskokskokokokk  kokokok * * * %

id=33630 gene=Y57A10B.1 name=Y57A10B.1 segment=chrII_12360500.12361478_-1 type=IN

Figure 231: CS=6.24

Y37TE3.20

Y57A10B.1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12987254-12987389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:1446360-1446495&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94195510-94195648&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:130991607-130991743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:12360491-12361486&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:3189915-3190860&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:21667310-21669528&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29999416-30000224&Track=refGene

Y37TE3.20

K04D7.4

C.Ele cgctcctc|aagcctectgge...61. .. .tcctgatccacatgaaggct AAACTTCCTTGGACGTCTGAGecgec|tttaataa

C.Bri, gctgcctc|aagcctcccgac...61...tactgatccgcatgaaggttAAACTTCCTTGGACGTctgageccgec|taaaagag

C.Bre  gaacagac|aagcctcctggce...60...tactgatccgcatgaaggttGAACTTCCTTGGACGTCTGAGccgec|tttataag

C.Rem ctctcttc|aagcctecttga...62...tgctgatccacatgaaggttAAACTTCCTTGGACGTCTGAGccacc|tttaaatt
* | dokokokoksk ok ok * skokskokskokok kskokskokkokk ok skokskokskokskokskskokskokskokokskokkok ok kok |k ok

id=197213 gene=Y37E3.20 name=Y37E3.20 segment=chrl_2085040_2085158_1 type=EN

C.Ele| tgagaatt|ttataaggtaaa...695...aaaacgaaaagagacggaaa-TTCGGtGTGTTCgAAGGAAGTTT-ctaagagtttcgaagagaga...124.. .tataatacttac|ttttcaga-

C.Bri  tgaaagtt|ttatcaggtatt...257...aagctgtcaagcggaaaaac———---- GTGTTCgAAGGAAGTTTtctgagagtttc-aaacctct....65...-atgccacttta|ctcccaatt

C.Bre ggaaaatt|ttataaggtacg...573...aaaagagagagcgacggaaa-TTCGGtGTGTTCgAAGGAAGTTT-ctgagagtttggagacctct...107...-aaagtttctaa|ttttattca

C.Rem tgaaaact|tcatcaggtatt...236...aaacggaaagagaagggaaaTTCGGGtgTGTTCgAAGGAAGTTT-ctgagagtttcgagacttct...126...caatacattgaalatttcaga-
Kk ko ok|k kk kskokskok *k *k sokokskskokskokkokokokokkokkok ko kskokokokokk ok *

1d=208361 gene=K04D7.4 name=K04D7.4 segment=chrIV_10193351.10194256_-1 type=IN

Figure 232: CS=5.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12987254-12987389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:1446360-1446495&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99457945-99458079&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:130991607-130991743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10193342-10194264&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7550962-7551381&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:108474498-108475281&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:146996705-146997171&Track=refGene

13

cacgaagg
tacgaagg
tacaaagg
aacaaagg

k3% kkkk

C.Ele  cgctcctc
C.Bri, gctgcctc
C.Bre gaacagac
C.Rem ctctcttc

*

aagcctcctgge. ..
aagcctcccgac. ..
aagcctcctgge. ..
aagcctccttga. ..

>k 3k ok 3k ok % k %

..atccacatgaaggctaaactTCCTtGGACGTCTGAGCcgcc
..atccgcatgaaggttaaactTCCTtGGACGTCTGAGccgec
. .atccgcatgaaggttgaactTCCTtGGACGTCTGAGccgec
..atccacatgaaggttaaactTCCTtGGACGTCTGAGccacc

HRkK AKAKKRKK K kKA AR KKK KKK AKAK KKK KK

tttaataa
taaaagag
tttataag
tttaaatt
* %

1id=197213 gene=Y37E3.20 name=Y37E3.20 segment=chrI_2085040_.2085158_1 type=EN

tgaggaaaagcg...268..
taagttattaga....45..
ttagtgattcta....42..
tcagtttatgaa....44..

* kx

.caaa--aaataatagaaaaccaGTTCAGATGTTCcAGGActctcagcaagggtaagttt. .
.ttaactgaaaaacaaaaaac---TTCAGATGTTCcAGGAttcacaacaggggtatgttt. .
.gtatgttctaactacaaaac---TTCAGATGTTCcAGGActctcaacaggggtaagttt. .
.ctgtacttctaaaaagaaac---TTCAGATGTTCcAGGAttcccaacaggggtaagttt. .
skkk kokkskokiokkkoksoRdokk ksk ok ko kokokokk skokakok

*

.238...cgttttttcagt
.275. . .tcgtttttcagt
.242. . .ataatttacagt
.238...tatccttacagt

*k KKKk

1d=224749 gene=Y23H5A.5 name=ctn-1 segment=chrI_2614492_2615078_1 type=IN VIEW

Figure 233: CS=5

atgaaatc
acgaaatc
acgaaatc
acgaaatc

%k kokskokokk

Y37E3.20

ctn-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12987254-12987389&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:1446360-1446495&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99457945-99458079&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:130991607-130991743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:12457334-12457937&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:7997772-7998188&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:110839129-110839509&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:27405026-27405404&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2085040-2615079

v

ggtagcta

ggtagtcg

agcatact

ggtagcta
*

C.Ele ----acccccag|ccgtcgatgacg...26...ttgtgaggacaaaagactatGGTAaCACTCcGAGActa
C.Bri, ----gccgctgc|ccgtcaatgacg...26...ttgtgacgacaaacaactatGGTAACACTccGAGAcca
C.Bre  attccacgcacc|tcgtcgat----...30...ttgtgaggaaaaaagactatGGTAACACTccGAGActa
C.Rem ----ccaacgac|ccgtcgatgacg...26...ttgtgaggaaaaaagactatGGTAACACTccGAGActa

*

kkkk kxk kokkokkk kk kkk  kokokckokskokokkokkkkkkkkkkkk ok

g-——tttttca
atactttttcc
t---ttttgtt
a-—--tttttcc

ok k%

id=3028 gene=T27A3.9 name=T27A3.9 segment=chrI_6105681_6105756_-1 type=EN

taac--cgcttcat..
ttgcaatgcttc—-..
tact--cgctttct..
tact--tgcttcgt..

* kK k >k

.165..
.169..
.200..
.200..

.-—--gatatattatatgtaataccTTTCaGAGTGTATCcgcaaggaactttaaggtat. .
.---tgaatcatttt-tttaatgtaTTTCAGTGTtTATCcacaaggaactttgaggtat. .
.taatcttttttctt-cttaat---TTTCAGTGTaTATCcacaagggactctaaggtat. .
.atttccttcattttgtttaa----TTTCAGTGTtTATCcacaaggaacattgaggtat. .

* % * %k %k kokkokkk kk kkkkk ckkkkk kk ok kkkkkk

id=276378 gene=F10C1.7 name=ifb-2 segment=chrII_5752848_5753434_1 type=IN

Figure 234: CS=5.04

.344. .
.267..
.335..
.302..

.attggtaccagt
.agttggaacctt
.agttggaaccct
.agttggaacata

* %k %k kx %

cgagcaag
ggagacag
cgaacaag
cgaacaag

*% *%

T27A3.9

ifb-2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6105672-6105764&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:2349685-2349780&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:122630158-122630254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122089865-122089957&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:9525880-9526483&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:9123451-9123971&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:71287753-71288382&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:107737607-107738203&Track=refGene

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri --gcc--gctgcccgtcaatgacgaataGAAGTTATCCctGTCTGAAtGATTGtgacgacaaacaactatggtaacactccgagaccaatactttttce

C.Bre attccacgcacctcgtcgatgacgaccagaAGTTATCCctGTCTGaaTGATTgTGAGgaaaaaagactatggtaacactccgagac-—--tatttttgtt

C.Jap| cctctgcac----cgtctgtgacgactgaaAGTTATCCCTGTCTGAAttATTGtgAGGAaaaaagactatggtaacattccgagac——-taatttttcg

C.Rem ---cca-acgacccgtcgatgacgaccagaAGTTATCCctGTCTGAatGATTgtgaggaaaaaagactatggtaacactccgagac---taatttttcc
* * KokkK kKKEKK R KKK AAKAAK KKK RAKAKKRK KKKKKKK KK KKK RRRRRARAKRRKK KKRRRKKK kK KoKk

1d=3028 gene=T27A3.9 name=T27A3.9 segment=chrI_6105681_6105756_-1 type=EN

aaagttgatt gtttt ccactaggttctaa atctgataat-tcaggagtctaaat---—------------ TAATTtTT----CAGATGGATgcAACTTCgaagtggctccaacat
acaatttgttttttagcagtgtt----- tccctaattcccaat--—---------- tttcgtctgatattatcag TTTGAATTACAGATGGATgcAACTgagaagtggatcaaatat
tgttttgaatttttaaaaagtttaaaaacgcataatgtct ttgaatgacaatttca----tttcaac--—------—--- TCCTTGATtTTTGtGACAGATGGATgcAACTgcgaagtggctccaatat
attttttatttttta----- tttctcagacacttttttctgttacggtgaacactgttgcaaatattagtatc ----- tctgaactctttaaaaataagaGA—--TTT—-—-CAGATGGATgcAACTgagaagtggatccaatat

L *k * * ok ok okk sokokskokokskokskokkokkokk  kokokokokokok Rk kok Kok

id=146247 gene=Y48B6A.7 name=ace-4 segment=chrII_14204945_14204992_1 type=IN

Figure 235: CS=6.8

T27A3.9

-.m ace-4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:2349685-2349780&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:122630158-122630254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7636389-7636481&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122089865-122089957&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7685467-7685561&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41432335-41432434&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:40520053-40520165&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:8631577-8631705&Track=refGene

EMF

acccccag|c----cgtcgatgacgaccaagagttatcCCTGtCTGAaTGATTGtgaggacaaaagactatggtaacactccgagac-—-ta|gtttttca
gcc----g|ctgcccgtcaatgacgaatagaagttatcCCTGtCTGAaTGATTGtgacgacaaacaactatggtaacactccgagaccaatajctttttcc
attccacg|cacctcgtcgatgacgaccagaagttatcCCTGtCTGAATGATTGtgaggaaaaaagactatggtaacactccgagac-—-ta|tttttgtt
---cca-a|cgacccgtcgatgacgaccagaAGTTAtcCCTGtCTGAATGATTGtgaggaaaaaagactatggtaacactccgagac---tajatttttcc
*kckokskokskokskokskskokskokskokokskokskokokokokokok Rk kokok skokskskokskoRskokokoskokskokokokokskokok ok kok | kokokok

*

kokkk kkokkokkk

id=3028 gene=T27A3.9 name=T27A3.9 segment=chrI_6105681_6105756_-1 type=EN

tCAATCAc
tCAATCAc
tCAATCAT
tCAATCAT

%k %k ok k >k k

TCAGCAGG
TCAGCAGG
TCAGCAGG
TCAGCAGG
sokokok ok ok ok

————— tactaaccactttgaataac-———

————— tacg---ctaatcgagcaattgt...

————— tatt---cacgggggtggatgag
TAGTTaaca---cattcagagcacacac
* * *

...1044

....9562
....563

.523..

...caagtttatcgajattgcaga————-—-
Lommm tactgt|aatgcactttcaga
...ataaaatatttg|attacaga-—----
...ttcccttattgajagcaaaat-——-----

*k

id=146420 gene=C54D2.4 name=sul-3 segment=chrX_7831096_7832179_-1 type=IN

Figure 236: CS=5

.04

T27A3.9

sul-3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:6105672-6105764&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:2349685-2349780&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:122630158-122630254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122089865-122089957&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:7831087-7832187&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:13528676-13529255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:150536560-150537568&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:148892571-148893195&Track=refGene

d 7
, i C27H5.9
L 7C416.6
C.Bri --—-—---—- cacagcctgtcge——-——-— gctcgac-cctctegttgtcagtgaagataatacttaccgeccccaggecat AATGttTGTGATGAttggttta
C.Bre ------- ttgcat-ctctcge——-—-—- gttcgtttccacgtgttgtcagtgacgatattacataccgeccccaggcat AATGttTGTGATGAttggttta
C.Jap ----aaaacacac-cgctggttcgaggttcgtgt-———--—- ttgtcagtgacgatactacataccgccccaggcat AATGttTGTGATGATTGGTTta
C.Rem gtgctgttcacag-cggtcgt-————- gctcgactccacgegttgtcagtgacgaaattacttaccgeccccaggecatAATGttTGTGATGAttggttta
*k kK ok * oKk soskokskokskokokok kok ok kokok skokokskokskoksksk ok sk ok sk ok ok sk ok sk sk sk ok sk ok sk sk ok sk ok sk ok ok
id=92574 gene=C27H5.9 name=C27H5.9 segment=chrII_7183969_7184037_-1 type=EN
C.Bri,  ttccagctgtgagttctttt...106...gatgacacctgataagcagc TTATCACACATTcttcttctggaaaa———--———------—- attgatttatatgtatcaaagtttcaaagtccgttttt-——-ttgcaggtatacga
C.Bre  ttccagcggtaaggattttt...228...cctaacacctgataagcagc-—----------TTATCACACATTccaattctctgaaaaagttgaaaa——--—-- aacgat--a------—- taaagtgacaaagttcatttttctttctgcaggtctatga
C.Jap taccagcggtaagtgctttg....50...----gtgcaaaataagaacctgatAATCGGTTTATCACACATT-ctcttctccgaaaatgtgata———---- ggtgattga-———---—-a-—--- tacaaagttcaagttt--—-—- tgcaggtttatga
C.Rem ttccagcggtgagttatttc...191...gatgacacctgataagcagc———-----—--- TTATCACACATTcctcttctctgaaaaagaaaaaaacttggaatgattaa———----—- cagcgttgcaaagttcatttct-——---- tgcaggtctacga
® kkkkk kK kK KKk * kkkkk K K koK ok ook KoK ok koK ®kkK KKK ®kk K skkkkk Kk kK sokkkkokk Kk kK

id=6870 gene=7C416.6 name=ZC416.6 segment=chrIV_3610237_3610560_-1 type=IN

Figure 237: CS=6.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:1728128-1728212&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:68741022-68741107&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:72891317-72891403&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17051379-17051471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:3386309-3386533&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:91171717-91172068&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94463376-94463545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104430011-104430327&Track=refGene

RS

e e’ e 0w i

C.Ele
C.Bre
C.Jap
C.Rem

gagacgct|c
ttgcatct|c

tcgegttegttcecctegtg-ttgtcagtgacgatattacttaccgccccagGCATAgGTGTTTGTGATGA | TTggTTTa
tcgegttegtttccacgtg-ttgtcagtgacgatattacataccgeccccagGCATAaTGTTTGTGATGA|TTggTTTa

aaaacaca|ccgctggttcgaggtt-———---—- cgtgtttgtcagtgacgatactacataccgccccagGCATAaTGTTTGTGATGA | TTggTTTa
gtgetgtt cacagcggtcgtgctcgactccacgcg ttgtcagtgacgaaattacttaccgccccagGCATAaTGTTTGTGATGA|TTggTTTa
*okk ok ok dok ok skokskolskkokoRskoksk ok kokok stokaloRskoRskokokaioRskoRokokokkokokoskkokkokoskokokok | sekok sk ko ok

C.Ele
C.Bre
C.Jap
C.Rem

id=92574 gene=C27H5.9 name=C27H5.9 segment=chrII_7183969_7184037_-1 type=EN

ggtaTGGA
ggtaTGGA
ggtaTGGA
ggtaTGGA

%k kK k ok k >k

AATCATgCATAGACGTATGTgtaagatgtagacagattta. .
AATCATgCATAGACGTATGTgtaagaagtagaaagagtgt. . .

AATCATgCATAGACGTATGTaaaaaaggagtgttgectag. .
AATCATgCATAGACGTATGTgtaagatgtagtgagattta
sokokskkokskokkokkokoRdkokdkokkokk Kok ok k

.1231..
271,
.1413..

.153..

.ttcagatggctt
.ttcagatggctt
.ttcagacggctt
.ttcagatggctt

kokkokkk kkkkk

ccaacgtg
ccaacgtg
caatcgcg
ccaacgtg

* k% k*k %k

id=36241 gene=F23B12.4 name=F23B12.4 segment=chrV_14443367_14444649_1 type=IN

Figure 238: CS=6.24

C27H5.9

F23B12.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7183960-7184045&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:68741022-68741107&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:72891317-72891403&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17051379-17051471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6474910-6476209&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99949375-99949714&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:125145977-125147458&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140360033-140360254&Track=refGene

v

C27H5.9

———————— gagacgct|ctcgegttcgttccctegtgttgtcagtgacgatattactTACCGCCCCAGGCatagtgtttgtgatga
———————— cacagcct|gtcgecgectcgac-cctctegttgtcagtgaagataatACTTACCGCCCCAGGCATaatgtttgtgatga
———————— ttgcatct|ctcgegttcgtttccacgtgttgtcagtgacgatattacaTACCGCCCCAGGCataatgtttgtgatga
gtgctgttcacag-cg|gtcgtgetcgactccacgegttgtcagtgacgaaattACTTACCGCCCCAGGCataatgtttgtgatga

| kkk ok dkokk ckk ok olsiokkookiokkok ok ok kokok slokslolskiokaioRskookakokakok kool sk ok ok

id=92574 gene=C27H5.9 name=C27H5.9 segment=chrII_7183969_7184037_-1 type=EN

C.Ele cagaGCCT|GGGGacTGGTGcgttgatattgtcattttttaaatttgaaatctaacattatt-—|tatttcag

ttggttta
ttggttta
ttggttta
ttggttta
ok kKoK Kok ok

C.Bri,  tcGTGCCT|GGGGatTGGTGAGTt---—-------- ttaaatgagccaaaacct---attcttaalagttttaatttcta

C.Bre  ccgcGCCT|GGGGatTGGTGagttgctcttcacagttttctaagttctggaccttaactttttglaatttcag
C.Rem cagaGCCT|GGGGatTGGTAAGTtaaccctaccagctatccgagccaaaacccccaactttcaaltatttcag
* kokskok|dokkokk kokokk kokk * * * * K ok

id=18153 gene=M60.4 name=M60.4 segment=chrX_8232576_8232628_-1 type=IN

Figure 239: CS=5.36



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7183960-7184045&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:1728128-1728212&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:68741022-68741107&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17051379-17051471&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8232567-8232636&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:16295651-16295714&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:105625290-105625361&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:91062437-91062508&Track=refGene

RS

{ 7K094.7

c‘iS_Q—/—\_O F32D8.10

ttggcgag|cgcaatgaatGTTTAacCATCTTTCggctgaatcca-———tgatgccaattttcaaaatactgag:::::: atgaaatgaaa
: gtaggaaaaat
:cttcagagctatcaaaaaatggtcaactgacgaaatgttt

dokok ok okokok kokokokok koK ok ok ok ok sk ok ok sk ok ok ok ok K ok sk ok k sk ok * kokokkkk ok *% 3k ok ok kk k

id=162146 gene=ZK994.7 name=ZK994.7 segment=chrV_8500558_8500624_1 type=EN

C.Ele| aaagGAAG|tcGATGTAAGT------- tatactagaaatgacggcgtt R
C.Bri| gaagGAAG|ttGATGTAAGTCTT : :
C.Bre  gaagGAAG|ttGATGTAAG

C.Jap gaagGAAG|tgGATGTAAGTggggttttgtggggagaatgtcggettttaatggatctat::
sokokkokokok [ ook ok ok ok

:ragcgcgecctgtactttaagegtcactgtattaatggege

id=45121 gene=F32D8.10 name=F32D8.10 segment=chrV_10907820.10907868_-1 type=IN VIEW

Figure 240: CS=6.24


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12418935-12419018&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:1089250-1089337&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:96354481-96354714&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:128761533-128761616&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:10907811-10907876&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:7549191-7549254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:6200888-6200950&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:128330428-128332380&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8500558-10907868

{ 7K094.7

atctataa|ggtatgtttttt...1268...gccctgtttgacatttcggc---TAAGCttTTCATGCGTTCCGGtgtttctctcattgtgetec....333. . . attctcatttca|gatgtcaa

—————— tTGGcgAG|CGCaATGAAtGTTTAaccatctttcggectgaatcca-—-—-tgatgccaattttca: : atgaaatgaaa
cttgegt-—-—---- G|CGCgATGAAGGTTTAaccatctttcggectgacgaaacgactgatgectagecatttt: : gtaggaaaaat
cgtgege—————- G|CGCgATGAAGGTTTAaccatctttcggctgagtaca----tgatgccagaatttt cttcagagctatcaaaaaatggtcaactgacgaaatgttt
accgcge—————- G|CGCgATGAAGGTTTAaccatctttcggectgagttca-———tgatgccagaatttt::::::

Kok skokokskok skokskokskokokskoksk ok sk sk sk ok sk sk ok ok * skkkkk ok kK

id=162146 gene=ZK994.7 name=ZK994.7 segment=chrV_8500558_8500624_1 type=EN

aaaaatca|ggtatgtaacat...1025...cccctgtttgacatttcggc——-TAAGCTtTTCATGCGTtccggtgagtttctcattgg———-- ....260...tctattctttcalgctgccaa
cacaatca|ggtatgtttatt...1566...-—-ctgtttgacatttcggccccTAAGCTtTTCATGCGTtcctgt-catcgectcattgtg———-....211.. .aaaagaatttca|gatgtcaa
tagtttac|ggtatgttttat....905...ctcctgtttgacattttggc——-TAAGCTtTTCATGCGTtccggtgtgtttctctctct-————- ...1535...attttttttaca|gatgtcaa

*[wskokskokokok * skckkskokkokkokkskk kkokkoksokkskoksoRkokokskokkokkokk Rk Kk kokk ok Kk Kok [k ok kkok

id=30973 gene=F55D12.5 name=F55D12.5 segment=chrI_7912161.7913846_-1 type=IN

Figure 241: CS=5.04

F55D12.5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12418935-12419018&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:1089250-1089337&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:96354481-96354714&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:128761533-128761616&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7912152-7913854&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6680956-6682327&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:179142637-179144510&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57339907-57342443&Track=refGene

T 7K994.7

atctataa|ggtatgtttttt...1268...gccctgtttgacatttcggc---TAAGCttTTCATGCGTTCCGGtgtttctctcattgtgetec....333. . .attctcatttca|gatgtcaa

—————— tTGGcgAG|CGCaATGAAtGTTTAaccatctttcggectgaatcca-—-—-tgatgccaattttca: : atgaaatgaaa
cttgegt-—-—---- G|CGCgATGAAGGTTTAaccatctttcggectgacgaaacgactgatgectagecatttt: : gtaggaaaaat
cgtgege—————- G|CGCgATGAAGGTTTAaccatctttcggctgagtaca----tgatgccagaatttt cttcagagctatcaaaaaatggtcaactgacgaaatgttt
accgcge—————- G|CGCgATGAAGGTTTAaccatctttcggectgagttca-———tgatgccagaatttt::::::

Kok skokokskok skokskokskokokskoksk ok sk sk sk ok sk sk ok ok * skkkkk ok kK

id=162146 gene=ZK994.7 name=ZK994.7 segment=chrV_8500558_8500624_1 type=EN

aaaaatca|ggtatgtaacat...1025...cccctgtttgacatttcggc-——-TAAGCTtTTCATGCGTtccggtgagtttctcattgg———-- ....260...tctattctttcalgctgccaa
cacaatca|ggtatgtttatt...1566...-—-ctgtttgacatttcggccccTAAGCTtTTCATGCGTtcctgt-catcgectcattgtg———-....211.. .aaaagaatttca|gatgtcaa
tagtttac|ggtatgttttat....905...ctcctgtttgacattttggc——-TAAGCTtTTCATGCGTtccggtgtgtttctctctct-————- ...1535...attttttttaca|gatgtcaa

* [ sokokokokokok * sokkokokookokdokkk kol lokoksolokkolokoRkolokokkokokdkok Rk ok dokk ok Kk kok|k kk kokk

1d=4673 gene=F20G4.2 name=F20G4.2 segment=chrI_7912161.7913846_-1 type=I3

Figure 242: CS=5.04

F20G4.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:12418935-12419018&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:1089250-1089337&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:96354481-96354714&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:128761533-128761616&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:7912152-7913854&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6680956-6682327&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:179142637-179144510&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:57339907-57342443&Track=refGene

13

TCOSH8‘3

—/—\—/7_\—\4

C.Bri
C.Bre
C.Jap
C.Rem

g--cgcgectctetgtctaccttactcgaataaccecgtcgatgaagactactaaaTGACGaaTCCTAATAGeccaatgggtttcattgeggatatgaggecatttgtctgagegggtata

g--tgctttcactgcctaccttactcgaataacccgtcgatgaagactactaaaTGACGaaTCCTAATA----—————-- cccattgcggatatgaggcatttgtctgagegggttta
gctcgectctatctgectaccttactcgaataacccgtcgatgaagactactaaaTGACGaaTCCTAATAAC-———————-—- cattgcggatatgaggcatttgtctgagegggttta
gcgegtttcatctccctaccttactcgaa-aacccgtcgatgaagaccactaaaTGACGaaTCCTAATAACccaatgggtttcattgeggatatgaggecatttgtctgagegggaata
* ok Kok skokskokskokskokokskokskokok  skokokskokokskokskokskokakokokok ok kokskok sk ok sk sk sk ok ok ok sk sk ok ok sk ok ok sokskokskokokokokskokskokskokskskokskokskokskokokskokskok ko koK

id=270728 gene=CO5H8.3 name=CO5H8.3 segment=chrIII_5653822_.5653924_-1 type=EN

.Bri| cttcgccggttcgtttcgtt...61...gacacattcttgatttttacCTGTTaAGGACGTCAgctcgagga
.Bre| cttcgctggttcgtttcgtt...60...-acacattcttgattttaaaaTGTTaAGGACGTCAgctcgagga
.Jap cttcgctggttcgtttaget...55.. . .aacacattcttgaaattaac-TGTTAAGGACGTCAgctcgagga
.Rem cttcgccggttcgtttcgtt...66...-acacattcttgatttttaccTGTTAAGGACGTCAgctcgagga

skkokkok okkkkRKKK KK HRRKKAAAAKRK K K RRRRKR KKKk Kok ok K Kok KoK K

Qaaa

1d=235179 gene=K08C9.7 name=K08C9.7 segment=chrIl_11495896_.11496007_-1 type=IN

Figure 243: CS=6.92

K08C9.7


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3178413-3178529&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:161766285-161766390&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:31477809-31477916&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17864449-17864566&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:11423843-11423968&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:149967725-149967848&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94874000-94874118&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:29317572-29317701&Track=refGene

| i CosHs.3
_ —— — e 3176 5

C.Ele gcactttt|aatgcatctaccttactcgaaataacccgtcgatgaagaccactaaatgaCGAAtcCTAAtaGCCCAATGggtttcattgeggatatgaggcatttgtctgag|cgggeata
C.Bri  gcgcgctc|--tctgtctaccttactcgaa-taacccgtcgatgaagactactaaatgaCGAATCCTAATAGCCCAATGGgtttcattgeggatatgaggcatttgtctgag|cgggtata

C.Bre gtgctttc|--actgcctaccttactcgaa-taacccgtcgatgaagactactaaatgaCGAAtcCTAATA-CCCAtTGCG-—-——————-- gatatgaggcatttgtctgag|cgggttta
C.Rem| gcgcgttt|catctccctaccttactcgaa-—aacccgtcgatgaagaccactaaatgaCGAAtcCTAAtaACCCAatgggtttcattgeggatatgaggcatttgtctgag|cgggaata
* k% sokdokskokkokskokdoRok oksioRskokskokioRskokskakokok skokokskoksioskokskkokiokskoRskkokokok kokokok ok ok sokkokkokskok stk ok skkokoRskokok | dokokok Kok

id=270728 gene=CO5H8.3 name=CO5H8.3 segment=chrIII_5653822_5653924_-1 type=EN

C.Ele| ---—---- gagaggtg|tttgtagagaattgac--cacgagttggttc-ttttgttgacaatgtg---CATTGGGTgtTTGGtTTCGgacctcgatttctaagacgg...1836. . .aggttgatcaag|ctcttcgt
C.Bri ------- gataagta|tttgtggagaagtgac--cacggggta-—-ctctttgttgacagtgtgcaCTGTGGGGTGTTTGGTTTCGgacctcaagttctaagacgg...1301. . .aggttgatcaag|cacttcgg
C.Bre atgggtttttagata|tttgaagag--ttgac--cacgagttgactctttttgttgacaatg---TGCAtTGGGTGtTTGGtTTCGgacctcgagttctgagatgg....524. . .aggttgaccaag|ctctccga
C.Rem -—-——---- tgaaggta|tttgtagag--ttgaccacacgagttgactcgttttgttgacaatgtgcac-—-TGGGTgtTTGGtTTCGgacctcaagttctaagacgg. ... . 79...aggtagaccaag|cccttcga
® ok [kkk kkk kokkok kkkk kK * kkokskokskokkokk Kok sokokskokokskokskokskokokskokkokokokokok ok kokoksk kokok Kok sokokk Kok kokkok [k Kk Kk

id=52294 gene=F31F6.8 name=F31F6.8 segment=chrX_14876335_14878266_1 type=IN

Figure 244: CS=6.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:5653813-5653932&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3178413-3178529&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:161766285-161766390&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17864449-17864566&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:2840579-2842527&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18283971-18285385&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:8084507-8085149&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:69489181-69489373&Track=refGene

R

(lE CO05H8.3

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri| g--cgcgctctctgtctacctt...46...--—agcccaatgggtttcattgcGGATAtgAGGCaTTTGtctgagecgggtata
C.Bre g--tgctttcactgcctacctt...35...cgaatcctaata---cccattgcGGATAtgAGGCaTTTGtctgagecgggttta
C.Jap  gctcgctctatctgecctacc--...37...cgaatcctaata---accattgcGGATAtgAGGCaTTTGtctgagecgggttta
C.Rem| gcgcgtttcatctccctacc—-...47...---aacccaatgggtttcattgcGGATAtgAGGCaTTTGtctgagcgggaata

*  x Hokokokok * Kk kokok okt skoksktok ok kol kokokoR ko kR ook kok ok skok

id=270728 gene=CO5H8.3 name=CO5H8.3 segment=chrIII_5653822_5653924_-1 type=EN

agcagaaaaaggtaagagaa. ..
atcagaaaaaagtaagtaaa...
aacaaaagaaggtaatttaa...
accagaaaaaggttaatatt...

k kk kk kk kk Xk

1d=8892 gene=F07C3.3 name=F07C3.3 segment=chrV_9228127_9229886_-1 type=IN

..gcaatcttctgattagaagtCAGAcGCCTTATCCattaggccacaaggccacgt
. .gcaatcttctgattagaagtCAGACGCCTTATCCattaggccacaaggeccatgt
. .gcaatcttctgattagaagt CAGAcGCCTTATCCattaggccacaaggccacga
..gcaatcttctgattagaagtCAGAcGCCTTATCCattaggccacaaggccacgt

>k 3k 3k >k 3k >k 3k ok 3k ok Sk 3k ok 3k ok ok ok ok ok ok 3 ok sk ok sk ok ok 3k ok ok ok ok ok dk ok ok sk ok sk ok ke sk ok k ok sk ok sk kk ok k

Figure 245: CS=8.72

el T4l
.. 1730,
....70..
cee.920.

.ttggac--ttcttgcaggatca
.-—aattaattctttcaggacca
.ttcaat--gctttgcaggatca
.-—caaccgtatttacaggatca

kk ckokokkk kk

F07C3.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3178413-3178529&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:161766285-161766390&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:31477809-31477916&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17864449-17864566&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10778577-10778783&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87430335-87430639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:38150547-38150750&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85445781-85446027&Track=refGene

lr, g;——— T23G5.7

h/\ M C06G1.5

C.Ele ttaattac|cgaagtgcgata...84...caaaaaaaaaggtgtgctccGGACAAAAA|TCAactaa
C.Bri, gagattac|cgaagtgcgata...84...gctccctatcgggttgcttgGGACAAAAA|TCAGctga
C.Bre  tggaattc|cgaagtgcgata...85...atgccttatcggtatgtttcGGACAAAAA|TCAGctga
C.Rem tgtgcttc|cgaagtgcgatt...85...tacccttatcggtgtgcttgGGACAAAAA|TCAGctga

® ok | sokokokokokkokokokok o kk okk ko skkokkokolokkok | ook ok ok

1d=304544 gene=T23G5.7 name=T23G5.7 segment=chrIII_9226771_9226895_-1 type=EN

C.Ele ttgttaag|aaatcgaactgt...419...--——- caaattaaccccatacctaa-TGATTTTTG|TTCatttc
C.Bri, ttgttaag|aaatcgtacagt...179...----- caaaaaaccaataaattgtaCTGATTTTTG|TTCatttc
C.Bre  ttactaag|aaatcgcacagt...258...tttttcaaactatcc——--- cccaaCTGATTTTTG|TTCatttc
C.Rem ttactaag|aaatcgaactgt...213...--——- cctacctaacatacgtgcaaCTGATTTTTG|TTCatttc

kk  kokokok | kokkkkk kk kxk * % % kokokok ok k ok ok k [ sk kk kK k k k

1id=143150 gene=C06G1.5 name=C06G1.5 segment=chrX_16642223_16642682_-1 type=IN

Figure 246: CS=8.84


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9226762-9226903&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:7795513-7795654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:24324211-24324353&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:11234032-11234174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:16642214-16642690&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:1105894-1106131&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:175501931-175502247&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:20706423-20706694&Track=refGene

—— T23G5.7

dyf-7

C.Bri, gagattaccgaagtgcgata...74...-aaccaaaacagctccctatcGGGTtGCTTGGGACAaAAATCAGCTga

C.Bre tggaattccgaagtgcgata...80...gattcatgccttatcggtat-——--- GTTTcGGACAaAAATCAGCTga
C.Jap gatcggatcgaagtgcgata...87...-attcat-atatagtggtctgt-———--——- AGGACAAATTaCAGCTaa
C.Rem| tgtgcttccgaagtgcgatt...84...-atac---ccttatcggtgtgctt———--- GGGACAaAAATCAGCTga

sokoskokskokok ok ok ok ok * % * ok skckkkokk  kkokkok ok

1d=304544 gene=T23G5.7 name=T23G5.7 segment=chrIII_9226771_9226895_-1 type=EN

C.Bri, gtgAGTTGgATTTaTGTTCttTGGGCACCTttctggcttcaaaagcagga———---—- ...37...tcagatctacttctccaagt
C.Bre  gtgAGTTGgATTTaTGTTCttAAGC-—--- tccccaagctaagetcgcaa———-—-- ...b1...ttagatctacttctccaagt
C.Jap  gtgAGTTGGATTTatGTTCT---------- tgagtgctcca-—-——- gggagcttt-—...84...ttagatttacttctccaagt
C.Rem  gtgAGTTGgATTTaTGTTCT----—------ tta--gctcga----- cggagcttcac...73...tcagatctacttctccaagt

ko sk ok ok ok ok oK oK ok Kok oK oK * * * ®kokokk skokokokoRok kKoK KoK K

id=41344 gene=C43C3.3 name=dyf-7 segment=chrX_9699921_9700027_1 type=IN

Figure 247: CS=5.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:7795513-7795654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:24324211-24324353&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:4840572-4840717&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:11234032-11234174&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:18172642-18172749&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:174611451-174611567&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:14873505-14873649&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:75854498-75854631&Track=refGene

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri, cctatgcacatactatgctc-...87...taattgtatttagattaga———--- tCTCAaTAACACGATGacaattcta

C.Bre -tagatagtagaatgctcttc...84...taaacgtaattaggttaga--—--- tCTCAaTAACACGATGAcaattcat

C.Jap attagacaaacatcgctctt-...86...taattgtctttaaattaga-—--- tCTCAaTAACACGATGAcaattcaa

C.Rem -ttaaaattagattgctcttc...84...--——- gtattcaaatcagaatgtgtCTCAaTAACACGATGacaatctat
* ok *ok dk ok ok ok kkk stk sk ks ko ok ek ok sk ok o ke sk sk ok ok

1d=45611 gene=C16A3.11 name=C16A3.11 segment=chrIII_6374362_6374495 -1 type=EN

cTATTGTGTTAaTGAGtgagttttctcacctttgtttgaacctgtaatagaaggge: :::::attacaggttttacgtactctcaattttttaatttccaga
tTATTGTGTTAaTGAGtaagtt HE : cttcgtcaccatttgaaaatttgtttttcaga
tTATTGTGTTAaTGAGtgagtt ttctcaga
cTATTGTGTTAaTGAGtaagat cttgata-—----- ttttcaga

soksokskokkokokkokkokkokok ok ok Hok Kok

1d=268978 gene=C48G7.3 name=tag-333 segment=chrV_14808556_.14809037_-1 type=IN

Figure 248: CS=6.32

C16A3.11


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13054095-13054246&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:26893491-26893639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:7730676-7730826&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37778092-37778240&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:11849776-11850028&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:81395883-81396056&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:15454803-15454869&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:126532776-126532842&Track=refGene

r —_— T C16A3.11

E/—\-Q-Q-U—r W Y34B4A 4

C.Ele tttatatc|agta-tacgctcttcAAAAGCACTGGTtatcggactcagacttgtcc...76...ataacacgatgalcagttttc

C.Bri, cctatgca|catactatgctcttTAAAAGCACTGGTtataggactctgacttgtcc...76...ataacacgatga|caattcta

C.Bre ---tagat|agtagaatgcTCTTCAAAAGCACTGGTcatcggactcggacttgtcc...76...ataacacgatga|caattcat

C.Rem ---ttaaa|attagattgctcttcAAAAGCACTGGTtttaggatccattattatcc...76...ataacacgatgalcaatctat
*k skokkokk skkokskokokskokdokkk ok kkk K Kk kK skokokskokskokskokokok [ kok ok

id=45611 gene=C16A3.11 name=C16A3.11 segment=chrIII_6374362_6374495_-1 type=EN

C.Ele  atACCAgG|TGTgTTTT------------ acacgatgcaatgtgagcca...1087...attattttcagg|gtgctgeg
C.Bri, atACCAgG|TGTgTTTTA---------—- caactgggagagagagggtt—....116...taggattccagg|gtaccgca
C.Bre  atACCAgG|TGTgTTTTacGAGGAaaagctgccgagggttaaag———-- ....117.. .tagattttcagg|ggacatcg
C.Rem  atACCAgG|TGTgTTTT------------ acacaaaagagaaaccgcta....132...tatcgtttcagg|gcacatca
sokokok ko ok ok | skoksk koK sk ok ok Kk kkokk [k ok k

id=139351 gene=Y34B4A.4 name=Y34B4A.4 segment=chrX_5265764_5266890_1 type=IN

Figure 249: CS=7.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:6374353-6374503&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:13054095-13054246&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:26893491-26893639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:37778092-37778240&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:12451955-12453098&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:10148782-10148955&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:190729410-190729590&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:2434381-2434569&Track=refGene

o
[

TT06D8.11

W\ -—Q—O ucp-4

ta-ccaaaa-
—a-ccaaaat
tacccaaaaa
taccccaaa-
* kK kKK

ataaccaaatgtttgagtgattgtttgtgatcgaattttGTCAcTATCgCTGAGG——-——--- cttacaaattttgcgaagaaaa

ataaccaaatgtttgagtgattgtttgtgagca——-tttGTCAcTATCgCTGAGgtcttcctaataacaaaattttgaaatcagg

agtaccaaatgtttgagtgattgtttgtgatca-atattGTCACTATCgCTGAGG—-——-—-——————————- tcttcgagtaataaggaattga

--taccaaatgtttgagtgattgtttgtgatc--atttcGTCAcTATCgCTGAGG—------- ctcaccaattttgaaaatgaaaagggttccgatttgtgtctgaagtgtttatgtttattaagtacagtatgtgtaatgttggaaagtggacattttgeggaaactg
koK sk kR oKk sk oKk koK sk kKRR K ®kokokok koK oKk Kok ok oK * ok ok %

1d=192547 gene=T06D8.11 name=TO06D8.11 segment=chrIIl_11224118.11224194_1 type=EN

C.Ele ttaaagta|agtcttat---—-—- ttgaaaaaaaaaacgggtt::::::tctatttgtaaaatttttatattaaaactaacatatcaatTTTCAGGAT | AatTGGCt

C.Bri  tcaaggtg|agtattatgtcggttaaaaaattgaagctgtg: :

C.Bre tgaaggtal|ag :

C.Jap tgaaagtg|attttagt
* kok kk [k Kk *okok * % stk ok ok sk ok | eokskok ok sk ok o

1d=288523 gene=K07B1.3 name=ucp-4 segment=chrV_9335550_9335967_1 type=IN

Figure 250: CS=5.72

tcaa
ttag
taaa
ttaa
ERES


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4055120-4055213&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7266897-7266995&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41899451-41899545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:70453993-70454167&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:11583592-11584026&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5111088-5111379&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:106744520-106744630&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:8820893-8820953&Track=refGene

TT06D8.11

atgtctaa
atgtccaa
atgtccaa
atgtctaa

kkkkk kxk

ta-ccaaaa-|ataaccaaatgTTTGAGTGaTTGTTTGTgatcgaattttgtcactatcgctgagg-cttacaaattttgcgaagaaaa———--—-- tcaatttt

-a-ccaaaat|ataaccaaatGTTTGAGTGaTTGTTTGTgagc-a--tttgtcactatcgctgaggtcttcctaataacaaaattttgaaatcaggt|tagagtt-

tacccaaaaalagtaccaaatgtttGAGTGaTTGTTTGTgatc-aatattgtcactatcgctgaggtctt-cgagtaataaggaattga————---—-—- taaatttt

-a-ccaaaat|ataaccaaATGTttGAGTGaTTGTTTGTgatc-aattttgtcactatcgctgagg-ctt-cacattata-aaatgaaa———--—--—- taattttt

* ookkdkokok [k skkokokoklokokokokskokokoRokokokdokok ook Rk ok k kokskolokokoiolokoklolokkokok Rk kokk ok * * *k

id=192547 gene=T06D8.11 name=T06D8.11 segment=chrII_11224118_11224194_1 type=EN

aattgcaaggca...273...---gaacaagtttacaattaagaACAAACAAgTACTTGAA---gatggtcacgaaaacttaac—--...41...---aaaattcatttt|tttttgca
aattgccaggtt...112...tgttgacaaaatt---agtaaaaACAAACAAgTACTTGAAC----tcgggaagaaaa-gtgttgta...32...-ccagaatacg--tt|tttttgca
aattgccaagtg...135...tgttgacaaaatt---agtaaaaACAAACAAgTACTT---—-———-- cacgaagaaagcttagagaa...38...aacagaataca---t|tttttgca
aattgccaagtg...123...tgttgacaaaatt---agtaaaaACAAACAAgTACTTcACGTagacctctaggaaaactgtt-——--...44...accaaaattcg-—-t|tttttgca
sokdokokk kK sk kk ok kokok kokokskokokskokokkokokokokok * kokokok * okk K * [ serokokokokok o

id=127020 gene=D1053.3 name=D1053.3 segment=chrX_11729929_11730323_-1 type=IN

Figure 251: CS=5.2

D1053.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4055120-4055213&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7266897-7266995&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41899451-41899545&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9018601-9018691&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:11729920-11730331&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrX:15093547-15093789&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:159742519-159742786&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:19761973-19762239&Track=refGene

[ ?
, — | C27H5.10
—‘—tj F57B7.1
C.Ele| caaaatcg|aaatACCACTCTGAAGT---------- cggaatacataattagttttcatcaccagaagccaatattattcatccattgegtg-claataacat
C.Bre cgaaatcg|aagaACCAtTCTGAAGT---------- aagaatattaaataagttgtcat---tcgaacactatactattcagtcttcgcgtg-c|gataacat
C.Jap caaagtcg|aagaACCAtTCTGAAGTAAGAatATGTTattagacacagttg cattgcgtg-t|gacaccac
C.Rem| caaagtcg|aaatACCACTCTGAAGT----—--- cgtcggaattaataataagttgtcat---tcggatactattttattcagttatcgegtgec|gttaaca-
* okk skdlok|kok okokok skokokskoRskokok * * * okokokok * Kok

1id=197671 gene=C27H5.10 name=C27H5.10 segment=chrII_7184378_7184451_-1 type=EN

C.Ele| aaagtaag|aatatcaac-acatgttttttctacaaaacttttgaataagccatgtta-ATTTtCAGATGGT|cggaatcc
C.Bre aaagtaag|agttccaaaagaatcgattttt----- aatacttgaata------------ ATTTCAGATGGT|cggaggac
C.Jap aaagtaag|agt---aattgcatcgatggc-—-----—-—--- ccccaacaaAACGTTCTTGaATTTCAGATGGT|cggaggcec
C.Rem aaagtaag|cactcccacgatctggttgttt-—-——- aatacttgaaca-———------——- ATTTCAGATGGT |cggaatcc

koK ko ok ok * * ok *k K sokskokkokkokkokok | kokkk ok

id=258464 gene=F57B7.1 name=F57B7.1 segment=chrV_11441108_.11441168_1 type=IN

Figure 252: CS=7.4


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7184369-7184459&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:68741413-68741500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:72892209-72892277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17051801-17051891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:9478391-9478468&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:57564054-57564116&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:25158581-25158647&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:103617943-103618005&Track=refGene

13

T027H5.10

C.Ele
C.Bri
C.Bre
C.Jap
C.Rem

—\o—///—\d pdl-1

cAAAATCG|AAATACCACTCTG. . .48. .
CGAAATCG|AAAAACCATTCTG. . .42..
CGAAATCG|AAGAACCATTCTG. . .45..
cAAAGTCG|AAGAACCATTCTG. . .26. .
cAAAGTCG|AAATACCACTCTG. . .48. .
* kok kokok [k okokok okokok

.ATCCATTGCGTG-C|AATAACAt
.ATATTGCGTGTG-C|AATAACAt
.AGTCTTCGCGTG-C|GATAACAt
.TTGCATTGCGTG-T|GACACCAc
.AGTTATCGCGTGCC|GTTAAC-a

* kkk * *x

1id=197671 gene=C27H5.10 name=C27H5.10 segment=chrII_7184378_7184451_-1 type=EN

————— tcactcga
————— tcactaga
————— tcactgga
atactttattagc
————— tcgttcga

* * %

atattcattATGTTATTG-CACGCAATGGA. .
atattcataATGTTATTG-CACACGCAATA. .
atattcatcATGTTATCG-CACGCGAAGAC. .
gta----—-—- GTGGTGTCA-CACGCAATGCA. .
atattcatcaTGTTAACGGCACGCGATAAC. .

*% *% x kkk ok

.50. . . AGAGTGGTATTTCGATTTTGg|atttgtca
.44. . . AGAATGGTTTTTCGATTTCGg|attcgtta
.47. . .AGAATGGTTCTTCGATTTCGg|attcgtca
.28. . .AGAATGGTTCTTCGACTTTGg|atttgtta
.50. . . AGAGTGGTATTTCGACTTTGg|attcgtca

kkk  kkkk skkkkk kk kok|[kkk kk ok

1d=90848 gene=C27H5.1 name=pdl-1 segment=chrII_7184361_7184460_1 type=IN VIEW

Figure 253: CS=10.25


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7184369-7184459&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:1728543-1728627&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:68741413-68741500&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:72892209-72892277&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:17051801-17051891&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:8094854-8094970&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII_random:524273-524383&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:125541824-125541937&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:83486286-83486379&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:132059835-132059952&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:7184361-7184461

TWO4D2.7

Q{ F22F7.7

cattgctt|ctgtgatcgacaacAAACcCAGCTCTCTgaatgattgtgaggttaagaaaacagctgagaagegetg|acaaaaaa
agtagctt|cagtgatcgacaacAAACcCAGCTCTCtgaatgattgtgaggttaagaaaactgctgagaagcacaalagcaaata
cattgctt|ctgtgatcgacaacAAACcCAGCTCTCTgaatgattgtgaggttaagaaaacagctgagaagegetg|aataataa
cgttgett|ctgtgatcgacaacAAACcCAGCTCTCTgaatgattgtgaggttaagaaaacagctgagaagegetglaaaattaa

* kokkok |k skokakskokskokskokskskoksk sk ok sk skokskokskokskskokskokskokskskokskokskokskoskokskokskokskskokskokok kskokskokskokokkk K [k ok x

id=14585 gene=W04D2.7 name=W04D2.7 segment=chrV_12491261_12491327_1 type=EN

C.Ele gAGAGAgG|TTGGTTT--ttacacttttttcttttttt..

C.Bri  gcGAGAgG|TTGGTTT--ttttcgatgattttttatgt..

C.Bre  gAGAGAgG|TTGGTTTttttttcgtcgttttatctt-—-..

C.Rem  gAGAGAgG|TTGGTTTtttatc—-tcgttttttactaa..
® kokokokokok | kokskokkokk *k k%

.461..
.144. .
.127..
.133..

.attttttccagt|gcgacaac
.aaattttccaga|tcgacaat
.gaccattccaga|tcgataat
.taatttttcaga|ttgacaat

)k kkxk

id=63087 gene=F22F7.7 name=F22F7.7 segment=chrV_2132970_2133469_-1 type=IN VIEW

Figure 254: CS=5.8


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8428232-8428315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5896584-5896667&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31832583-31832666&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21688314-21688397&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:2132961-2133477&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV_random:520435-520634&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:9682365-9682547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:60599648-60599836&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:2132969-12491328

RS

?WO4D2.7

gatgtttg
gacgtctg
gacgtctg
gatgtctg

k% kk kxk

cattGCTT|ctGTGATCGACaacaaacccagctctctgaatgattgtgaggttaagaaaacagectgagaagegetg

agtaGCTT|caGTGATCGAcaacaaacccagctctctgaatgattgtgaggttaagaaaactgectgagaagcacaa

cattGCTT|ctGTGATCGAcaacaaacccagctctctgaatgattgtgaggttaagaaaacagctgagaagegetg

cgttGCTT|ctGTGATCGAcaacaaacccagctctctgaatgattgtgaggttaagaaaacagectgagaagegetg
K kokskok |k skokakskokskokokokokskoksk ok sk ok ok skok sk sk sk sk ok sk sk sk sk ok sk sk sk sk ok sk sk ok okskoksk Rk skoskokskokskokokok ok ok

id=14585 gene=W04D2.7 name=W04D2.7 segment=chrV_12491261_12491327_1 type=EN

gtaagagttttc-...
gtgagtatactt-..
gtgagt-tattgce..
gtgagtttcctg-...

k% kk ok Xk

.76..
.100..
.133..
.89..

.atttctttgcttatcaga--aaGTTGATCACGAGCcaaattcgaccatttttcte. .
.——cttatcagttatcaaaccca-TTGATCACGAGCcgaatttgattttgtttcta....
.——cttatcatttatcaaactca-TTGATCACGAGCcgaatttgattttctttttt..
.—-—tcaacaatttatcaaactca-TTGATCACGAGCcgaatttgattttcgttttc. .

kkkkkk Xk % kokskokokkkkkkkkk kkkk kk *  kk ok

.550..

.191..
.303..

acaaaaaa
agcaaata
aataataa
aaaattaa
* ok *

.cttcatttccag|taatgcaa
..gatttttttcag|caacgcca
.ccttattttcag|caacgcca
.aaaaaatttcag|caacgcca

ok ok

id=211653 gene=F09G2.3 name=F09G2.3 segment=chrV_7186649_7187351_1 type=IN VIEW

Figure 255: CS=5.92

F09G2.3


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8428232-8428315&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5896584-5896667&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:31832583-31832666&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:21688314-21688397&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:13732208-13732927&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:5709726-5709999&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80400595-80401011&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:106118125-106118609&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:7186649-12491328
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C.Bri
C.Bre
C.Jap
C.Rem

R12E2.17

Aq_&_/_\d nekl-2

C.Bri aatctgggtttgtgatgactgcatacggatCACTGGGCTCTGAAtATTCatgaaacgataatatccgttctgatacccatttta
C.Bre cttacgggtttgtgatgacttcatacggatCACTGGGCTCTGAACATCCatgaaccgataatatccgttctgataccecgtggat
C.Jap ctcgcgggtgtgtgatgactatttacggatCACTGGGCTCTGAAtATTCatgaatcgataatatccgttctgataccegttttg
C.Rem acaccgggtttgtgatgaccacatacggatCACTGGGCTCTGAATCTccatgaaccgataatatccgttctgatacccgtttta
Hokokok kokokokokokkokok sokskokskokskokokskokskokskokokskokokokok sk skokskokakok skokokokokskoksk sk kkskokskokokokokskokok ok ok

id=183453 gene=R12E2.17 name=R12E2.17 segment=chrI_4175999_4176066_1 type=EN

ttacacaggttcgtttcaaaaaacggcaaa----aagagataggtcccaccgagatttgaactcgggtcgcaGGATTCAGAGTCCtgAGTGectaaccactacaccatggaa. .
ttacgcaggtaagtggaaaaaaagtgtaaa----aagcgataggtcccaccgagatttgaactcgggtcgcaGGATTCAGAGTCCtgAGTGetaaccactacaccatggaa. .
ttacaaaggttcat-—--- aaaatttcaaatcaaaaacgataggtcccaccgaga-ttgaactcgggtcgcaGGATTCAGAGTCCtgAGTGetacccgetacaccatggaa. . .
tcacacaggtaacc----ataaattgc-aa----aagcgataggtcccaccgagatttgaactcgggtcgcaGGATTCAGAGTCCtgAGTGetaaccactacaccatggaa. . .

* ko kkkk k% k *% skok kokokokokokkokskok sk k sk kokskok ok 3k ok ok ok ok %k 5k 3k 3k 3k ok 3k %k ok %k 3k 3k >k 3k %k ok sk ok sk ok sk k sk kok skok sk ok sk kk  dkck 3k >k k %k ok %k ok %k ok %k k k k

1d=154362 gene=7C581.1 name=nekl-2 segment=chrIl_6664197_6664287_1 type=IN VIEW

Figure 256: CS=5.28

.110..
.114..
.75..
L97..

.gtacacttgcagggaaagct

.atttttttgcaggggaaact

.agaaagtgtaaataaaagca

.gaaggagtcgagtcaaatca
*

k% ok


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1684362-1684446&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104726850-104726934&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133548361-133548445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38301483-38301567&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:3328589-3328826&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:112348133-112348374&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:34442742-34442942&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:122722566-122722785&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:4175999-6664288

| ——— — ? R12E2.17

mca-3

C.Ele -cactcggg|tttgtgatgactgcatacggatcactgggctctgaatctctatgaaccgATAATATCCGTTCTGatac|ccgttttt

C.Bri -aatctggg|tttgtgatgactgcatacggatcactgggctctgaatattcatgaaacgATAATATCCGTTCTGatac|ccatttta

C.Bre -cttacggg|tttgtgatgacttcatacggatcactgggctctgaacatccatgaaccgATAATATCCGTTCTGatac|ccgtggat

C.Jap| -ctcgcggg|tgtgtgatgactatttacggatcactgggctctgaatattcatgaatcgATAATATCCGTTCTGATac|ccgttttg

C.Rem acac-cggg|tttgtgatgaccacatacggatcactgggctctgaatctccatgaaccgATAATATCCGTTCTGatac|ccgtttta
sokok | kokokoskok ook ook sokoksokokokskokskokokokoRokokskokoRok ok kokokokok  skokokokskokskokokskokskok sk ook okok ok | ok ok

1id=183453 gene=R12E2.17 name=R12E2.17 segment=chrI_4175999_4176066_1 type=EN

C.Ele cgcttctc|ggtgagtgectgg....78...———————- ttgtcaaagtcagtagatgcTGGAATGGATGTTGTgcaaaaaaaaaaaaaaaaga...502. . .aatccattttca|gactcgaa
C.Bri  cactgctc ggtgagtattga...llQ... -------- ttgtcacagtcagtagatgcTGGAATGGATGTTGTgcaacaaaagctgagagttt...193. . . ataccgtttaca|gattcaaa
C.Bre  cattgctc|ggtgagtgtgtt...1256.. . -——————- ttgtcacagtcagtagatgcTGGAATGGATGTTGTgcaacaaaagctgagegttt...192. . .aatcctcttccalgattccaa
C.Jap cgcttctc|ggtgagtatgga...149.. attagatcatatcaga tcag---ATCGGcGAATGGATGTTGTgtagatgagtggaaaaggtg. . .230. . .tttttgtttgeca|gattccaa
C.Rem cgttgctc|ggtgagtattga...127...-—————-- ttgtcacagtcagtagatgcTGGAATGGATGTTGTgcaacgagagctgagaattt...192...aatcaattttca gattctaa

® ok kokok | kokskokokok ok ® kkk ok kkkk kK sokokokokokok oKk KRRk K Kk Kok [k kK kK

id=62775 gene=Y67D8C.10 name=mca-3 segment=chrIV_3120969_3121627 -1 type=IN

Figure 257: CS=5.55


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:10896346-10896430&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI_random:1684362-1684446&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:104726850-104726934&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:133548361-133548445&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:38301483-38301567&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3120960-3121635&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:7618488-7618888&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:140642636-140643048&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:140779202-140779680&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:1967102-1967516&Track=refGene

o
[

?C16D9.11

m olt-6

C.Ele
C.Bri
C.Jap
C.Rem

C.Ele tacactag-
C.Bri, -ctgcaggc
C.Jap  -ccatttgc
C.Rem -gcagaggc

*

aaggcccgtgaagacacgAATTacCGTCtGATAActaatgacgct-accatggetgtaaaccagaggecga
aaggcccgtgaagaagtaAATTaCCGTcCGATAAcccatgacgct-atgaaggctgtaaaacagaggecga
aaggccagtgaagaaatgAATTacCGTCtGATAcataatgacgccaattaaggctgtaaaccagaggecga
aaggcccgtgaagaaacgAATTaCCGTCtGATAATcagtgacgtt-acaatggectgtaaaccagaggecga
sokkokokok kokoskokokokok sokokokokokskokokok ook skokkok ok ok skokskokskokakokk skokokakoskoksk ook ok

1d=262934 gene=C16D9.11 name=C16D9.11 segment=chrV_8228880.8228949_-1 type=EN

gcataggg|tgagttggectga. .
tcatagag|tgagtttaattc..
gcatcggg|tgagtggegeaa. .
tcataggg|taagtgagaaaa. .

kkk ok k(X kkk

.323..
.173..
.154..
.145..

.—tttccgactacgacgactaaTTATCGATGaaAATTgaat-gg-gttttgagtgagtg. .

.—ggaaaggtcgtttcgactaaTTATCGATGGaAATTcgaa-atttcgttgact-cgag. .

.——gtaaggtcgtttcgcctaatTATCGATG--AATTgaattggctgactgactgag—. .

.aagaaaggtcgtttcgactaATTATCGATGGaAATTgggt-atcgtcttgagt-agta. .
*

kok kskokokckkkkkkkkk  kkkk k%% k %k

.634..
.765..
.262..
.102..

id=31006 gene=F52C12.5 name=elt-6 segment=chrIV_1920022_.1921057_1 type=IN

Figure 258: CS=6.64

ttacaaaa
tataaaaa
cagcataa
taaaataa

* kok

.caaattttcaga|cacatcgg
.caattttttaga|cccatcgt
.tcttgttccaga|cccatcge
.ccttttttcaga|cacaccgc

*ok kkok |k okok Kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8228871-8228957&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:751238-751324&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64900352-64900439&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:25378568-25378654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:15572719-15573771&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:133764-134797&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:58158661-58159169&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143295593-143295936&Track=refGene

RS

?C16D9.11

C.Ele
C.Bre
C.Jap
C.Rem

tacactag-|aaggcccgtgaag--acACGAATTACCgtCTGAtaactaatgacgct-accatggctgtaaaccagaggecga
-catcgctclaaggcccatgaagaaga--GAATTACCgtCTGA-aaacgatgacgtt-accatggctgtaaaccagaggecga
-ccatttgc|aaggccagtgaaga--AATGAATTACCgtCTGAtacataatgacgccaattaaggectgtaaaccagaggecga
-gcagaggc|aaggcccgtgaagaaac--GAATTACCgtCTGAtaatcagtgacgtt-acaatggctgtaaaccagaggecga

sokskokkok  kskokskok skokskokokskokskok KRRk 5k skkkk ok ok skokskokokskoRskokskokokskokskoksk ok ok ok

1d=262934 gene=C16D9.11 name=C16D9.11 segment=chrV_8228880.8228949_-1 type=EN

C.Ele  tcgaacTC|AGtaGGTAcCATTTGT---tatcatttgttatcattgtg...748...actccaacattt|ttcagcca

ttacaaaa
tatcaaat
cagcataa
taaaataa
* %

C.Bre  tcgaacTC|AGtaGGTAcCATTT---gttatcacttgttatgtaag--....89...actcttctaatt|ttcagcca
C.Jap  tcgaacTC|AGtaGGTAcATTTGTTattactatcccttacgcgta—-—...188...ttaattgtcaat|ttcagccg
C.Rem| tcgaacTC|AGtaGGTACATTT---attatcatttgttatcattg--...121...acaaatccgatt|ttcagcca

%ok ok ok ok ok ok %k | ok ok ok ok ok sk ok ok ok ok ok ok k *% ok * %k % | ok kok ok kok

id=19970 gene=T13A10.5 name=nlp-16 segment=chrIV_6255465_6256259_-1 type=IN

Figure 259: CS=6.24

F/\d nlp-16


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8228871-8228957&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78635146-78635231&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:64900352-64900439&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:25378568-25378654&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6255456-6256267&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:124667370-124667520&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:86680677-86680929&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:75229228-75229410&Track=refGene

(!PT19B4.8

RS

Fg—/\_/\i pkd-2

C.Ele aatccctc|tggcaatgatcgaattaTCATtGAGCCAATCcttttctgaattctgtgaggatgtaaatgataggtctgagecalaattttgt
C.Bri ccacttgc|tggcaatgattgaattaTCATtGAGCCAATCcttttctgaactccatgaggatggaaatgataggtctgagecalagtttaat
C.Bre ccacttgc|tggcaatgattgaattaTCATtGAGCCAATCcttttctgaactccatgaggatggaaatgataggtctgagecalagtttttg
C.Rem| cgcagtgc|cggcagtgatcgaattaTCA-TGAGCCAATCcttttctgaacactgtgaggattcatatgataggtctgagecalatgttttg
®| skkokk kskoksk kkokskokskokokk koksioksokokskoksiokokskokskokskokkok ok skokokskokskok ok sklokakokokskokskokskoskokskokokok [k skok
1id=89097 gene=T19B4.8 name=T19B4.8 segment=chrI_5707049.5707122_1 type=EN

C.Ele gATTGGTT|TATGAatgtaagttactt--ggtgtacctaaactagcgtcggaca::::::gggcgcttggctaaa-—-accacaaaatacctc|attccaga
C.Bri, gATTGGTT|CATGAatgtgagtttctgtaaggacatataaat :

C.Bre  gATTGGTT|TATGAacgtaagtcct----agggcccctcaa :---agccaagttgat-———--- aaa--——----
C.Rem gATTGGTT|CATGAatgtgagtagtcttcattcattctcaa-—------------::::::agtgtccaaattttgcattatcaaaataa---|attccaga

kokokokokokokok | kokokkk kk okkk * kk * * *ok ok

1d=43743 gene=Y73F8A.1 name=pkd-2 segment=chrIV_15229705_15229865_-1 type=IN

Figure 260: CS=9.16

gtttcaga
atttcaga

k% kokokk



http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9365290-9365380&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6797325-6797415&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:101490549-101490639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:64897039-64897128&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:15229696-15229873&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:14142309-14142439&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:129148098-129148171&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:48386475-48386600&Track=refGene

?B0334.12

RS

C.Ele gggaaagt|taatcttcacaataacTCAGTAGCAGAACtggatatcacatcaccgattc---ctcgtgcgagaattgaactc
C.Bri, gggaaagt|taatcttcacaacgctTCAGTAGCAGAActggatatcacatcaccgattccttctcgegegagaattgaactc
C.Bre  gggaaaga|ttatcttcacaacaacTCAGTAGCAGAActggatgtaacatcactgattc---cacatgcgagtaccgaactc
C.Jap gggaaaga|atatcttcacactgatTCAGTAGCAGAActggatg-aacatcatcaatcc-taagcgecgegggtgacgaaccg
Hokokok koK ok koK ok ok sk ok ok skokkskokkokdokkokokkokdkokk  kokokkokk Rk X * kkx K *okokok
id=134901 gene=B0334.12 name=B0334.12 segment=chrII_11484619_11484688_1 type=EN
gtggaaag|gtgctgatttge...162. . . —————- atcattattcgtttataattGTTTTTTGCTACTGAcatggctttttgtttggata...139..
acggaaag|gtcctgaagaga....b4...————- aacaattatt--tttatgagta--TTTTGCTACTGAcatggcttttgttaagaatc....53..
taggcaag|gtgctgacaagt....90...tcatcaacaa-——————- tttatacttt-TTTTTGCTACTGAcatggcttttgttcggaatc....54..
gcgtcaag|gtgctaaccaga....30...-————— agtcttcatt--ttcacactat-TTTTGgCTACTGAcatggcttttgttcggaata....69..
*  kokk|kk kk kX *k ok sokok skokskokskokokskokkokskokkkokkok Kk ok kok

1d=58791 gene=C34G6.1 name=C34G6.1 segment=chrI_5912686_5913055_1 type=IN

Figure 261: CS=5.2

gcageggt
gcacagct
gcatagag
gcatcgtg
*kk ok

.ttttatttacag|atggaaga
.aattagtttcag|atggaaga
.ggtgtttttcag|atggagga
.aatgttttttag|atggaaga

Rk ok kokskokok ok

C34G6.1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:3794626-3794712&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7016144-7016233&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41649594-41649680&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:92648108-92648195&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:9159357-9159743&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:6714817-6715016&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:101407841-101408078&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:94245027-94245219&Track=refGene

[ T016D9.10

YAWA VAW VANYE VAV WA NNV i iRV NI

C.Ele tc-—-—--- GAAGGC|tGGGAATGATGAccTTCTg-tGTAGGAAtctcaatgagtg-actgtgacataaaaatgcagtaaattcactgaccc———|caattttt
C.Bri, tcaacctG----- TGGGAATGATGActTTCTGTTGTAggaatctcaatgagcg-actgtgatataaaaatgcagtaatctcactgaccc———|cacttttt
C.Bre  ccggc—-G---AG|TGGGAATGATGAttTTCTGTtGTAGGAAtctcgatgagcgtacactgatatcaaaatgcagtaatctcgetgaccc———|caccacct
C.Rem  ----- cgGCAAGt | TGGGAATGATGActTTCTGTtGTAGGaatctcaatgaacg-actgtgatataaaaatgcagtaatcactctgacccaat|caattttt

* sokkskokkokokkok  kskokskok skokskokskokokskokskokk kokokk ok sk kokk skk skokokskoRskokskokokokk ok skokskokokokok *k *

id=43148 gene=C16D9.10 name=C16D9.10 segment=chrV_8247868_8247941_-1 type=EN

C.Ele tagagatg|tgaggagatttt...3162...-——-———-——-—- tgtgtgtgtgtctctctctc——-TTTCTGTGGAATCATgCGTTTTCGTTTTCaatatgtgtgtgtgtgtgtg———...1734.. . ttaaattt--caga|tactgatg
C.Bri, tagagaag|tgcgttgtattt...1652...atccaaacataaatttgaag--—------—-—----- TGTGtATGGAATCATgCGTTTTCGT----tctgtgtgtcgacacgacgg——-...1786...--aaattttgcagc|tggtgacc
C.Bre  tagagatg|tgagttttctgt...2267...-————---———- atctgaagtgtctctctctcTTTCTATGTGGAATCATgCGTTTTCATTC-—-—— cgacacacacacgacggtaa...1564...gttttttt--cagc|taatggtc
C.Rem cagagatg tgggttttcagt ...813. . atctgaagtatgtgtctgtg——TCTGTGTGGAATCATgCGTTTTCGtTTTGT——gtgtgtcgacacgacggtaa....816...cccatttt——cagc tcgtcgac

kokkkk k|[kk k k ok ok skckokskokskokokckokkokkkkkk ok kkk  kkxk

1d=251659 gene=Y48G8AL.1 name=Y48G8AL.1 segment=chrI_1247961_1253334_1 type=IN

Figure 262: CS=5


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:8247859-8247949&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:780456-780547&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:78760359-78760451&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:25400148-25400242&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:13819078-13824468&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:9301487-9305030&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:107489530-107493470&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:121956032-121957771&Track=refGene

RS

T coac6.12

Mx C43G2.4

C.Ele tagttcaa|cccgctcgcagtcgaggaggaaagtttccATGCACCACTCTGAagGATAgtgtggattatggttcacaatt-—-tact|gaggectgt
C.Bri, gcgttcaa|taccctcacagtcaaggaggaaagtttccATGCACCACTCTGaatgatagtgtggattatggttcacattga—-aact|gaggectgt
C.Bre  tcgtctcc|ccctcgegecagtcaaggaggaaagattccATGCACCACTCTGAAtgatagtgtggattatggtacacattgataact|gaggetgt
C.Rem gtgttcga|cacccccacagtctaggaggaaagtttccATGCACCACTCTGaaTGATaatgtggattatggttcacaatt--aact|gaggectgt

*k ® ok ok skokskokk skskokskokskokokokok skokskokskokskokskoskokskokskokokskokok  skokokok skokskokskskokskokokokokok skokskok ok Hokok | ok ok ok sk ok ok

id=77065 gene=C04G6.12 name=C04G6.12 segment=chrII_5105148_.51056222_-1 type=EN

C.Ele aaggttag|tttgaagtagag...253...-———-—- ttcaattcaaggtttatcaaTATTTCAGATGGT|gGCGTcaa
C.Bri, gaggtgag|tcatttttaaaa....b2...----gattctaaacatctcttttc-———---—-—- CAGATGGT|gGCGTcaa
C.Bre  caggtgag|atacaggtttag...194...tgacgtttccacgaaatact————-----—- TTCAGATGGT|gGCGTcag
C.Rem caggtgcg|tcaaatcgaaaa....26...-———-— tctatccgcaatactttcga-—ATTACAGATGGT |gGCGTcaa
sokkk %k * * * * sokkokkokokok | sekokok ok ok

id=185694 gene=C43G2.4 name=C43G2.4 segment=chrIV_6563051_6563348_1 type=IN

Figure 263: CS=5.52


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:5105139-5105230&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:4772550-4772642&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:161148685-161148778&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:40849741-40849832&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:10930428-10930742&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:6900239-6900347&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:52411034-52411286&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:109098160-109098246&Track=refGene

[r’ <!; 7K643.9

h/\_/\-/—\ﬁf/w\d KO01A12.3

C.Ele| gCTCtcCA|GCTCCATgcc-gatgtaaaaaagtcagt—....92...-——tgttttccagta|ttatatgt
C.Bre  gCTCtcCA|GCTCCATact-aacgtaag-aagtcagtg....87...gattgtttttttttc|tt-—-ttt
C.Jap  gCTCtcCA|GCTCCAtgctagacgta-—--cattcagtc...101...---tgtttttctttt|ttggacat
C.Rem| gCTCtcCA|GCTCCATgcc-gacgtaagaaagtcagt—....97...-——ttttctgtaatt|tttcatct

sokokkokkkok [dokokdokdkok ok k kokok * dokokokok * ok ok * %ok *

id=123192 gene=ZK643.9 name=ZK643.9 segment=chrIII_8937690_8937820_1 type=EN

C.Ele aTGGAcaG|CTGGAGTggtcagtgtttaactgcaaa...703...aaagtaa-ttcat|attttcag
C.Bre, aTGGAcaG|CTGGAGTggtcagtgtgtttttgtatg...172...gaaccaatacaat|g-tttcag
C.Jap  cTGGAcaG|CTGGAGTggtcagtattttgtgtttat....47...-atcaaatatcat|actttcag
C.Rem aTGGAcaG|CTGGAGTggttagtgttttgagcacaa...133...-aagtaatttttt|ctctccag

sokskokskokok | sokskokskokkokokok kokk kK *  kx *

1d=124205 gene=K01A12.3 name=K01A12.3 segment=chrX_8622372_.8623113_-1 type=IN

Figure 264: CS=6.12


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4845852-4845999&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:122353232-122353374&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:41974447-41974602&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:42200528-42200680&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrX:8622363-8623121&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:113518534-113518761&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:105085347-105085449&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:48831320-48831508&Track=refGene
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TK11H12.12

C.Bri
C.Bre
C.Jap
C.Rem

//\—@—T FO7C3.3

C.Bri| -----—---- tagggtagtatgccacagTGTCTGGGCAAAgtaggctgtttttaatagta...77.. . attgcgacaattcttataac

C.Bre tggaaatctagaatgtagtccgccacagTGTCTGGGCAAAgtaggctgtttttaatagta...77.. .attgcgacaagtgtatcatt

C.Jap -—-——--————- gattg-attatgccacagTGTCTGGGCAAAgtaggctgtttttgatagta...77.. .attccaacaaacaaaataaa

C.Rem  --——--- gtaaaacgttttgggccacagTGTCTGGGCAAAgtaggctgtttttaatagta...76.. . .attgcgacaagtaaatttac
* ok ok mskoksokaskoRskoRskokskoskokskokskokskskokskokskokskokokokokok sk koK sk okok Hkk ok kokokok

id=65039 gene=K11H12.12 name=K11H12.12 segment=chrIV_653902_654030_-1 type=EN

agcagaaaaaggt aagagaagaaaaca-—--aaaacaTTTGaCCCAGGCAgggatcgaacctgcaatctt. .
atcagaaaaaagt aagtaaaaatggcaaaataTTTGaCCCAGGCAgggctcgaacctgecaatctt. .
aacaaaagaaggt-—------ aatttaattttcaaa-------------- aaaacaTTTGaCCCAGGCAggggtcgaacctgcaatctt. .

accagaaaaaggttaatatttattgaaatacaaaagattaaaaaaagataaaagaTTTGaCCCAGGCAgggctcgaacctgcaatctt. .

) kk kk kk kk skokokok skokookookosk okook ok ok k ok sk ok sk kosk sk 3k ok ok ok ok ok ok ok ok sk ok sk sk ok k k

.120..
.219..
.116..
.138..

1d=8892 gene=F07C3.3 name=F07C3.3 segment=chrV_9228127_9229886_-1 type=IN

Figure 265: CS=8.72

.ttggac--ttcttgcaggatca
.-—aattaattctttcaggacca
.ttcaat--gctttgcaggatca
.-—caaccgtatttacaggatca

kk ckokokkk kk


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrUn:6346990-6347137&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:129458118-129458275&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:142422109-142422255&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:86760171-86760320&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:10778577-10778783&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:87430335-87430639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:38150547-38150750&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:85445781-85446027&Track=refGene

V clP CO7H6.10

w /\\_/\_/—\d
EQ-« - Y71H2AM.11

C.Ele| agtttgac|taaataatttgc...34...aagttatgtgaagag-ataatTGAAGAACggAT| ATCTGAGC

C.Bri aaattaac|tagtaaattaga...40...----ttcgtgtagagaattattaa-GAACggAT|ATCTGAGc
C.Bre agtataat|gattataatcaa...36...---tctcgtgaggag-ataattaa-GAACggAT|ATCTGAGc
C.Rem| agtatcaa|ttattgactagt...39...---acccatgaggag-ataattaa-GAACggAT| ATCTGAGc

* ok % * ok Kk kokk kok koksk ok skskokskokakskok | skokskokokskokok

1d=65305 gene=CO7H6.10 name=CO7H6.10 segment=chrIII_7496511_7496588_-1 type=EN

C.Ele gGCTCGcG|ATGTgaGTTCaTTTAtactcataaaaagtgcactt...45.. . .ttctctcatttc
C.Bri, gGCTCGcG|ATGTaaGTTCattcagactcat-taaagtgc---—-...98...ttttcttattcc
C.Bre  gGCTCGcG|ATGTgaGTTCaaccagtctcat-taaagtgc——-—-...79...acgtttcatttt
C.Rem  gGCTCGcG|ATGTaaGTTCattcagactcat-taaagggc----...91...acgttttattta
sokokkokokokok | dokkok kokdkokkok ok kokskokk kokskk ok * ok kkk

agcaatta
agcaattg
agcaacta
agcaattg
sokdokok Kk

id=40805 gene=Y71H2AM.11 name=Y71H2AM.11 segment=chrIII_2724763_2724854 -1 type=IN VIEW

Figure 266: CS=6.08


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:7496502-7496596&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:3638120-3638216&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:176773482-176773574&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:143747859-143747954&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:2724754-2724862&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:4569660-4569816&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:25338733-25338870&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:12195864-12196013&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:2724762-7496588

RS

?F54C9.12

E/—\-&-/—\M-A-M/\ #—ﬂ-ﬂ-ﬁ—O—O—@—&wﬁ—/—\-@-ﬁ-a—?
(3 T06D8.1

C.Ele| ttaaataaactta----gaagatgttttgtgaaaaagtgcgatgaatgacttggaTAAGTTTCGGCTGAAACTTGG----tgatgccaacttttta-aajactgctga
C.Bri ttataaaa|gtt aaatgtgcaatgactgacttggATAAGTTTCGGCTGAAACGTCAcacttgatgccaacttttaagaa|tttgetg-
C.Bre gggggaaa|acgta----aaaatgggactgaaaaaacgtgcgatgactgatttggATAAGTTTCGGCTGA--ctgcttttttgatgccaacttttt-—-at|tttgetga
C.Rem  ----- atalactcattttgaaaaaaga-tgaaaaa--gtgcgatgactgatttggATAAGTTTCGGCTGA--—-taattattgatgccaacttttga-at|attgectga
* Kk kokkok skokskok ook skokskokokokokoskokokksk ok sk ok ok ok sokkokskokkokkokkkokk K Hokokokok
1d=240560 gene=F54C9.12 name=F54C9.12 segment=chrII_8560640_8560721_-1 type=EN

C.Ele gttttgtc———--—---- ttggttaactt--—-tatgttcagca-—-tccccctcatTTGAcaTTTCAGTgCGAAtGCTTGegetcge|ttctgttt

C.Bri attctgttgtggcacaa|tcggttgtccctgecttggttttgtgecatctctcctcattTGACtTTTCAGCgCGAALtGCTTGTgecgege|ttctgttt

C.Bre aaagtttc-——------- ttggttaactc----tcagttttg-———--- cccttcattt-——--- TCAGCgCGAAtGCTTGTgcgcge|ttctgttt

C.Rem aagacact--------- tcggtttcctc-—-—--tcagttctg-——--- cctcttcatttgactttTCAGCgCGAAtGCTTGTgecgege |[ttectgttt

® kkokk ok *  okkk % * ok kokokskokok sokokok kskokskokskokokskokok Kok kokok | sokokokskoksk ok

id=23026 gene=T06D8.1 name=T06D8.1 segment=chrII_11208745.11208807_1 type=IN VIEW

Figure 267: CS=5.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:8560631-8560729&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:10566585-10566670&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:113109126-113109225&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:7304338-7304432&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:4070507-4070586&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:7286544-7286639&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:41919649-41919718&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:9038626-9038702&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:8560639-11208808

RS

—_— ——?— T04A8.17

TO04A8.5

C.Ele a---TCTCTAC|ATACGCGTCATTT...112...GGGAGTTTACACT|TTTGCCTt
C.Bri  aAACTCG---C|CTACGCGTCTTTT...115...GGAAGTTTACATT|TTTTCAAa
C.Bre  t---CTTTCAA|ACACGCGTCATTT...115...GGGAGTTTACACT|TTTGCGAa
C.Rem  a---TCGGAAC|CTACGCGTCTTAT...112...GGAAGTTGACAAT|TTTGGTTt
sokokokdkok Kk dok kokkok kokok ok |dokok

1d=89717 gene=T04A8.17 name=T04A8.17 segment=chrIII_4689599_4689736_-1 type=EN

aacacagg|tggggttttaag...159...ttaagccatcgttccacaa-g-———-- AAGGCAAAAGTGTAAACTCC. ..114...AATGACGCGTATGTAGAGAT--tgaactggcgtctcgtgggt———-...246...atattttgcaga|ggaactga
aacacagg|tttgactttttt....47...-ttcgtagaccctgtagaata——--- TTTGAAAAAATGTAAACTTC...117...AAAGACGCGTAGGCGAGTTT---gaactcgcgacccacaaatg---...543...ataattttcaga|ggtacaga
aacacagg|tattcattcttt...187...-————- ccacttttcataataacaatTTCGCAAAAGTGTAAACTCC...117...AATGACGCGTGTTTGAAAGAagtgaactagtaactcgcga———-—- ...287...ataatttttaga|ggaaccga
aacacagg|ttcgtaatttag...227...attcaaaaacattgtaaaa-a---—-- AAACCAAAATTGTCAACTTC. ..114.. .TAAGACGCGTAGGTTCCGAT------ ccagtgatctatatattact...281...tttgttttcaga|ggaaccga
sokskokok ook ok | % * * ok ok Kk sokokk kkk kkokk K * kskokokkokk * % * okkk kokk|kok Rk Kk

id=281571 gene=T04A8.5 name=T04A8.5 segment=chrIII_4689400_4690022_1 type=IN VIEW

Figure 268: CS=5.72


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4689590-4689744&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:6520351-6520508&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:13781424-13781581&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:66427136-66427290&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:9093650-9094289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIII:7023470-7024297&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:180501425-180502136&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:82684124-82684866&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIII:4689400-4690023

[ TD1046.6

MWEM F23B12.4

C.Ele  ccgcccge|gecc-tagaaactc...66...-cgtccaccttctgaagggtgTGCGTTaaAAGTtCATCcGAACAA-————- tttatca|ctttttaa-————-—---

C.Bri  ccggccgc|gectttgaaact-...67...-cgttcaccttccaaagggtgTGCGTTaaAAGTtCATC———-- cgaacagtttttget|ttttctt-————---—-

C.Bre  cccctcgclaccattgaaact-...66...gcgttcacctt-caacgggtgCGCGTTaaAAGTtCATCTGGA-caagt-gtttttgeca|ttttttcatccttcaa

C.Rem| catgcagc|acc-tagaaactc...66...-cgtccaccttctgaggggtgTGCGTTaaAAGTtCATCcGAACAAtcTTAAttttgtt|tcttcga————————-
* Kok | Kk ko kokkskokk sokk kokdokdkok ok skokokskokkokokakoskokskokskokokskokok ok *okk *k

id=2954 gene=D1046.6 name=D1046.6 segment=chrIV_8927252_8927380_1 type=EN

C.Ele ggtatggalaatcatgcatag...1236...gt-—--gttctagtcctagttgcc-TTGTTCaGATGGCTT|ccAACGTg

C.Bri, ggtatgga|aatcatgcatag....464...--————- tttctagttttgectcattca——---- GATGGCTT |ccAACGTg
C.Bre ggtatgga|aatcatgcatag....279...-——————- tctagtcttagtttgcctcaTTCAGATGGCTT |ccAACGTg
C.Rem ggtatggalaatcatgcatag....1563...tttctgtttctagttctagtTTGACTTGTTCaGATGGCTT|ccAACGTg

3k 5k 3k ok 3k ok ok ok |k ok %k ok %k ok %k %k k %k sk k kkkkkk ok ok 3k >k 5k %k 5k %k >k %k | %k ok %k k k >k k >k

id=36241 gene=F23B12.4 name=F23B12.4 segment=chrV_14443367_14444649_1 type=IN

Figure 269: CS=5.04


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:8566396-8566541&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:4293937-4294083&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:80959160-80959317&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:134287784-134287934&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrV:6474910-6476209&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrV:12190814-12191334&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:99949375-99949714&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:140360033-140360254&Track=refGene

d ?
[ 1 Y37E3.22
H//W\d i
= ] CC8.2
C.Ele tctctegtcttggegettccactggtGAATGTgg-TTGTgtATGTTACGagagacaaagtagegectaa. . .57. . .gttcgagacaat|tatctttc
C.Bre tctctegtecttggegettccacTGGTGaATGTGgtTTGTgtATGTTACGagaggaaaagtagtgectaa. . .57. . .gttcgagacaat|aatctage
C.Jap cctctcgtcttggegettccactggtgaatgtgG-TTGTgtATGTTACGagaggaagagtagtgectgt. . .57. . . gttcgagacaat|tctgtttt
C.Rem| ggtaaaaatttgctcctatcttggegetttcattggtgaa::::::cccatcacctctegtcttggegettccacTGGTGaaTGTGg-TTGTgtATGTTACGagaggaaaagtagtgecteg...57.. . .gttcgagacact|tgtatcaa
sokokskoskokskokskokokskoksk ok skokkskoksk sk ok ok skokskokskokokok skokskokokskokskokokokokskokskokokok ok kokokokok  skokokok skokkokkkokkk k| kK
1d=274955 gene=Y37E3.22 name=Y37E3.22 segment=chrI_2069887_2070026_-1 type=EN
C.Ele gagagact|gtgagtttgtga....698...-————- cccacctatccgtggagataCGTGagACATGCAAa--aACGTTTcaaa——————-—-——--—---- ttgacctgtctgeggtctctcttatctacatccttccctatcacttctcccacccegtttttectat-———--- gtcatagt
C.Bre gaaagact|gtaagtttaaag....480...--————- agtagcaaaaggttgtgataCGTGagACATGCAACATATTGTCG--aa agcat atctgtctcgtttcttg tctcctt atcatagt
C.Jap gagagatt|gtgagttttttt...1105...gacatacatatcaaaa----—- gataCGTGagACATGCAAC-—-———----- aatttttgccactacccctctecctcceccgtgggtatccatcccttaacctgecteggtctctgecacccatcttectttaccgatgtgacaatcatagt
C.Rem gaaagact|gtaagttggggt....317...-————- agtagcaaaaggcggtgataCGTGagACATGCAACACAaCATTG tctcatcagtatcttttgagactccaccag---ctatcttctctctectttttttctccccat-———---- tcatagt
Kk Kk k| ok kokskok * kK ko ok sk ok sk ook ok sk ok ok ook ok ok * ok * % * Hokokok sk okok

id=58898 gene=CC8.2 name=CC8.2 segment=chrIV_3647657_3648486_-1 type=IN

Figure 270: CS=5.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrI:2069878-2070034&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:185624745-185624902&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:62168393-62168549&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18112758-18113283&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:3647648-3648494&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:103163176-103163767&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:121578277-121579542&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:104461671-104462126&Track=refGene

13

tlo

BE

C.Bri
C.Bre
C.Jap
C.Rem

C.Bri aaaggctaaaggagaatgagggtcgggggccacgagggtcgtaaaagtcCGGCTaaGGTTGGTT----gctaaaatacg
C.Bre  aaaggctataggagtatgaaggtcgggggccgegagggtcgtaaaagtcCGGCTaaGGTTGGTT-—--gctaatatacg
C.Jap gaaggctaaaggagcatgaaggtcggggaccgcgagggtcgtaaacatcCGGCTaaGGTTGGTTCCacattaaaa——-—
C.Rem gaaggctaaaggagaatgaaggtcgggggecgegagggtcgtaaaagtcCGGCTaaGGTTGGTT-—--gctaaaataag

sokokskokokok kokskokok sokokokskolokskoRskoiok ok kakokaioRskoRskatokaioRok skokkokoskokskokokskoksk ok ook *okk

id=77301 gene=Y43B11AR.7 name=Y43B11AR.7 segment=chrIV_7083861_7083919_-1 type=EN

aattacaagtaagtattacaaaaaaaacttcaaaaaagaattgcatcgaccgggAATCgAACCcgGGCCGeeccgegtggcaggegageat. . .

aattataggtaagttgcaaaaagaa------ aaaaaagaattgcatcgaccgggAATCgAACCcgGGCCGeeccgegtggcaggegageat. . .
aactacaggtaa aaaagga aaaaaagaattgcatcgaccgGGAATCgAACCcgGGCCGeecgegtggecaggegageat. . .
aattataggtaagt--—----- gaag-————-— caaaacgaattgcatcgaccgggAATCgAACCagGGCCGecccgegtggecagacgageat. . .
e HRkK KKK KoK KKK KK KKK KKK KK KoK KooK AR KKK K kKoK KoK Kok KoK oK

id=250978 gene=T22E7.2 name=T22E7.2 segment=chrI_5767336_5767472_1 type=IN

Figure 271: CS=6.16

..aattgtttgcaggccatttg
..cttttattgcagggcatttg
..ctctcctttcaggccattcg
..caaagtttgcagaccattcg

Kk kkk  kkkk ok

Y43B11AR.7

T22E7.2


http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8832515-8832590&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:63016667-63016742&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:63463970-63464045&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:56163578-56163653&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrI:8739363-8739531&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:109510885-109511037&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeJap1&position=chrUn:91405127-91405289&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:26891929-26892063&Track=refGene

RS

(lPF01D5.12

tattacgt|tcg--cgagccttctttctttaatcacgtctggtgaggatgaaaacaggacagGTTTCGCTaAAAT-attaccgaatgeccaatatgtcgag
tgataggg|tcgectcggtcaacttctatt-ccttacgtctggtgaggatagaaaaaggacaGGTTTCGCTaAAATactageccgaacgeccaacatgtagag
aactacct|ctg--ccactcaaacttccaactctacgtcttgtgaggataaagaaaggacagGTTTCGCTaAAATaatagccgaacgeccaacatgtcgag

C.Rem| t----ggg tcgaccg——caagtcttgtcaactcacgtctggtgaggagagaaaaaggacagGTTTCGCTaAAATaatagctgaacgataatatgtcgag

kokokokokok  kokokkkokk k ko ckokokokokokokskokokskokokokokokkkkk ok ok ckkk ok okk skokkk kkok

id=188085 gene=F01D5.12 name=F01D5.12 segment=chrII_14018280_.14018367_-1 type=EN

acaccttg
acaccttg
acaccttg
acaccttg
*okok Kok okok ok

caagtgtg|atgaggtgagta...104.. . .gcaaacttttatgataggcgATTTGGTGAAAC-accaagcgecggeggttgga. . .2176. . . —atatctttgatt|ttcaggtc
aaagtgtg|atgaggtttgtt...111.. aaggatttttatgataggcgATTTGGTGAAACCaaaagtttctggtgtagagg....532...-aaatctctattt|tccaggtc
aaaatgtg|atgaggtgagca...118...caaacattttatgataggcgATTTGGTGAAAC-aaaactttttggtgggaggg. .. .379. . .caaatctaa—-cat|ttcagatc
aaaatgtg|acgaggtatgta...131...caagaattttatgataggcgATTTGGTGAAAC-attagtttttcgaaaggaga....390...ccaatccct-tct|tccaggtc

Kk okckokok|k kkkkk Xk skokokokokokokskokokkokokokokokokkokkokokkkkk kK * * *kx

id=21407 gene=ZK381.5 name=prkl-1 segment=chrIV_6980545_6982900_-1 type=IN

Figure 272: CS=7.16

* |k kkok kok

prkl-1


http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrII:14018271-14018375&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrII:10818153-10818259&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:145569761-145569866&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:18797153-18797254&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=ce6&position=chrIV:6980536-6982908&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=cb3&position=chrIV:8755980-8756716&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caePb2&position=chrUn:62942115-62942704&Track=refGene
http://genome.ucsc.edu/cgi-bin/hgTracks?db=caeRem3&position=chrUn:23668324-23668937&Track=refGene

V ?F53G12.12

E/—\-O-A-A-Q—.: W Y34B4A 4

C.Ele aacagaaa|atgctcttcAAAAGCACTGGTtttaggatccactattatcc...81...acgatgacaatt|cgaaattt

C.Bri, cacatact|atgctcttTAAAAGCACTGGTtataggactctgacttgtcc...81...acgatgacaatt|ctagtttt

C.Bre  gaatttca|atgcTCTTCAAAAGCACTGGTtataggatccattattatcc...81...acgatgacaatt|tacaagtc

C.Rem aaattaga|ttgctcttcAAAAGCACTGGTtttaggatccattattatcc...81...acgatgacaatc|tattttag
* sokokokkokok sokskkokoRskokskokokok kokokkok ok Kok kokok okt koo sk ok

id=171939 gene=F53G12.12 name=F53G12.12 segment=chrI_111292_111425_1 type=EN

C.Ele  atACCAgG|TGTgTTTT------------ acacgatgcaatgtgagcca...1087...attattttcagg|gtgctgeg
C.Bri, atACCAgG|TGTgTTTTA---------—- caactgggagagagagggtt—....116...taggattccagg|gtaccgca
C.Bre  atACCAgG|TGTgTTTTacGAGGAaaagctgccgagggttaaag———-- ....117.. .tagattttcagg|ggacatcg
C.Rem  atACCAgG|TGTgTTTT------------ acacaaaagagaaaccgcta....132...tatcgtttcagg|gcacatca
sokokok ko ok ok | skoksk koK sk ok ok Kk kkokk [k ok k

id=139351 gene=Y34B4A.4 name=Y34B4A.4 segment=chrX_5265764_5266890_1 type=IN
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