
RP11-439A17.4

HIST3H2BB

H.Sap ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAtCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAaCCTTT---------------aggtcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa-GTGGCTCTAAAAaGAGCCTTT---------------agatccaccacttaaacacg...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta-GGTGGCTCTGAAAAGAGCCTTTG-----tgggggatggaagggaaaca---------...78...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacgta-GGTGGCTCTGAAAAGAGCCTTTGTTGGGatgaaccagagatagcttag---------...68...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaacgtg-GGTGGCTCTGAAAAGAGCCTTT---------------aggttgactgctatagacac...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca-TGGGTGGCTCTGAAAAGAGCCTTT---------------aggtggccttctgataaaac...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaaca-TGGGTGGCTCTGAAAAGAGCC---------------gttaggtggtccacttaaaa---...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcGTGGGTGGCTCTGAAAAGAGCCTTTGG----------atttgatggaacctcgagca---...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca-TGGGTGGCTCTAAAAaGAGCCTTT---------------agatcgcctgcttaataaac...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggtga-GTGGCTCTGAAAAGAGCCTTT--------------aagatagtctacgtaaaaaa-...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaaac-GTGGGTGGCTCTGAAAAGAGCCTTT---------------agatcgtctgtttttaaaag...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgtTGTGGGTGGCTCTGAAAAGAGCCTTTGG----------atgagatggaaccccgagcc---...86...gatggcgcacag gttcgtgt

** ****** *********************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap gcgcgttt ctgtttggagag--...396...---------ttcctcggcgtcctgaacccAAAGGcTCTTTTCAGAGCCACcca cacgatca
R.Mac -gcgcgtt tt-tttggagagac...394...---------tttcccggcgtcctgaacccAAAGGCTCTTTTCAGAGCCACcca cacgatcg
P.Tro gcgcgttt ctgtttggagag--...396...---------ttccccggcgtcctgaacccAAAGGcTCTTTTCAGAGCCACcca cacgatcg
P.Abe gcgcgttt ctgtttggagag--...396...---------cgtcccggcgccccgaacccAAAGGCTCTTTTCAGAGCCACcca cacgatcg
C.Jac gcgctttt ctgtttggagag--...396...---------cgccccggcgccccgaacccAAAGGCTCTTTTcAGAGCCACcca caagatcc
M.Mus ccgcgttt ccgtagtacaac--...393...-------cggcgagggtgccctcaatt-CAAAGGCTCTTTTCAGAGCCACCca tacagtcg
R.Nor gcgccggt ttctccagtgca--...388...tgaggcgcggcgagggtgcc-CTCAATtcAAAGGCTCTTTTCAGAGCCACCca tacagtcg
O.Cun gactgagt ctgttttagtct--...413...---------gcgccgccgcccctcaccccAAAGGCTCTTTTCAGAGCCACCaa ctctttca
C.Fam tgctcttt ttgtttggagag--...395...---------caccggccaccccggaacacAAAGGCTCTTTTCAGAGCCACCCA cacgatcg
F.Cat cgttcttt ttgtttggagag--...398...------------cgggcgccctggaacccaaaGGCTCTTTTCAGAGCCACCCA cataatcg
B.Tau ggcttttt ttctacccgaag--...395...-------gcacctcggtgcccggaaacCCAAAGGCTCTTTTCAGAGCCACTCA Caagatca
E.Cab ggcttttt t--tagttagagag...395...---------cgccgcgcgccccggaacccAAAGGCTCTTTTcAGAGCCACCCA cacgatcg
S.Sus gtgtgtgt gtgtgtgtgtgt--...410...---------gccgaggcgcccgggaacccAAAGGCTCTTTTCAGAGCCACcca caagatcg
O.Avi --cttttt ttctatctgaagga...395...---------acctcggtgcccggaaacccAAAGGCTCTTTTCAGAGCCACTCA Caagatcg
L.Afr gttttttt ttgtttggagag--...401...-------ccgcagccgcgcaacagaacCCAAAGGCTCTTTTCAGAGCCACCCA CAtgatcg

******** **************************************************************************** ********

id=561021 gene=ENSG00000196890 name=HIST3H2BB segment=chr1 228645808 228646259 1 type=EC VIEW

Figure 1: CS=4.5
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RP11-439A17.4

HIST1H2BO

H.Sap ta cagctg ctcttgatgaaaacggc--------AGTGGCTCTGAAAAGAtCCTTT---------------agatcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggc--------AGTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggc--------AGTGGCTCTGAAAAGAaCCTTT---------------aggtcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggc--------AGTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacgga--------AGTGGCTCTAAAAaGAGCCTTT---------------agatccaccacttaaacacg-------...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta--------GGTGGCTCTGAAaAGAGCCTTtgTGGG------ggatggaagggaaacagggc-----------...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacgtagg--------TGGCTCTGAAAAGAGCCTTTGTTGGgatgaaccagagatagctta-----------------...69...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaac--------GTAGGTGGCTCTGAAAAGAGCCTTT--------------aaggtgaatttagtgtatga--------...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctc------agcgac--AACGTGGgTGGCTCTGAAAAGAGCCTTTaGGTT---------------gactgctatagacacgcgcc--...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca--------TGGGTGGCTCTGAAAAGAGCCTTT---------------aggtggccttctgataaaac-------...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct--------cgtGAAAAcaTGGGTGGCTCTGAAAAGAGCC---------------gttaggtggtccacttaaaa----------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtc-------GTGGGTGGCTCTGAAAAGAGCCTTTGGaTTTG----------atggaacctcgagcacagcg-----...80...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca--------TGGGTGGCTCTAAAAaGAGCCTTT---------------agatcgcctgcttaataaac-------...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctcctt--------TTGAAAaGGTGaGTGGCTCTGAAAAGAGCCTTT--------------aagatagtctacgtaaaaaa--------...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaa--------ACGTGGGTGGCTCTGAAaAGAGCCtTTAGATCGT---------------ctgtttttaaaagtacgcct...71...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgtt-------GTGGGTGGCTCTGAAAAGAGCCTTTG----------gatgagatggaaccccgagc-----------...87...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************************* ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap ttgtcctc attcttgttatt------...410...ctcgcagctgccagcaatcc-----------------AAAGGcTCTTTTCAGAGCCACTc-ac gcttccag
R.Mac ttgtcttc attcttttttct------...412...cccgcagctgccgacaatcc-----------------AAAGGCTCTTTTCAGAGCCACTc-ac gcttccag
P.Tro ttgtcctc attcttgttatt------...410...ctcacagctgccggcaatcc-----------------AAAGGcTCTTTTCAGAGCCACTc-ac gcttccag
P.Abe tcgtcctc attcttgttttt------...410...ctcgcagctgccgacaatcc-----------------AAAGGCTCTTTTCAGAGCCACTc-ac gcttccag
C.Jac tcgtcctc attctttgtttc------...411...ctcgcagctgctgacaatcc-----------------AAAGGCTCTTTTcAGAGCCACTcaac acttccag
M.Mus ttttagtt atcctttttcaa------...408...---------cgtttaactcacactcctaa-----CTCAAAGGCTCTTTTAaGAGCCACCc-ac actttcct
R.Nor gagtcact gcctaagttgtt------...399...aagtgagttcctttaactca----------CTAAccCAAAGGCTCTTTTCAGAGCCA-agcac attctcaa
C.Por cggcctcc cttcagtctgtt------...421...tctgtctgcacttcaccccc-----------------AAAGGCTCTTTTCAGAGCCACCTACc tctttcag
O.Cun tggcccac acttggtttctt------...408...--aacagtctcttgctttcaga----------AACCcAAAGGCTCTTTTCAGAGCCACCACGT T--ctcag
C.Fam ttgccctg attcactttgcc------...402...tccg-aggcaccatccaaccc----------------AAAGGCTCTTTTCAGAGCCATCTA-c actcgcag
F.Cat gcattttt ctttttgtcctg------...412...---g-agacacgatccaacccaaa----------------GGCTCTTTTCAGAGCCACCTAca TTTTC-cg
B.Tau ctgtcctc cctttatttctc------...402...--tgagccggctcgcagcccta-------CAAAacCCAAAGGCTCTTTTCAGAGCCACCTAC- attttcag
E.Cab tggcgcac attctttgtttc------...420...cccacaactacccacacccc-----------------AAAGGCTCTTTTcAGAGCCACCCA-c actttcag
S.Sus ttgtcctc atttattgtttc------...384...gagccacccatggccgaccc-----------------AAAGGCTCTTTTCAGAGCCACcTACC cTTTCA-g
O.Avi ------tt ctgtgtgttcttcccttg...403...aa-------actgtgagtcg--gttgcaaACGATtCTAAcGGCTCTTTTAaGAGCCACCCATG T-cctcag
L.Afr ccttcttc ctacctgttatt------...415...tgtgtaggcactgtaaaaca---------------CAAAAGGCTCTTTTCAGAGCCACTCAC- tttccaag

******** ****************************************************************************************** ********

id=299073 gene=ENSG00000196331 name=HIST1H2BO segment=chr6 27861203 27861669 1 type=EC

Figure 2: CS=9.6
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RP11-439A17.4

HIST1H1D

H.Sap ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGA---------------tcctttagatcgaccactta-----------...82...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTTAGAT---------------cgaccacttaaaaatatgcc-...72...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGA---------------acctttaggtcgaccactta-----------...82...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTTAGAT---------------cgaccacttaaaaatatgtc-...72...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaac-gtaGGTGGCTCTGAAAAGAGCCTTTG-----tgggggatggaagggaaaca--------------...78...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataac-gtaGGTGGCTCTGAAAAGAGCCTTTgtTGGGatgaaccagagatagcttag--------------...68...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaac-gtaGGTGGCTCTGAAAAGAGCC---------------tttaaggtgaatttagtgta--------...76...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaac-GTGGGTGGCTCTGAAAAGAGCCTTTAGGTT---------------gactgctatagacacgcgcc...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca-TGGGTGGCTCTGAAAAGAGCCTTTaGGTG---------------gccttctgataaaacggggc...73...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaaca-TGGGTGGCTCTGAAAAGAGCC---------------gttaggtggtccacttaaaa--------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcGTGGGTGGCTCTGAAAAGAGCCTTTGG----------atttgatggaacctcgagca--------...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca-TGGGTGGCTCTAAAAaGAGCCTTTAGAT---------------cgcctgcttaataaacgtat-...75...gatggcgcacag gttggtgt
S.Sus ta caactg ctcctttt-GAAAaGGTGaGTGGCTCTGAAAAGAGCCTTTA--------------agatagtctacgtaaaaaaa-----...79...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaaac-GTGGGTGGCTCTGAAAAGAGCCTTTAGAT---------------cgtctgtttttaaaagtacg-...74...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgtTGTGGGTGGCTCTGAAAAGAGCCTTTGG----------atgagatggaaccccgagcc--------...86...gatggcgcacag gttcgtgt

** ****** **************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap gtagagga catgctgttctg...727...------------ctttgaaaattttaaacggc---------TCTTTTCAGAGCCAC-cca caggtctc
R.Mac gtagagaa cacgccgttctg...714...cgggacgttccgctttgaaa----------ATTTAAAcGGCTCTTTTCAGAGCCAC-cca taggtctc
P.Tro gtagagga catgttgttctg...726...------------ctttgaaaattttaaacggc---------TCTTTTCAGAGCCAC-cca caggtctc
P.Abe gtagagga tatgctgttctg...714...cgggacgttccgctttgaaa----------ATTTAAAcGGCTCTTTTCAGAGCCAC-cca caggtctc
M.Mus actgggaa caaccttctctg...715...----gcgtcctgctttgaaaatct---------CAAAcGGCTCTTTTCAGAGCCACC-ca caacctca
R.Nor gcgttagg tttccttttctt...691...------------gcttgtaacagcagcaaagcCCCAAAGGCTCTTTTCAGAGCCACC-ca gagaactc
C.Por gtgaggaa tacgccgttctg...716...-aggtcttcgtaaatctcaac-----------------GGCTCTTTTCAGAGCCACC-ca cgatatca
O.Cun gccggaga cacgctgctccg...716...cgggacgtttcgctttgcaa--------AACCTcaAAAGGCTCTTTTCAGAGCCACCCAC -agatgtc
C.Fam gctggagc cacgtcgtcctg...708...-gctcctggatgtcttgcaaa----------TATCAAAGGCTCTTTTCAGAGCCACCCA- ctaatatc
F.Cat ctccgaga cgcgccgccctg...729...-cctgcctccgagttctcaaa-----------------GGCTCTTTTCAGAGCCACCCAa ctattttc
B.Tau gcccggga cacgccgttctg...721...---cacctcctgctttgaaaacc----------TCAAAGGCTCTTTTCAGAGCCACCCAC -taatttc
E.Cab gcccggga cacgccgttctg...721...cgggaagtccctttctgaaa----------ATCTcAAAGGCTCTTTTcAGAGCCACCCA- ctaatttc
S.Sus gcttggga cacgccattctg...720...---gacctcctgctttgcaaacc-----------TAAAGGCTCTTTTCAGAGCCACcCAC TgcTTT-c
O.Avi gcccggga cacgccgttctg...718...cggcacctcctgctttgaaa----------ATCTcAAAGGCTCTTTTCAGAGCCACCCAC -taatttc
L.Afr gccgggaa cacgccgttctg...725...-acgtcctcctgcttc--aaacc----------TCAAAGGCTCTTTTCAGAGCCACCCAC A-tatctc

******** ********************************************************************************* ********

id=151918 gene=ENSG00000124575 name=HIST1H1D segment=chr6 26234440 26235216 -1 type=EC

Figure 3: CS=13.5
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RP11-439A17.4

HIST1H1C

H.Sap ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAtCCTTT----------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAGCCTTT----------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAaCCTTT----------aggtcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAGCCTTT----------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa------GTGGCTCTAAAAaGAGCCTTT----------agatccaccacttaaacacg...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta------GGTGGCTCTGAAAAGAGCCTTTgTGGGggatggaagggaaac-agggc----...74...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttttggaaac--gta-----GGTGGCTCTGAAAAGAGCCTTT----------aaggtgaatttagtgtatga...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaa------CGTGgGTGGCTCTGAAAAGAGCCTTTaGGTTgactgctataga--cacgcgcc---...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatcatg------GGTGGCTCTGAAAAGAGCCTTT----------aggtggccttctgataaaac...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaacatg------GGTGGCTCTGAAAAGAGCC----------gttaggtggtccacttaaaa---...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttc-----aagtgtaGTCGtgGGTGGCTCTGAAAAGAGCCTTTGG-----atttgatggaacctcgagca---...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaacatg------GGTGGCTCTAAAAaGAGCCTTT----------agatcgcctgcttaataaac...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggtga------GTGGCTCTGAAAAGAGCCTTT---------aagatagtctacgtaaaaaa-...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaaacg------TGGGTGGCTCTGAAAAGAGCCTTT----------agatcgtctgtttttaaaag...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc-----gaatgctgTTGTGgGTGGCTCTGAAAAGAGCCTTTGG-----atgagatggaaccccgagcc---...86...gatggcgcacag gttcgtgt

** ****** *********************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap cgctgctt catcggcgcttt---...677...------acgcctacttctaa---------aaccca--------AAAGGc-TCTTTTCAGAGCCAC---ca ctgatctc
R.Mac cgctgttt catcggcgcttt---...678...-------cgcctgcttcaaa---------aaaccca-------AAAGGC-TCTTTTCAGAGCCAC---ca ctgatctc
P.Tro cgctgctt catcggcgtttt---...677...------acgcctacttctaa---------aaccca--------AAAGGc-TCTTTTCAGAGCCAC---ca ctgatctc
P.Abe cgctgctt catcggcgcttt---...677...------acgcctgcttataa---------aaccca--------AAAGGC-TCTTTTCAGAGCCAC---ca ctgatctc
C.Jac cgcggctt catcggcgtttt---...676...-----aacgcctgcttctaa---------aacca---------AAAGGC-TCTTTTcAGAGCCAC---ca ctgatctc
M.Mus cgctactc tatcggcgtact---...667...------taggctgcctcc-------------cctaacaaTCCAAAAGGC-TCTTTTCAGAGCCACC---a ctcccact
C.Por cagcgcct ccccagcaccgc---...661...------gcgactgcttctcc---------aacccc--------AAAGGC-TCTTTTCAGAGCCACC---a ctggtctc
O.Cun cgccgctc catcggtgctgc---...667...agtagactgcctgcttccca-----------------AACCccAAAGGC-TCTTTTCAGAGCCACCACG- --gacctc
C.Fam cgcaccta ---ccgcgctttgcc...679...--------gtttgcttctaa---------aacccaaa------AAAGGC-TCTTTTCAGAGCCACC---a ctcctctc
F.Cat cggcgcac ccacggcgctct---...687...----------ctgcttctga---------aacccaaaaa-------GGC-TCTTTTCAGAGCCACC---a ctgacctc
B.Tau cgcagctt catcggcgcttt---...680...----aatcgtctgcttctaa---------aacc-------CCAAAaGGC-TCTTTTCAGAGCCACCacTG AT---ctc
E.Cab cgcagctc catcggtgcttt---...679...-------cgtctgcttctac---------aacccca-------AAAGGC-TCTTTTcAGAGCCACC---a caggtctc
S.Sus cgcggctg catcggcgcttt---...682...-------cgtctgcttctaa---------aacccaa-------AAAGGC-TCTTTTCAGAGCCAC---ca cggatctc
O.Avi ctctgctt ccggctcgaatt---...705...--------------ttcgaagctcgacacaaccc---------AAAGGCTtCTTTTCAGAGCCACCCAaa --gatctc
L.Afr tgtctctc cactggctctct---...768...---taaacgcctgcttctaa---------aac--------CCAAAcGGC-TCTTTTCAGAGCCACCACAG ---atctc

******** ********************************************************************************************** ********

id=184174 gene=ENSG00000187837 name=HIST1H1C segment=chr6 26055968 26056699 -1 type=EC

Figure 4: CS=9
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RP11-439A17.4

HIST1H2AK

H.Sap ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAtCCTTT-------------agatcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAGCCTTT-------------agatcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAACCTTT-------------aggtcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAGCCTTT-------------agatcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa--------GTGGCTCTAAAAaGAGCCTTT-------------agatccaccacttaaacacg-----...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta--------GGTGGCTCTGAAAAGAGCCTTT------------gtgggggatggaagggaaac------...79...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacgta--------GGTGGCTCTGAAAAGAGCCTTTG---------ttgggatgaac--cagagatag------...73...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaac-gta-------GGTGGCTCTGAAAAGAGCCTTT------------aaggtgaatttagtgtatga------...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaac--------GTGGGTGGCTCTGAAAAGAGCCTTTaGGTT-------------gactgctatagacacgcgcc...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatc---a-----TGGGTGGCTCTGAAAAGAGCCTTT-------------aggtggccttctgataaaac-----...78...gatggcgcacag gttggtgt
B.Tau ca cagctt ctttc-------aagtGTAGtcGTGGGTGGCTCTGAAAAGAGCCTTTGGaTTTGATGG-aacctcgagcacagcgcaca------...76...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaacatggg--------TGGCTCTAAAAaGAGCCTTT-------------agatcgcctgcttaataaac-----...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaa--------AAGGTGaGTGGCTCTGAAAAGAGCCTTT------------aagatagtctacgtaaaaaa------...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaaac--------GTGGGTGGCTCTGAAAAGAGCC-------------tttagatcgtctgtttttaa--------...81...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc---gaatgctgtt----GTGGGTGGCTCTGAAAAGAGCCTTTGGaTGAGaTGGAAccccgagccgagtgcagtgt-----...75...gatggcgcacag gttcgtgt

** ****** ********************************************************************************************************* ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap tttacgtc atgtcgggacgt...404...----catacct-cggtccaaaccaa------------AAAGGtTCTTTTCAGAGCCAC-cta ctttttca
R.Mac tatttgtc atgtcgggacgt...404...----catacct-cggtccaaaccaa------------AAAGGTTCTTTTCAGAGCCAC-cta ctttttca
P.Tro tttacgtc atgtcgggacgt...404...----catacct-cggtccaaaccaa------------AAAGGTTCTTTTCAGAGCCAC-cta ctttttca
P.Abe ttttcgtc atgtcgggacgt...404...----catacct-cggtccaaaccaa------------AAAGGTTCTTTTCAGAGCCAC-cta ctttttca
C.Jac tagtcgct atgtccgggcgc...402...----ctcatct-cgtttcaaaccaa------------AAAGGTTCTTTTcAGAGCCAC-ctc ctttttca
M.Mus tttctacc atgtctggacgc...396...-cacccgaaaagaaaaaaaaa----------------AAAGGCTCTTTTCAGAGCCATC-ca cagtgtct
R.Nor tgtttgtc atgtctggacgc...386...--gccgttcactcatccagaac--------------CAAAGGCTCTTTTCAGAGCCATC-ca caatgtct
C.Por attcagct atgtctggacgc...401...-atctatattccttgaaaaac----------------AAAGGCTCTTTTCAGAGCCACC-ca gtttttct
O.Cun gaatcagc atgtctggtcgc...404...-ccccccccctcaggtgcaca------------AATCAAAGGCTCTTTTCAGAGCCACCCAC -tcttttc
C.Fam tctccgtc atgtcgggtcgg...389...----gtttccacctgcccaagcca-------------AAAGGCTCTTTTCAGAGCCACCCA- cttaatga
B.Tau ctctcatc atgtctggtcgt...388...--gcattgcttggaactcaaac---CTGTtCAAACCAAAAGGCTCTTTTCAGAGCCACCCAC tTTAT-ca
E.Cab ccctcatc atgtccggacga...403...----tatatctcctgtccaaacca-------------AAAGGCTCTTTTcAGAGCCA-acca ctttatca
S.Sus cattgatc atgtctggacgg...399...aactcagacct---tcccaaacc--------------AAAGGCTCTTTTCAGAGCCACcTAC TTT-agca
O.Avi nnnnnnna atgtctgggcga...383...-----ggaaaggtgaagaaaacaac---------------GGCTCTTTTCAGAGCCAaCTTA Cattgtca
L.Afr gccatatc atgtctggacgc...392...--gc-tttccaacaactcaaaccTTCCATTCAaaCC-AAAGGCTCTTTTCAGAGCCACCCAC -tttatca

******** *********************************************************************************** ********

id=74688 gene=ENSG00000184348 name=HIST1H2AK segment=chr6 27805658 27806117 -1 type=EC

Figure 5: CS=9

5



RP11-439A17.4

HIST3H2A

H.Sap ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAtCCTTTA----------gatcgaccacttaaaaatat----...75...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTTA----------gatcgaccacttaaaaatat----...75...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAaCCTTTA----------ggtcgaccacttaaaaatat----...75...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTTA----------gatcgaccacttaaaaatat----...75...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa-GTGGCTCTAAAAaGAGCCTTT----------agatccaccacttaaacacg-----...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta-GGTGGCTCTGAAAAGAGCCTTTGtgggggatggaagggaaaca--------------...78...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacgta-GGTGGCTCTGAAAAGAGCCTTTG------ttgggatgaac--cagagatag------...73...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttttggaaac--gtaGGTGGCTCTGAAAAGAGCCTTTaaGGTG-----aatttagtgtatgatttagg----...67...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgac-AACGTGGGTGGCTCTGAAAAGAGCCTTTa-GGTT---------gactgctatagacacgcgcc...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca-TGGGTGGCTCTGAAaAGAGCCTTTa-GGTG---------gccttctgataaaacggggc...73...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtga-AAACaTGGGTGGCTCTGAAAAGAGCC----------gttaggtggtccacttaaaa--------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcGTGGGTGGCTCTGAAAAGAGCCTTTGG-----atttgatggaacctcgagca--------...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca-TGGGTGGCTCTAAAAaGAGCCTTT----------agatcgcctgcttaataaac-----...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggtga-GTGGCTCTGAAAAGAGCCTTT---------aagatagtctacgtaaaaaa------...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaaac-GTGGGTGGCTCTGAAaAGAGCCTTT----------agatcgtctgtttttaaaag-----...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatGCTGttGTGGGTGGCTCTGAAAAGAGCCTTTGG-----atgagatggaaccccgagcc--------...86...gatggcgcacag gttcgtgt

** ****** *********************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap tttttagt ctcgcttttcgg----...439...------cggggcccctttgatggaca--TAAAGGcTCTTTTCAGAGCCACcta ctatctcg
R.Mac ctttcggt ctcgcttttgga----...439...------cggggcccctttgatggaca--TAAAGGCTCTTTTCAGAGCCACcca ccatctcg
P.Tro ttttcagt ctcgcttttcgg----...439...------cggggcccctttgatggaca--TAAAGGcTCTTTTCAGAGCCACcta ccatctcg
P.Abe ttttcagt ctcgcttttcgg----...439...------cggggcccctttgatggaca--TAAAGGCTCTTTTCAGAGCCACcta ccatctcg
C.Jac ttttcagt ctcgcctttcgg----...441...--------gggaccctttgatggacacc-AAAGGCTCTTTTcAGAGCCACcca tcgtttcg
M.Mus tcgctagg tttcttttctgt----...439...-------agtgcgacttttacagacac-CAAAGGCTCTTTTCAGAGCCACCca caacctca
R.Nor -ttttttg ccagctttcttct---...437...-------tagagcaactttacggacac-CAAAGGCTCTTTTCAGAGCCACCcc caacctca
C.Por gcttctgt tctgctgttccg----...347...--gaccctcggccagc--aacgga-CATCAA-GGCTCTTTTTAGAGCCACCca ccatctca
O.Cun -tgtgagt tcacgctcccacg---...408...ggcgtccataacctctatta-----AACCAAAGGCTCTTTTCAGAGCCACCaC ACGTT-cc
C.Fam ctgtgggc gttctctcccgg----...451...gcgccccaagggccccttga-----CACCAAAGGCTCTTTTAaGAGCCACCCA cagtctcc
F.Cat ctttgggt ctgtcttctcgt----...459...-------gggggccctgtga----caccaaa-GGCTCTTTTCAGAGCCACCCA cgGTTTca
B.Tau -ttggtgg tctgctttttggc---...453...--tccccgggggccccctga----ca-CCAAAGGCTCTTTTCAGAGCCACCCA Cagtgtct
E.Cab ----tagg tcttttctctgttcac...439...----ccccgggcacccgtga----cacc-AAAGGCTCTTTTcAGAGCCACCCA cagcttcg
S.Sus cttggggt gttatttctcga----...458...----cctgggggccccgtga----cacc-AAAGGCTCTTTTCAGAGCCACcca cagtctca
O.Avi gttggtgt tctgttttttgg----...456...----cccaggggctccctga----cacc-AAAGGCTCTTTTAaGAGCCACCCA Cagtgtct
L.Afr ttctgagt gctgctttccat----...455...-------cggacaagtgcttcttgaaaTCAAAGGCTCTTTTCAGAGCCACCCA CCGGTtca

******** ****************************************************************************** ********

id=244689 gene=ENSG00000181218 name=HIST3H2A segment=chr1 228645065 228645560 -1 type=EC VIEW

Figure 6: CS=9.6
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RP11-439A17.4

HIST3H3

H.Sap ta cagctg ctctt-gatgaaaacggcaGTGGCTCTgAAAAGAtCCTTT--------------agatcgaccacttaaaaata---...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAaAGAGCCTTT--------------agatcgaccacttaaaaata---...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAaAGAGCCTTT--------------agatcgaccacttaaaaata---...76...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttc-atcgacaacgtaGGTGGCTCTGAAAAGAGCC---------tttgtgggggatggaa----ggga-------...82...gatggcgcacag gttggtgt
R.Nor ca cagcta ctctt-attgataacgtaGGTGGCTCTGAAAAGAGCC----------tttgttgggatgaaccagag----------...77...gatggcgcacag gttggtgt
C.Por ta cagctg ctctt-t-tggaaacgtaGGTGGCTCTGAAaAGAGCCTTT-------------aaggtgaatttagtgtatga----...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctc-agcgacaacgtGGGTGGCTCTGAAAAGAGCCTTTaGGTTGactgctatagacacgcgccc-----------...71...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcct-cGTGAAAtcATGGGTGGCTCTGAAAAGAGCCTTT--------------aggtggccttctgataaaac---...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct-cgtgaaaacatgGGTGGCTCTGAAAAGAGCCgTTAGG--------------tggtccacttaaaagcacag...75...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcgtgGGTGGCTCTGAAAAGAGCCTTTGGatTTGA---------tggaacctcgagcacagcgc...79...gatggcgcacag gttcgtgt
E.Cab ca cagctg ctttt-catgcaaacatgGGTGGCTCTAAAaAGAGCCTTT--------------agatcgcctgcttaataaac---...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctcct-tttgaaaAGGTGAgTGGCTCTGAAAAGAGCCTTT-------------aagatagtctacgtaaaaaa----...80...gatggcacacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgttGTGGGTGGCTCTGAAAAGAGCCTTTGG---------atgagatggaaccccgagc------c...86...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************* ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap tcggattc atggcccgaacc...422...-ggttgcgca-------acgttcacccc--------AAAGGcTCTTTTaAGAGCCAC-----------ccacct ggtcgaag
R.Mac tcaaattc atggcccgaacc...422...-ggttgcgca-------acgttcacccc--------AAAGGCTCTTTTAaGAGCCAC-----------ccacct ggtcggaa
P.Abe tcagactc atggcccgaacg...422...-ggttgcgca-------acgttcacccc--------AAAGGCTCTTTTAaGAGCCAC-----------ccacct ggtcggaa
M.Mus tcaggaag atggcacgcacc...409...gcaccgctca-------t----gaacccaac--------GGCTCTTTTCAGAGCCACC-----------cacag agtcagaa
R.Nor ccaggaag atggcacgcacc...413...----tgctca-------tcaaccaacccaac--------GGCTCTTTTCAGAGCCACC-----------cacag attcggaa
C.Por ggtactac atggctcgtaca...401...agcgagttac-------actctgaccc---------AAAGGCTCTTTTAaGAGCCACC-----------caatt gtttcaag
O.Cun agagagct atggcacgcacg...409...----tgcctgacgtctcactgctg------TAACCcAAAGGCTCTTTTCAGAGCCACCT---------c--cct ggtcggaa
C.Fam accagccc atggctcgcacg...406...----ttccaa-------agcttgtccctccc-----AAAGGCTCTTTTCAGAGCCACttTCATTTTCACcg--- --------
F.Cat tgcaagcc atggctcgcagg...414...----ccctga-------gtcgtcgctctccc--CCTAAaGGCTCTTTTCAGAGCCACC------------acca gtccacaa
B.Tau gcagcggc atggcccgaacg...407...-gcgtacgtg-------actgctgatctTTGAccCCAAAGGCTCTTTTCAGAGCCACT------------agct gctcaaaa
E.Cab ctggggct atggctcgcacg...407...-gcagtcgcc-------actctcacccc--------AAAGGCTCTTTTAaGAGCCACC------------acct gctcaaaa
S.Sus gagaagtc atggctcgtacc...407...-ctctttccg-------actttaaaccc--------AAAGGCTCTTTTCAGAGCCAaTTACCT----------- ggtctatg
L.Afr ggccagct atggctcgcacc...417...-gag-------------actgcgtctctatcgaaCCAAAGGCTCTTTTCAGAGCCACCCAT--------cttct g-tgaaaa

******** *********************************************************************************************** ********

id=206526 gene=ENSG00000168148 name=HIST3H3 segment=chr1 228612546 228613026 -1 type=EC VIEW

Figure 7: CS=10.14
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RP11-439A17.4

HIST2H2AC

H.Sap ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAAAGAtCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttc-atcgacaacgtaGGTGGCTCTGAAAAGAGCCTTTgTGGG----------ggatggaagggaaacagggc...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctctt-attgataacgtaGGTGGCTCTGAAAAGAGCCTTTgTTGGGatgaaccagagatagcttag---------...68...gatggcgcacag gttggtgt
C.Por ta cagctg ctctt-ttggaaac-GTAGGTGGCTCTGAAAAGAGCCTTT--------------aaggtgaatttagtgtatga-...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctc-agcGACAACgTGGGTGGCTCTGAAAAGAGCCTTTaGGTT----------gactgctatagacacgcgcc...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcct-cgtgaaatcaTGGGTGGCTCTGAAAAGAGCCTTT---------------aggtggccttctgataaaac...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct-cgtgaaaacaTGGGTGGCTCTGAAaAGAGCC---------------gttaggtggtccacttaaaa---...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcgTGGGTGGCTCTGAAAAGAGCCTTTG--------------gatttgatggaacctcgagc...86...gatggcgcacag gttcgtgt
E.Cab ca cagctg ctttt-catgcAAACaTGGGTGGCTCTAAAAAGAGCCTTT---------------agatcgcctgcttaataaac...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctcct-tttgaaaaggtgaGTGGCTCTGAAAAGAGCCTTT--------------aagatagtctacgtaaaaaa-...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttt-taaGAAAACgTGGGTGGCTCTGAAAAGAGCCTTT---------------agatcgtctgtttttaaaag...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgttgTGGGTGGCTCTGAAAAGAGCCTTTG--------------gatgagatggaaccccgagc...87...gatggcgcacag gttcgtgt

** ****** *********************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap tttcagtc atgtctggtcgt...381...-------cagacaaacaaac------c-aagacc--AAAGGcTC-TTTTTAGAGCCAC----------------------------------------::::::-----------------------------ccaagttttca
R.Mac tttcagtc atgtctggtcgt...382...--------agacaaacaaac------caaagacc--AAAGGCTC-TTTTTAGAGCCAC----------------------------------------::::::-----------------------------ccaagttttca
P.Abe tttcagtc atgtctggtcgt...382...--------agacaaacaaac------caaagacc--AAAGGCTC-TTTTTAGAGCCAC----------------------------------------::::::-----------------------------ccaagttttca
M.Mus tctaagtt atgtctggccgt...371...----------caagtgaaactcaacacgaaTCCAa-AAAGGCTC-TTTTTAGAGCCACC---------------------------------------::::::------------------------------aaatctttta
R.Nor tcttagtt atgtctggccgc...368...-------gagcaagtgaaact---cactaaTCCAAaAAAGGCTC-TTTTTAGAGCCACC---------------------------------------::::::------------------------------aaatc-ttca
C.Por tcgttaca atgtctggacgt...381...acaattgtctcgagaaaaac----------------AAAGGCTC-TTTTCAGAGCCACTTAC------------------------------------::::::---------------------------------ctagtcg
O.Cun tcttaact atgtctggtcgt...379...----atttgacggcctgaac------caaa--GACCAAAGGCTCTTTtTTAGAGCCACCCAaGTTGTC------------------------------::::::---------------------------------------a
C.Fam tagcaatc atgtctggtcgt...378...--------atcctgacaagc------caaagatc--AAAGGCTC-TTTTTAGAGCCACCTA-------------------------------------::::::--------------------------------agctttca
F.Cat ttgccgtc atgtctggccgt...419...----ggggtacctgtgaaat------caaa---------GGCTC-TTTTAaGAGCCACCCA-------------------------------------::::::--------------------------------ccctctca
B.Tau ctttagtt atgtctggtcgt...382...-------ttttcaagtaagc------caaagaa--CAAAGGCTC-TTTTTAGAGCCACCCA-------------------------------------::::::--------------------------------agttttca
E.Cab tctcaatc atgtctggccgt...384...--------gataaagtaaac------caaagacc--AAAGGCTC-TTTTTAGAGCCACCCAaGTTT--------------------------------::::::-------------------------------------tca
S.Sus tttcagtc atgtccggtcgt...383...--------gacacagtaaac------caaagacc--AAAGGCTC-TTTTTAGAGCCACccaagttttcaaaaaaagagctaacgcgctattctgtgat::::::caaagaccaaaggctctttttagagccacccaagttttca
O.Avi ctttagtc atgtctggtcgc...383...--------tacaaagtaaac------caaagaac--AAAGGCTC-TTTTTAGAGCCACCCAaGTTTTC------------------------------::::::---------------------------------------a
L.Afr gtttggca atgtcaggacgc...382...-------cgacaaagtaagc------caaagaa--CAAAGGCTC-TTTTTAGAGCCACCCA-------------------------------------::::::--------------------------------agttttca

******** *********************************************************************************************************************************************************************

id=517053 gene=ENSG00000184260 name=HIST2H2AC segment=chr1 149858525 149858961 1 type=EC VIEW

Figure 8: CS=8.4
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RP11-439A17.4

HIST1H1E

H.Sap ta cagctg ctctt-gatgaaaacggca-GTGGCTCTGAAAAGAtCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctctt-gatgaaaacggca-GTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctctt-gatgaaaacggca-GTGGCTCTGAAAAGAaCCTTT---------------aggtcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctctt-gatgaaaacggca-GTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctctt-gatgaaaacggaa-GTGGCTCTAAAAaGAGCCTTT---------------agatccaccacttaaacacg...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttc-atcgacaacgta-GGTGGCTCTGAAAAGAGCCTTT-gTGGGggatggaagggaaac-agggc--------...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctctt-attgataacgta-GGTGGCTCTGAAAAGAGcCTTTgtTGGGatgaaccagagatagcttag---------...68...gatggcgcacag gttggtgt
C.Por ta cagctg ctctt-ttggaaac--gtaGGTGGCTCTGAAAAGAGCCTTT-------------aaggtgaatttagtgtatga--...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctc-agcgacaa-CGTGGGTGGCTCTGAAAAGAGCCTTTaGGTTG-actgctatagacacgcgccc--------...71...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcct-cgtgaaatca-TGGGTGGCTCTGAAAAGAGCCTTT---AGG---------tggccttctgataaaacggg...75...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct-cgtgaaaaca-TGGGTGGCTCTGAAAAGAGCC---------------gttaggtggtccacttaaaa---...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcg-TGGGTGGCTCTGAAAAGAGCCTTT----GG--atttgatggaacctcgagca-------...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg ctttt-catgcaaac-ATGGGTGGCTCTAAAAaGAGCCTTT---------------agatcgcctgcttaataaac...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctcct-tttgaaaaggtga-GTGGCTCTGAAAAGAGCCTTT--------------aagatagtctacgtaaaaaa-...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttt-taagaaaacg-TGGGTGGCTCTGAAAAGAGCCTTT---------------agatcgtctgtttttaaaag...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgttg-TGGGTGGCTCTGAAAAGAGCCTTT----GG--atgagatggaaccccgagcc-------...86...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************ ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap -gcggctcg agtcccggccag...729...------ttagaagcccaacacaaccc-AAAGGc-TCTTTTCAGAGCCACcca ccgctctc
R.Mac -gcggcccg agtcccggccag...731...------ttagaagctcaacacaaccc-AAAGGC-TCTTTTCAGAGCCACcca ccgctttc
P.Tro -gcggcccg agtcccggccag...729...------ttagaagcccaacacaaccc-AAAGGc-TCTTTTCAGAGCCACcca ccgctctc
P.Abe -gcggcccg agtcccggccag...729...------ttagaagcccaacacaaccc-AAAGGC-TCTTTTCAGAGCCACcca ccgctctc
C.Jac -gcggcccg agtcccggccag...729...------tttgaagctcaacacaaccc-AAAGGC-TCTTTTcAGAGCCACcca cccatctc
M.Mus -gcggcccg agtcctggccag...719...-actgcttagaagcccaacaa---CCCAAAGGC-TCTTTTCAGAGCCACCca caactctc
R.Nor -ggagcctg agcaaaggagca...729...----gcttgtaacagcagcaaagcCCCAAAGGC-TCTTTTCAGAGCCACCca gagaactc
C.Por cgcgg-tcg agtatcggccag...722...------ctgctagttccacccaaccc-AAAGGC-TCTTTTCAGAGCCACCca cacttttc
O.Cun -gcggcccg agtcccggccag...716...gccaactgcttagctgaaca-CAACCcAAAGGC-TCTTTTCAGAGCCACCCA TGgatctc
C.Fam -gcagctca actccgagactc...694...----acagagtagtttaggatcttTTTAAAGGC-TCTTTTCAGAGCCACCCA aacctctg
F.Cat -gcggcccg agtcccggccag...725...---------gaagctcaacacaacccaaa-GGC-TCTTTTCAGAGCCACCCA cagacttc
B.Tau -gcggcccg agtcccggccag...726...----gcttcgaagctcgacacaac-CCAAAGGC-TCTTTTCAGAGCCACCCA aagatctc
E.Cab -gctgcccg agtcccggccag...725...------ttagaagctcaacacaaccc-AAAGGC-TCTTTTcAGAGCCACCCA Tagatctc
S.Sus -gcggcccg agtcccggccag...727...------ttacaagctctacacaaccc-AAAGGC-TCTTTTCAGAGCCACcca cagatctc
O.Avi -gcggcccg agtcccggccag...728...------ttcgaagctcgacacaaccc-AAAGGCTtCTTTTCAGAGCCACCCA aagatctc
L.Afr -gcagcccg agtcccggccag...726...----gcttagaggctaaatacaac-CCAAAGGC-TCTTTTCAGAGCCACCCA gagatctc

********* ************************************************************************* ********

id=310748 gene=ENSG00000168298 name=HIST1H1E segment=chr6 26156559 26157343 1 type=EC

Figure 9: CS=4.8
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RP11-439A17.4

HIST1H2BG

H.Sap ta cagctg ctcttgatgaaaac---ggc---AGTGGCTCTGAAAAGAtCCTTT-------------------agatcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaac---ggc---AGTGGCTCTGAAAAGAGCCTTT-------------------agatcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaac---ggc---AGTGGCTCTGAAAAGAaCCTTT-------------------aggtcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaac---ggc---AGTGGCTCTGAAAAGAGCCTTT-------------------agatcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaac---gga---AGTGGCTCTAAAaAGAGCCTTT-------------------agatccaccacttaaacacg-------...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta------GGTGGCTCTGAAAAGAGCCTTTgTGGG------ggatggaagggaa--acagggc-------------...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataac------GTAGGTGGCTCTGAAAAGAGCCTTTG----TTGGGAtgaaccagagatagcttagg---------------...67...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaacgtaggt------GGCTCTGAAAAGAGCCTTT------------------aaggtgaatttagtgtatga--------...73...gatggcgcacag gttggtgt
C.Fam ta cagctg ctcctcgtgaaatc------ATGGGTGGCTCTGAAAAGAGCCTTT-------------------aggtggccttctgataaaac-------...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaaca------TGGGTGGCTCTGAAAAGAGCC-------------------gttaggtggtccacttaaaa----------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttc-----aagtgtagtcGTGGGTGGCTCTGAAAAGAGCCTTTGGaTTTGATGGaacctcgagcacagcgcaca---------------...76...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca------TGGGTGGCTCTAAAAaGAGCCTTT-------------------agatcgcctgcttaataaac-------...79...gatggcgcacag gttggtgt
S.Sus ta caact- -----GCTCctTTTGAAAAGGTGAGTGGCTCTGAAAAGAGCCTTT------------------aagatagtctacgtaaaaaa--------...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaa------ACGTGGGTGGCTCTGAAaAGAGCCtTTAGATCGT-------------------ctgtttttaaaagtacgcct...71...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc-----gaatgctgtTGTGGGTGGCTCTGAAAAGAGCCTTTGG-----------atgagatggaaccccgagcc-------------...86...gatggcgcacag gttcgtgt

** ****** *************************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap -tctgacag c---atgcctgaacc...376...gcttaggt--gctttaaaactc----------------AAAGGcTCTTTTCAGAGCCACT--caagtctcacataaa gagcttta
R.Mac -tctgacaa t---atgcctgagcc...376...gcttaggc--actttagaactc----------------AAAGGCTCTTTTCAGAGCCACT--caagtctcacataaa gagcttta
P.Tro -tctgacag c---atgcctgagcc...376...gcttaggt--gctttaaaactc----------------AAAGGcTCTTTTCAGAGCCACT--caactctcacataaa gagcttta
P.Abe -tttgacag c---atgccggagcc...374...gtttaggt--agtttaaaactc----------------AAAGGCTCTTTTCAGAGCCACT--caagcctcacataaa gagcttta
C.Jac -tctgacaa c---atgcctgagcc...376...gcataggc--actttcaaaccc----------------AAAGGCTCTTTTAaGAGCCACT--caaatatcaaatatg gagcttta
M.Mus -gtttctac c---atgcccgagcc...373...----------catttaactcacactcctaa-----CCCAAAGGCTCTTTTCAGAGCCACC-catactgtcactttaa gtgctttg
R.Nor -agtcttaa c---atgcctgaaac...365...--agtgagttcctctaactcac-------TCCTAAccCAAAGGCTCTTTTCAGAGCCACCTACactttcagtcaaaa agtctgt-
C.Por -gtgttcgt t---atgcctgagcc...376...ctggctgctgcctataaccc------------------AAAGGCTCTTTTCAGAGCCcctcattttttcaacaaaaa gaattgta
C.Fam -ttcgtcat cgagatgcccga---...385...-----agcgtctcctt-cccaa-cccc-----------AAAGGCTCTTTTCAGAGCCACtCCAT--tctcacccaag gagttgta
F.Cat gttagcagt tgagatgccag----...390...---------tcttgttaaccaa-ccccaaa-----------GGCTCTTTTCAGAGCCAcTTCA-attctcatctaaa gagttgtc
B.Tau -attataga c---atgcctgaacc...600...--agcagcagcagcagcagccg------CTGTTAAACCAAAGGCTCTTTTCAGAGCCACTTAC-attttcacttaag gagttgta
E.Cab -tttgttga t---atgcctgaacc...376...ttgtagcc--accgttaaaccc----------------AAAGGCTCTTTTcAGAGCCACTTA-aattgtcatttaaa gagtttga
S.Sus -tctgttaa a---atgcctgaacc...376...ttaaaggc--accgtcaaaccc----------------AAAGGCTCTTTTCAGAGCCACTtaCATTTTcaTTTAAAG AGC-tgtg
O.Avi -ttattcgt c---atgcctgaacc...368...--aa------actgtgagtcgg--ttgcaaACGATtCTAAcGGCTCTTTTAaGAGCCACCCATGT-cctcagagaaa gagctgat
L.Afr -gtttccgt c---atgcctgagcc...376...ctcctgtcttaccgtcaacc----------------CCAAAGGCTCTTTTCAGAGCCACTTATG-ttgtcttctaaa gagttgca

********* ***************************************************************************************************** ********

id=172135 gene=ENSG00000187990 name=HIST1H2BG segment=chr6 26216428 26216872 -1 type=EC

Figure 10: CS=11.7
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RP11-439A17.4

HIST1H1A

H.Sap ta cagctg ctctt-gatgaaaacggcaGTGGCTCTgAAAAGA----------------------tcctttagatcgaccactta------...82...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAaAGAGCC----------------------tttagatcgaccacttaaaa---...79...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctctt-gatgaaaacggcaGTGGCTCTgAAAAGA----------------------acctttaggtcgaccactta------...82...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAaAGAGCC----------------------tttagatcgaccacttaaaa---...79...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttc-atcgacaacgtaGGTGGCTCTGAAAAGAGCC-----------------tttgtgggggatggaa----ggga----...82...gatggcgcacag gttggtgt
R.Nor ca cagcta ctctt-attgataacGTAGGTGGCTCTGAAAAGAGCC-----------------tttgt-tgggatgaac----cagag---...77...gatggcgcacag gttggtgt
C.Por ta cagctg ctctt-ttggaa-ACGTAGGTGGCTCTGAAaAGAGCC---------------------tttaaggtgaatttagtgta----...76...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctc-agcgacaacGTGGGTGGCTCTGAAaAGAGCC----------------------tttaggttgactgctataga---...80...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcct-cgtgaaatcatgGGTGGCTCTGAAaAGAGCC----------------------tttaggtggccttctgataa---...81...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct-cgtgaaaacatgGGTGGCTCTGAAaAGAGCCGTT----------------------aggtggtccacttaaaagca...78...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcgtgGGTGGCTCTGAAaAGAGCCtTTGGaTTTGaTGGAAcctcgagcacagcgcacact---------...74...gatggcgcacag gttcgtgt
E.Cab ca cagctg ctttt-catgcaaacatgGGTGGCTCTAAAaAGAGCC----------------------tttagatcgcctgcttaata---...82...gatggcgcacag gttggtgt
S.Sus ta caactg ctcct-tttGAAAAGGTgaGTGGCTCTGAAaAGAGCC---------------------tttaagatagtctacgtaaa----...83...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttt-taagaaaacgtgGGTGGCTCTGAAaAGAGCC----------------------tttagatcgtctgtttttaa---...81...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgtTGTGGGTGGCTCTGAAaAGAGCCTTTGG-----------------atgagatggaaccccgagcc---...86...gatggcgcacag gttcgtgt

** ****** ****************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap cctataaa taggc-tgcgttg...731...----------tcttctagt--aacccaacggc---------------TCTTTTaAGAGCCAC-----cta cgcatttc
R.Mac cctataaa tacgc-tgagtcg...727...-------gaaacttctact--aacccaac---------------GGCTCTTTTAaGAGCCAC-----cta cacacttc
P.Tro cctataaa taggc-tgcgttg...731...----------tcttctagt--aacccaacggc---------------TCTTTTaAGAGCCAC-----cta cgcatttc
P.Abe cctataaa taggc-tgcgttg...728...-------acttcttctagt--aacccaac---------------GGCTCTTTTAaGAGCCAC-----cta cgcatttc
M.Mus tctataaa tactc-cgtgcag...719...-------tcttctataaat--aacccaac---------------GGCTCTTTTCAGAGCCACC-----aa cataactc
R.Nor tctataaa tacgc-cgcgagg...716...-------gcttcttccagt--aacccaac---------------GGCTCTTTTCAGAGCCACCTACatta c-----tc
C.Por tctataaa tagcc-gtcgcag...724...-------gatccttccggt--aacccaac---------------GGCTCTTTTAaGAGCCACCatTACGT ---agttc
O.Cun cctataaa tacgc-ggtgcgc...740...-------gctgcttccagt--aacccaac---------------GGCTCTTTTAaGAGCCACcCCAC--- ---ctctc
C.Fam cctataaa tacgc-cgctcgg...729...--ttga-----cttccaat--aacccaac---------------GGCTCTTTTAaGAGCCACC-----aa catacttc
F.Cat cctataaa tacgc-ggcgccg...722...----gaagcttcttccaat--aaccc---------------AACGGCTCTTTTAaGAGCCACC-----aa cctactcc
B.Tau cctataaa tat-cgcgcgctg...722...---------gagttccggttggaagctgcTTCCAaTAAACCAAcGGCTCTTTTAaGAGCCACC-----aa cttatttc
E.Cab cctataaa tatgctcgcgcc-...736...-------gtttcttccagt--aacccaac---------------GGCTCTTTTAaGAGCCACC-----aa catatttc
S.Sus cctataaa tac-cgcgcgtcc...733...-------ggaatcttcagt--aacccaac---------------GGCTCTTTTAaGAGCCACcaACTTaT TT-----c
O.Avi cctataaa tat-cgcgcgctg...737...-------gctgcttccaat--aaaccaac---------------GGCTCTTTTAaGAGCCACC-----aa cttatttc
L.Afr cctataaa tacgc-ggctctc...716...gttggaagcttctt-caat--aa---------------CCAAAcGGCTCTTTTAaGAGCCACCTACA--- --tatttc

******** ******************************************************************************************** ********

id=22047 gene=ENSG00000124610 name=HIST1H1A segment=chr6 26017260 26018040 -1 type=EC

Figure 11: CS=13.5
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RP11-439A17.4

HIST1H1T

H.Sap ta cagctg ctcttgatgaaaacggca----GTGGCTCTgAAAAGAtCCTTT---------------agatcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca----GTGGCTCTGAAaAGAGCCTTT---------------agatcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca----GTGGCTCTgAAAAGAaCCTTT---------------aggtcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca----GTGGCTCTGAAaAGAGCCTTT---------------agatcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa----GTGGCTCTAAAaAGAGCCTTT---------------agatccaccactt--aaacacg...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaac----GTAGGTGGCTCTGAAaAGAGCCTTtgTGGG----------ggatggaagggaa--acagggc...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataac----GTAGGTGGCTCTGAAaAGAGCCTTTgtTGGGatgaaccagagatagcttag-----------...68...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaacgta----GGTGGCTCTGAAAAGAGCCTTT--------------aaggtgaatttagt--gtatga-...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcag----CGACaaCGTGGGTGGCTCTGAAaAGAGCCTTTaGGTT----------gactgctatagac--acgcgcc...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatcat----GGGTGGCTCTGAAaAGAGCCTTT---------------aggtggccttctg--ataaaac...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaacat----GGGTGGCTCTGAAaAGAGCC---------------gttaggtggtccactt--aaaa---...81...gatagcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca----TGGGTGGCTCTAAAaAGAGCCTTT---------------agatcgcctgctt--aataaac...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggtga----GTGGCTCTGAAaAGAGCCTTT--------------aagatagtctacgt--aaaaaa-...80...gatggcacacag gttcgtgt
L.Afr ca cagccg tttt---cgaatgcTGTTgTGGGTGGCTCTGAAaAGAGCCTTT----GG-----------atgagatggaaccccgagcc...86...gatggcgcacag gttcgtgt

** ****** **************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap gggtgttt ca-tgcttttcgc---...669...-----ggccaatttggaaagaacccAAAGGcTCTTTTaAGAGCCAC----------cca cattattt
R.Mac cggcgctt ta-cgcttttcgc---...672...-----ggccgatttcgaaagaacccAAAGGCTCTTTTAaGAGCCAC----------cca cattattt
P.Tro gggtgttt ta-tgcttttcgc---...675...-----ggccaatttggaaagaacccAAAGGcTCTTTTaAGAGCCAC----------cca cattattt
P.Abe tggcgttt ta-tgctcttcgc---...672...-----ggccgatttgcaaagaacccAAAGGCTCTTTTAaGAGCCAC----------cca cattattt
C.Jac tagcgttt ta-cgctcttcgc---...672...-----agccgattgagaaagaacccAAAGGCTCTTTTAaGAGCCAC----------cca cattattt
M.Mus cactaccc catcactgttgg----...680...-tcaaagccagttttcaaaaa-CCCAAAGGCTCTTTTAaGAGCCACTTAC--------- -atacttc
R.Nor ctctactc cagcgctgttcg----...683...-tcaaagccagttttcaaaaa-CCCAAAGGCTCTTTTAaGAGCCACTTAC--------- -atacttc
C.Por --cagtgc ctctgcttccgg--ct...705...-----ctgctagttccacccaacccAAAGGCTCTTTTCAGAGCCACC----------ca cacttttc
O.Cun --gcgagc ttc--ctaccggtatt...666...ccgccggccgagtttcagagAACCcAAAGGCTCTTTTAaGAGCCACCccCGTGGTCg-- --------
C.Fam agacgttt ca-cgcttttcaa---...675...-----caagtcccctcaacgaacccAAAGGCTCTTTTAaGAGCCACTC---------ca agtgctt-
F.Cat tccccctc cacccctacccc----...697...--------tgattctcaaagaacccaaaGGCTCTTTTAaGAGCCACCC---------ca aatactt-
E.Cab aggctttt ta-cgccactcgc---...681...-----agaccaatctcggagaacccAAAGGCTCTTTTAaGAGCCACCTA---------- aatgatct
S.Sus cggcattt ta-cgcttcttgt---...682...-----gaccagttttcgtagaacccAAAGGCTCTTTTAaGAGCCAC----------aca aatggtct
L.Afr ctcgcttt ca-cgcttctcac---...668...---gagactcgttttcaaagaacCCAAAGGCTCTTTTAaGAGCCACCCAAATA------ ----tttc

******** ************************************************************************************ ********

id=280190 gene=ENSG00000187475 name=HIST1H1T segment=chr6 26107640 26108364 -1 type=EC

Figure 12: CS=16.1
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RP11-439A17.4

HIST1H2BA

H.Sap ta cagctg ctctt-gatgaaaacggcAGTGGCTCTGAAAAGAtCCTTT---------------agatcgacca--cttaaaaata...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctctt-gatgaaaacggcAGTGGCTCTGAAAAGAaCCTTT---------------aggtcgacca--cttaaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctctt-gatgaaaacggcAGTGGCTCTGAAAAGAGCCTTT---------------agatcgacca--cttaaaaata...76...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttc-atcgacaacgtaGGTGGCTCTGAAAAGAGCCTTtgTGGG----------ggatggaagggaaac-agggc-...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctctt-attgataacgtaGGTGGCTCTGAAAAGAGcCTTTgtTGGGatgaaccagagatagctta--g---------...68...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctc-agcgacaacgtggGTGGCTCTGAAAAGAGCCTTT---------------aggttgactg--ctatagacac...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcct-cgtGAAATcaTGGGTGGCTCTGAAAAGAGCCTTT---------------aggtggcctt--ctgataaaac...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct-cgtgaaaacatGGGTGGCTCTGAAAAGAGCC---------------gttaggtggtcca--cttaaaa---...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcgTGGGTGGCTCTGAAAAGAGCCTTTGG---------------atttgatggaacctcgagca...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg ctttt-catgcaaacaTGGGTGGCTCTAAAAAGAGCCTTT---------------agatcgcctg--cttaataaac...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctcct-tttgaaaAGGTGAGTGGCTCTGAAAAGAGCCTTT--------------aagatagtcta--cgtaaaaaa-...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttt-taagaaaacgTGGGTGGCTCTGAAAAGAGCCTT---------------tagatcgtctgtttttaaaa---...79...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgtTGTGGGTGGCTCTGAAAAGAGCCTTTGG---------------atgagatggaaccccgagcc...86...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************* ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap tggtagct atgccggaggtg...381...------gtaaacgtcatttctaaccc-------------AAAGGcTCTTTTCAGAGCCACT------ta aacatact----
P.Tro tggtagct atgccggaggtg...381...------gtaaacgtcatttctaaccc-------------AAAGGcTCTTTTCAGAGCCACT------ta aacatact----
P.Abe tggtagct atgccagagttg...381...------gtaaacgtcatttctaaccc-------------AAAGGCTCTTTTCAGAGCCACT------ta aacatact----
M.Mus tttctacc atgcccgagcct...372...----------------catttaactcacactcctaaCCCAAAGGCTCTTTTCAGAGCCACC-------- --catactgtca
R.Nor tttccacg atgccggaggtg...373...--------------cccacagagctcacaacaga--CCCAAAGGCTCTTTTCAGAGCCACC-------- --cacatctcct
O.Cun atttagtt aggtctaagatt...333...--cccaaataagttcat-----gcccc------------AAAGGTTCTTTTCAGAGCCAC--------- --atgacttcct
C.Fam aatcagtg atgccggagctg...386...------ccagacaagcgttataaccc-------------AAAGGTTCTTTTAAGAGCCACCCAcATTTT ----------cc
F.Cat cagttgag atgccagagccc...385...-------tc---ttgttaaccaaccccaaa------------GGCTCTTTTCAGAGCCACTT------- ---caattctca
B.Tau cactagcc atgccggagttg...381...--aataatca--cttttcaacaac-------------CCAAAGGCTCTTTTCAGAGCCACCTA------ -atacactt---
E.Cab taccgatc atgccggagtta...384...------agcgtctgcacatttaaccc-------------AAAGGCTCTTTTcAGAGCCACCTA------ ---atttctcc-
S.Sus cactaacc atgccggagctg...387...gtttttcca------cttaataaccc-------------AAAGGCTCTTTTTAGAGCCACTCaATTTct ga----------
O.Avi tactagcc atgccggaggtg...386...-------ccaggttttttaacaacccc-------------AAGGCTCTTTTCAGAGCCACTTA------ -acacact----
L.Afr cgtcagcc atgccggaggtg...365...----caagtaaatgcacatgaaac-------------CCAAAGGCTCTTTTCAGAGCCACCTACA---- ------tttcct

******** ****************************************************************************************** ************

id=601239 gene=ENSG00000146047 name=HIST1H2BA segment=chr6 25727137 25727573 1 type=EC

Figure 13: CS=15.6
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RP11-439A17.4

HIST1H2BB

H.Sap ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAtCCTTT---------agatcgaccacttaaaaata--------...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAGCCTTT---------agatcgaccacttaaaaata--------...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAaCCTTT---------aggtcgaccacttaaaaata--------...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAGCCTTT---------agatcgaccacttaaaaata--------...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa------GTGGCTCTAAAAaGAGCCTTT---------agatccaccacttaaacacg--------...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaac-gta-----GGTGGCTCTGAAaAGAGCCTTtgTGGG------------ggatggaagggaaacagggc...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataac-gta-----GGTGGCTCTGAAAAGAGCCTTTgtTGGG---------atgaaccagagatagctta--g...68...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaac-gta-----GGTGGCTCTGAAAAGAGCCTTT-----------------aaggtgaatttagtgtatga...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaac-gtg-----GGTGGCTCTGAAAAGAGCCTTT---------aggttgactgctatagacac--------...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatc-a-----TGGGTGGCTCTGAAAAGAGCCTTT---------aggtggccttctgataaaac--------...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaac-a-----TGGGTGGCTCTGAAAAGAGCC---------gttaggtggtccacttaaaa-----------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttc-----aagtGTAGtcGTGGGTGGCTCTGAAAAGAGCCTTTGGATTtGATG-----gaacctcgagcacagcgca--c...77...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca------TGGGTGGCTCTAAAAaGAGCCTTT---------agatcgcctgcttaataaac--------...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaa------AAGGTGaGTGGCTCTGAAAAGAGCCTTTaAGATA--------gtctacgtaaaaaaaaaatg---...74...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaa------ACGTGGGTGGCTCTGAAaAGAGCCtTTAGATCGT-------ctgtttttaaaagtacgcct---...71...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc---gaatgctgtt--GTGGGTGGCTCTGAAAAGAGCCTTTGGATGAGAtGGAACCccgagccgagtgcagtgta--a...73...gatggcgcacag gttcgtgt

** ****** ****************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap gaatagca atgcctgaaccc...375...atg------taagca---cttccaaaccc----------------AAAGGcTCTTTTCAGAGCCACcta ctttgtca
R.Mac gaatagcg atgcctgaaccc...375...atg------taagca---cctccaaaccc----------------AAAGGCTCTTTTCAGAGCCACcta ctttgtcg
P.Tro gaatagca atgcctgaaccc...375...atg------taagca---cctccaaaccc----------------AAAGGcTCTTTTCAGAGCCACcta ctttgtca
P.Abe gaatagaa atgcctgaaccc...375...atg------taagca---cctccaaaccc----------------AAAGGCTCTTTTCAGAGCCACcta ctttgtca
C.Jac gaaaagca atgcccgaaccc...375...gtg------taggca---cctccaaattc----------------AAAGGCTCTTTTcAGAGCCACcta ctttgtca
M.Mus tgaacaga atgccagagcct...370...---------ctcgta---gggctcacaacaaa----------CCCAAAGGCTCTTTTAaGAGCCACCca cacttttc
R.Nor tgagaaga atgcctgagcct...370...---------cgctca---gagctcacaacaga----------CCCAAAGGCTCTTTTCAGAGCCACCca catcattt
C.Por acaaaaca atgcctgaaccg...375...ctg------gctgct---gcccccaaccc----------------AAAGGCTCTTTTCAGAGCCACCca ctttatcc
O.Cun taaaagca atgcctgaaccc...381...---------gcgccgccgcccctcacccc----------------AAAGGCTCTTTTCAGAGCCACCaa ctctttca
C.Fam aaagaacc atgcctgagcct...375...tcc------gaggca---ccatccaaccc----------------AAAGGCTCTTTTCAGAGCCACCCA ctctctcc
F.Cat aaaaaacc atgcctgagccc...378...---------gaggca---caatccaacccaaa----------------GGCTCTTTTCAGAGCCACCCA ctttatca
B.Tau gcaaaaca atgcctgagccg...362...---------caaatga--gtgcctgc-atagg---CATTtAATTCAAAGGCTCTTTTCAGAGCCACCCA CtTTATcg
E.Cab gaaaaacc atgcctgaacct...375...ctg------taggca---ccatttaatcc----------------AAAGGCTCTTTTcAGAGCCACCCA ctttttcg
S.Sus gacacgcc atgcctgagcca...369...gtgctttcataagca---cttcg----------------TATTTcAAAGGCTCTTTTCAGAGCCACcCA CTTTgtca
O.Avi tattcgtc atgcctgaaccg...367...---------aaactgt--gagtcggttgcaa------ACGATtCTAAcGGCTCTTTTAaGAGCCACCCA TGTcctca
L.Afr gaacagtt atgcctgagccc...362...---------taaatagacgggcctgc-gtaGGTTTTTCTTAaTTCAAAGGCTCTTTTCAGAGCCACCTA Ctttctcg

******** ****************************************************************************************** ********

id=533692 gene=ENSG00000196226 name=HIST1H2BB segment=chr6 26043455 26043885 -1 type=EC

Figure 14: CS=9.6
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RP11-439A17.4

HIST1H3J

H.Sap ta cagctg ctcttgatgaaaacggc----AGTGGCTCTGAAAAGAtCCTTT---------------------agatcgaccacttaaaaata----...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggc----AGTGGCTCTGAAAAGAGCCTTTAGAT---------------------cgaccacttaaaaatatgcc...72...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaa----AACGgcAGTGGCTCTGAAAAGAaCCTTTAGGT---------------------cgaccacttaaaaatatgcc...72...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggc----AGTGGCTCTGAAAAGAGCCTTT---------------------agatcgaccacttaaaaata----...76...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta----GGTGGCTCTGAAAAGAGCCTTTGtGGGGGATGGAAGGG-----aaacagggcgct---taagcgcg-...63...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgata----ACGTAGGTGGCTCTGAAAAGAGcCTTTgtTGGGAtGAACcaGAGATAGCTTAggcgcgctccccgcggatgc...49...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgaca----ACGTGgGTGGCTCTGAAAAGAGCCTTT-------------------------aggttgactgctatagacac...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcg----TGAAAtcATGGGTGGCTCTGAAAAGAGCCTTT---------------------aggtggccttctgataaaac----...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaa----ACATGGGTGGCTCTGAAAAGAGCC---------------------gttaggtggtccacttaaaa-------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtc---GTGGGTGGCTCTGAAAAGAGCCTTTGG-------------------atttgatg-gaacctcgagca---...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaac----ATGGGTGGCTCTAAAAAGAGCCTTTAG---------------------atcgcctgcttaataaacgt--...77...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggt----GAGTGGCTCTGAAAAGAGCCTTT--------------------aagatagtctacgtaaaaaa-----...80...gatggcacacag gttcgtgt
L.Afr ca cagccg ttttc---gaatgctgtTGTGGGTGGCTCTGAAAAGAGCCTTTGG-------------------atgagatg-gaaccccgagcc---...86...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************************ ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap gagatccg ccgttatcagaa...264...---------ttaattgcttccaagcttcc----------------AAAGGcTC-TTTTCAGAGCCACT-----t-a cattctca
R.Mac gagatccg ccgttatcagaa...250...---ctagcttgggtttcctactt----------------GTTTccAAAGGCTC-TTTTCAGAGCCACT-----t-a ctttctca
P.Tro gagatccg ccgttatcagaa...258...---ggtttcttacttgcttccaa----------------GCTTccAAAGGcTC-TTTTCAGAGCCACTtaCGTT-- ----ctca
P.Abe gagatccg ccgttatcagaa...264...---------ctacttgctcccaagcttcc----------------AAAGGCTC-TTTTCAGAGCCACT-----taa cgttctca
M.Mus gagatccg gcgctaccagaa...227...---------gggagagggcttaaagttcgTCTTTCTGTgTTTTTCAAAGGCTC-TTTTCAGAGCCACC------ca aacctaca
R.Nor gagatcag gcgctaccaaaa...218...gcattcgaggggagagagca----TAAGTTGTCTCgtGTTTTTCCAAAGGCTC-TTTTCAGAGCCACCtaTACGTa ca------
O.Cun gagatccg gcgctaccagaa...253...---------cccccccccgcccacacccc----------------AAAGGCTC-TTTTCAGAGCCACaCACGT--- -----gcg
C.Fam gagatccg gcgctaccagaa...248...-----ttccaaagcttgtccctccc--------------------AAAGGCTC-TTTTCAGAGCCACttTCATTTT C------a
F.Cat gagatccg ccgctaccagaa...249...----gtctgtcactccttcccaaa------------------------GGCTC-TTTTCAGAGCCACC-aCATGT- -----acg
B.Tau gagattcg ccgttaccagaa...257...---ttgggggcattagcttcctc--------------------CCAAAGGCTCTTTTTAAGAGCCACttCCGT--- ---tttca
E.Cab gagatccg ccgctaccagaa...264...ggtgagcatttgtcttttcc-----------------------CTAAAGGCTC-TTTTcAGAGCCACttCCAT--- ---tttca
S.Sus gagatccg gcgctaccagaa...269...---tattc---gctttctccctccca-------------------AAAGGCTC-TTTTAAGAGCCACTT----t-c tgttctc-
L.Afr gagatcag gcgctaccagaa...257...tgctagttttttttcccttc-----------------------CCAAAGGCTC-TTTTCAGAGCCACTCACA---- --ctccca

******** ************************************************************************************************* ********

id=719942 gene=ENSG00000197153 name=HIST1H3J segment=chr6 27858093 27858412 -1 type=EC

Figure 15: CS=11.7
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RP11-439A17.4

HIST1H2BL

H.Sap ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAtCCTTT-------agatcgaccacttaaaaata------...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAGCCTTT-------agatcgaccacttaaaaata------...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAaCCTTT-------aggtcgaccacttaaaaata------...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAGCCTTT-------agatcgaccacttaaaaata------...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaagtg-------GCTCTAAAAaGAGCCTTT-------agatccaccacttaaacacg------...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaac-------GTAGGTGGCTCTGAAAAGAGCCTTt--gTGGGggatggaagggaaacagggc------...74...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttttggaaac--------GTAGGTGGCTCTGAAAAGAGCCTTT------aaggtgaatttagtgtatga-------...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaac-------GTGGGTGGCTCTGAAAAGAGCCTTT-------aggttgactgctatagacac------...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctc-------GTGAAATcaTGGGTGGCTCTGAAAAGAGCCTTT-------aggtggccttctgataaaac------...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaaca-------TGGGTGGCTCTGAAAAGAGCC-------gttaggtggtccacttaaaa---------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttc-----aagtgtagtcg-TGGGTGGCTCTGAAAAGAGCCTTTGGaTTTG------atggaacctcgagcacagcg...80...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca-------TGGGTGGCTCTAAAAaGAGCCTTT-------agatcgcctgcttaataaac------...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggtga-------GTGGCTCTGAAAAGAGCCTTT------aagatagtctacgtaaaaaa-------...80...gatggcacacag gttcgtgt
O.Avi ta cagctg cttttta-------aGAAAACgTGGGTGGCTCTGAAaAGAGCCTTTaGATCG-------tctgtttttaaaagtacgcc...72...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc-----gaatgctgtt-GTGGGTGGCTCTGAAAAGAGCCTTTG------gatgagatggaaccccgagc------...87...gatggcgcacag gttcgtgt

** ****** *************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap -----ttcttgtt ttggttttgcca-...397...-ctcaagctct--tgtccaaccc----------AAAGGcTCTTTTCAGAG-CCACT---------c-a ctattatc--
R.Mac -----ttcttgtt ttcttcttacca-...398...--tcaagctctt-tgtcaaaccc----------AAAGGCTCTTTTCAGAG-CCACT---------c-a ctattatc--
P.Tro -----ttcttgtt ttggttttgcca-...397...-ctcaaggtct--tgtccaaccc----------AAAGGcTCTTTTCAGAG-CCACT---------c-a ctattatc--
P.Abe -----ttcttgtt ttggttttacca-...399...---caagctcttctgtcaaaccc----------AAAGGCTCTTTTCAGAG-CCACT---------caa ctattatc--
C.Jac -----ttcttggt ctgctcttgcca-...398...ctcgcagctgc--tgacaatcc-----------AAAGGCTCTTTTcAGAG-C----------aacgca ccataatc--
M.Mus -----tccgtgct agagttccagag-...397...---cctttaac--tcacactcctaa-----CCCAAAGGCTCTTTTCAGAG-CCACCTAC--------- --actttca-
C.Por ----agcctg--t tttgttctccacc...411...gctgcctgcac--tc-cactccc----------AAAGGCTCTTTTCAGAG-CCATTTAC--------a t-atttg---
O.Cun -----accgtgcc tgcgttttccca-...433...gcgccactacc--cctcacccc-----------AAAGGCTCTTTTCAGAG-CCACCCAC--------a atatnn----
C.Fam cacgacacttgtt tttgtct------...417...-tccgaggcac--catccaaccc----------AAAGGCTCTTTTCAGAG-CCACTTAATTTCGTt-- ----------
F.Cat -----gtacggtt tcgttttttctg-...431...-------------ctccagacccatgccccaaa---GGCTCTTTTTAGAG-CCATCCA---------- cgctctct--
B.Tau -----ttcctctt cttcagtggttc-...399...---aaacgtct--ttacaggcctcgTGGAacCCAAAGGCTCTTTTCAGAG-CCACTCA---------a c-attttc--
E.Cab -----ttgtacat ttacctttgcag-...393...-atgtaggcac--tgtcgaaccc----------AAAGGCTCTTTTcAGAGCcCACCTA---------a c-acttcc--
S.Sus -----ttcggctg ttcattttacat-...405...--tcgtaggcag-tgtcaaaccc----------AAAGGCTCTTTTCAGAG-CCAC----------cta accttttt--
O.Avi -----tttttact ttgattggactt-...404...--aaaaggcgcgttttcatgtt----TGATTccAAAGGCTCTTTTAaGAG-CCACCCAGTTTTT-ca- ----------
L.Afr -----ttctacct tttgttctctta-...396...tgtgtaggcac--tgtaaaaca---------CAAAAGGCTCTTTTCAGAG-CCACTCAC--------- ---tttccaa

************* ****************************************************************************************** **********

id=335641 gene=ENSG00000185130 name=HIST1H2BL segment=chr6 27775257 27775709 -1 type=EC

Figure 16: CS=4.5
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RP11-439A17.4

HIST1H2AB

H.Sap ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAtCCTTT-----agatcgaccactt----aaaaata...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAGCCTTT-----agatcgaccactt----aaaaata...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAaCCTTT-----aggtcgaccactt----aaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca--------GTGGCTCTGAAAAGAGCCTTT-----agatcgaccactt----aaaaata...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa--------GTGGCTCTAAAAaGAGCCTTT-----agatccaccactt----aaacacg...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta--------GGTGGCTCTGAAAAGAGCCTTTGTgggggatggaagggaaac---ag----...77...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaac--------GTGGGTGGCTCTGAAAAGAGCCTTTaGGTTGactgctatagacacgcgccc---...71...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgt--------GAAATcaTGGGTGGCTCTGAAaAGAGCCTTTAGGT--ggccttctgataaaacgggg---...74...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct--------cgtGAAAAcATGGGTGGCTCTGAAaAGAGCC-----gttaggtggtccactt----aaaa---...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtc-------GTGGGTGGCTCTGAAAAGAGCCTTTG-----gatttgatggaacctcgagc---...86...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgc--------AAACaTGGGTGGCTCTAAAAaGAGCCTTTA-----gatcgcctgcttaataaacg---...78...gatggcgcacag gttggtgt
S.Sus ta caactg ctcctttt--------GAAAAGGTGaGTGGCTCTGAAAAGAGCCTTT----aagatagtctacgt----aaaaaa-...80...gatggcacacag gttcgtgt
O.Avi ta cagctg cttttt--------AAGAAAACGTGGGTGGCTCTGAAAAGAGCCTTTAGAT-----cgtctgtttttaaaagtacg...74...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgct-------GTTGTGGGTGGCTCTGAAAAGAGCCTTT-----ggatgagatggaaccccgag----...88...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************ ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap aagtagt-t atgtctggtcgc...420...---gacaaaatcagcctaacagc-------AAAGGcTCTTTTCAGAGCCAC-----------ctac gacttcca
R.Mac aactatc-t atgtctggtcgc...409...---gacgaaatcagcctaacaac-------AAAGGCTCTTTTCAGAGCCAC-----------ctac gacttccg
P.Tro aagtagt-t atgtctggtcgc...420...---gacgaaatcagcctaacagc-------AAAGGcTCTTTTCAGAGCCAC-----------ctac gacttcca
P.Abe aggtagt-t atgtctggtcgc...420...---gacgaagtcagtctaacaac-------AAAGGCTCTTTTCAGAGCCAC-----------ctac gacttcca
C.Jac gaaaaac-c atgtctggtcgc...418...---ggcgaaatctgcctaacaac-------AAAGGCTCTTTTcAGAGCCAC-----------ctac gacttccg
M.Mus -acgcatac atgtctggacgc...402...---ccagttgaaagttaaccaaa-----ACAAAGGCTCTTTTCAGAGCCACC-----------cac atctttcc
O.Cun ctcaagc-g atgtctggacgt...398...---tcccgcttttctgatcaaccTAACCacAAAGGCTCTTTTCAGAGCCACCCAC----------- agctttca
C.Fam ggtttgc-c atgtcgggacgc...410...taaccaagaaagagttaac---a-ACCTAAAAAGGCTCTTTTAaGAGCCACCCAcATTTT------ -----ccc
F.Cat cactcgc-t atgtctggacgc...405...---tcccaatcccgaaaatcaaa----------GGCTCTTTTAaGAGCCACCCATcTTTTC----- ------tg
B.Tau tagcagg-t atgtcaggccgt...419...ccaggaaaagtcgatatata---------CAAAGGCTCTTTTCAGAGCCACCCAC-------tttc ----tcca
E.Cab cgcttac-t atgtctgggcgt...406...---tttcagttttttcagtcata------TAAAGGCTCTTTTcAGAGCCGTCCAcGTTT---tcac --------
S.Sus tagcagt-t atgtctggccgt...415...--atcaagaaaaaaaaaaa-aaa-------AAAGGCTCTTTTCAGAGCCACcCATCTTTTC----- ------ta
O.Avi tcgctgt-c atgtctggtcgt...414...---nnnnnnnnnnnnnnnnnnnn---ATCTAAAGGCTCTTTTCAGAGCCACCCACGTTTTCTt--- --------
L.Afr cggcagt-t atgtcaggccgt...407...---tgacgagcaaggaagtaata-------AAAGGCTCTTTTCAGAGCCACCTACAGT-------- ---ttctg

********* *************************************************************************************** ********

id=674402 gene=ENSG00000137259 name=HIST1H2AB segment=chr6 26033320 26033796 -1 type=EC

Figure 17: CS=10.92
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RP11-439A17.4

HIST1H2AA

H.Sap ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAtCCTTT-----agatcgaccactt--aaaaata--...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAaCCTTT-----aggtcgaccactt--aaaaata--...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca------GTGGCTCTGAAAAGAGCCTTT-----agatcgaccactt--aaaaata--...76...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgt------AGGTGGCTCTGAAAAGAGCCTTTGTgggggatggaa-----gggaaacag--...77...gatggcgcacag gttggtgt
C.Por ta cagctg ctctt--ttggaaacgta-----GGTGGCTCTGAAAAGAGCCTTT----aaggtgaatttagtgtatga-----...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaacg------TGGGTGGCTCTGAAAAGAGCCTTT-----aggttgactgctatagacac----...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaa------ATCATGGGTGGCTCTGAAAAGAGCCTTT-----aggtggccttctgataaaac----...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtga------AAACaTGGGTGGCTCTGAAAAGAGCC-----gttaggtggtccactt--aaaa-----...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcg-----TGGGTGGCTCTGAAAAGAGCCTTTGGaTTTGatggaacctcgagcacagcg--...80...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcat------GCAAacATGGGTGGCTCTAAAAaGAGCCTTT-----agatcgcctgcttaataaac----...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaagg------TGAGTGGCTCTGAAAAGAGCCTTT----aagatagtctacgtaaaaaa-----...80...gatggcacacag gttcgtgt
O.Avi ta cagctg cttttta------AGAAAACGTGGGTGGCTCTGAAAAGAGCCTTTAGAT-----cgtctgtttttaaaagtacg...74...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc-----gaatgctgTTGTGGGTGGCTCTGAAAAGAGCCTTTGGatgagatggaaccccgagcc-------...86...gatggcgcacag gttcgtgt

** ****** ********************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap ctagaaat gtggttctcgtg---------...444...----cttctgtgtcagaaaaaaca---------------AAAGGcTCTTTTCAGAGCCAC------cta ccgtctca--
P.Tro ctagaaat gtggttctcgtg---------...448...----tctaagtgtcagaaaaaaca---------------AAAGGcTCTTTTCAGAGCCAC------cta ccgtctca--
P.Abe ctagaaat ccgatttttcta---------...438...----atgacgtgtcacaaaaaaca---------------AAAGGCTCTTTTCAGAGCCAC------cta ccgtctca--
M.Mus gtggtcat gggggcctcgct---------...428...---------------acagcaaccatcagtttaaaACAAAAAGGCTCTTTTCAGAGCCACCT------t cattttca--
C.Por -------- -ctattctttttttttccttt...440...---atctatattccttgaaaaac----------------AAAGGCTCTTTTCAGAGCCACC-------- cagtttttct
O.Cun gctgaagc ttgattctttga---------...436...----ccgggggatgtgaattgcca---------------AAAGGCTCTTTTCAGAGCCACTCA------ gagtctca--
C.Fam tggcggct gtggtctcccct---------...448...----acgttgtgagaagaaaaacc---------------AAAGGCTCTTTTCAGAGCCACCCaaATGAT ca--------
F.Cat tcgttact ttgggtctgtct---------...465...gggggccctgtga---caccaaa-------------------GGCTCTTTTCAGAGCCACCCAcgGTTT ca--------
B.Tau --ctaacg gtaacattttccgt-------...467...gag----ttggaaaagtaccaaac--------TGAAaCCAAGGGCTCTTTTCAGAGCCACTTA------ aaatttct--
E.Cab -------- -cgtctttttcagttgcggtt...420...---cgtctggggagtgaagaaac----------------AAAGGCTCTTTTcAGAGCCGCTCATaTTGT ca--------
S.Sus --ccagca gtctattttccccg-------...452...----tctggtggagaaatgcaacc---------------AAAGGCTCTTTTCAGAGCCACTCA------ aattatca--
O.Avi cgtggagg gcgactttgtcg---------...465...----nnnnnnnnnnnnnnnnnnnn-----------ATCTAAAGGCTCTTTTCAGAGCCACCCACGTTTT C--------t
L.Afr -----acg gtaactttgtccgttat----...466...----aggcaagagcttaactgaaa-------------CCAAAGGCTCTTTTCAGAGCCACCCACGGatt ca--------

******** *************************************************************************************************** **********

id=198954 gene=ENSG00000164508 name=HIST1H2AA segment=chr6 25726291 25726790 -1 type=EC

Figure 18: CS=15.6
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RP11-439A17.4

HIST1H1B

H.Sap ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAAAGAtCCTTT---------------agatcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAAAGAaCCTTT---------------aggtcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctctt-gatgaaaacggcaGTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata-----...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctctt-gatgaaaacggAAGTGGCTCTAAAAAGAGCCTTT---------------agatccaccacttaaacacg-----...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttc-atcgacaacgTAGGTGGCTCTGAAAAGAGCCTTtgTGGGG------gatggaagggaaacagggcg--------...73...gatggcgcacag gttggtgt
R.Nor ca cagcta ctctt-attgataacgtaGGTGGCTCTGAAAAGAGcCTTTgtTGGGatgaaccagagatagcttag--------------...68...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctc-agcgacaacgTGGGTGGCTCTGAAAAGAGCCTTTaGGTT---------------gactgctatagacacgcgcc...72...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcct-cgtGAAATCaTGGGTGGCTCTGAAAAGAGCCTTT---------------aggtggccttctgataaaac-----...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcct-cgtgaaaacaTGGGTGGCTCTGAAAAGAGCC---------------gttaggtggtccacttaaaa--------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcgTGGGTGGCTCTGAAAAGAGCCTTTGGaTTTG----------atggaacctcgagcacagcg---...80...gatggcgcacag gttcgtgt
E.Cab ca cagctg ctttt-catgcaaacaTGGGTGGCTCTAAAAAGAGCCTTT---------------agatcgcctgcttaataaac-----...79...gatggcgcacag gttggtgt
O.Avi ta cagctg ctttt-taagaaaacgTGGGTGGCTCTGAAAAGAGCCTTT---------------agatcgtctgtttttaaaag-----...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgcTGTTgTGGGTGGCTCTGAAAAGAGCCTTTGG----------atgagatggaaccccgagcc--------...86...gatggcgcacag gttcgtgt

** ****** **************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap caacg-caa aacctgctcttt...734...-----gaaaaccgcaa-caaagcccc----AAAGGc-TCTTTTCAGAGCCACcca gagacctc
R.Mac caatg-caa aacttgctcttt...734...-----gaaaaccgcaa-caaagcccc----AAAGGC-TCTTTTCAGAGCCACcca gagatctc
P.Tro caacg-caa aacctgctcttt...734...-----gaaaaccgcaa-caaagcccc----AAAGGc-TCTTTTCAGAGCCACcca gagatctc
P.Abe caatg-caa aacttgctcttt...734...-----gaagaccgcaa-caaagcccc----AAAGGC-TCTTTTCAGAGCCACcca gagatctc
C.Jac caatg-caa aacttgctcttt...728...-----gaaaaccgcaa-ccaagcccc----AAAGGC-TCTTTTcAGAGCCACTTa cagatctc
M.Mus catcg-caa aatttgctcttc...727...-tgcttgcgacagcaa-caaag----CCCCAAAGGC-TCTTTTCAGAGCCACCTA gagagctc
R.Nor cattg-caa aatttgctcttc...711...--gcttgtaacagcag-caaagc----CCCAAAGGC-TCTTTTCAGAGCCACCca gagaactc
O.Cun -atcgccaa aacttgtgctct...707...cgccgtccggccaccgacca----AGCCccAAAGGC-TCTTTTCAGAGCCACCCA gagacctc
C.Fam cattg-caa gacctgctcttt...740...-----gaaaaagccga-caaagcccc----AAAGGC-TCTTTTCAGAGCCACCCA GGTTTTtt
F.Cat cattg-cac gacttgctcttt...739...--------gaaggcag-caaaaccccaaa----GGC-TCTTTTCAGAGCCACCCA gagatttc
B.Tau cattg-caa aacttgctcttt...722...-gaaagttgacgcttg-agaagCAAAccCCAAAGGC-TCTTTTCAGAGCCACCCA gagatctc
E.Cab cattg-caa aacttgctcttt...733...------tttaggactgacaaaacccc----AAAGGC-TCTTTTcAGAGCCACCCA gaggtctc
O.Avi cggcc-cga gtcccggccagt...727...-----ttcgaagctcgacacaaccc-----AAAGGCTtCTTTTCAGAGCCACCCA aagatctc
L.Afr cattg-caa aacttgctctct...724...-cctggtgaaaagt---ctaaacc----CCAAAGGC-TCTTTTCAGAGCCACCCA AATAtctc

********* **************************************************************************** ********

id=583172 gene=ENSG00000184357 name=HIST1H1B segment=chr6 27834570 27835359 -1 type=EC

Figure 19: CS=8.4
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RP11-439A17.4

HIST1H2BM

R.Mac tacagctgctcttgatgaaaacggca------GTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata-------...76...gatggcgcacaggttcgtgt
P.Abe tacagctgctcttgatgaaaacggca------GTGGCTCTGAAAAGAGCCTTT---------------agatcgaccacttaaaaata-------...76...gatggcgcacaggttcgtgt
C.Jac tacagctgctcttgatgaaaacggaa------GTGGCTCTAAAAaGAGCCTTT---------------agatccaccacttaaacacg-------...75...gatggcgcacaggttcgtgt
M.Mus cacagctactttcatcgacaacgta------GGTGGCTCTGAAAAGAGCCTTTGTG----------ggggatggaa----gggaaacagg-----...76...gatggcgcacaggttggtgt
R.Nor cacagctactcttattgataacgtagg------TGGCTCTGAAAAGAGCCTTTGTTGGgatgaaccagagatagctta-----------------...69...gatggcgcacaggttggtgt
C.Por tacagctgctcttt-tggaaacgta------GGTGGCTCTGAAAAGAGCCTTT--------------aaggtgaatttagtgtatga--------...73...gatggcgcacaggttggtgt
O.Cun tacagctgctctcagc------GACAaCGTGGGTGGCTCTGAAAAGAGCCTTTaGGTTgaCTGC-tatagacacgcgccctaggc----------...66...gatggcgcacaggttcgtgt
C.Fam tacagctgctcctcgtgaaatca------TGGGTGGCTCTGAAAAGAGCC---------------tttaggtggccttctgataa----------...81...gatggcgcacaggttggtgt
F.Cat cacagctactcctcgtgaaaaca------TGGGTGGCTCTGAAAAGAGCC---------------gttaggtggtccacttaaaa----------...81...gatagcgcacaggttcgtgt
B.Tau cacagcttctttcaagtgtagtc-----GTGGGTGGCTCTGAAAAGAGCCTTTGGaTTTG----------atggaacctcgagcacagcg-----...80...gatggcgcacaggttcgtgt
E.Cab cacagctgcttttcatgcaaaca------TGGGTGGCTCTAAAAaGAGCCTTT---------------agatcgcctgcttaataaac-------...79...gatggcgcacaggttggtgt
S.Sus tacaactgctccttttgaaaaggtga------GTGGCTCTGAAAAGAGCCTTT--------------aagatagtctacgtaaaaaa--------...80...gatggcacacaggttcgtgt
O.Avi tacagctgctttttaagaaa------ACGTGGGTGGCTCTGAAaAGAGCCtTTAGATCGT---------------ctgtttttaaaagtacgcct...71...gatggcgcacaggttcgtgt
L.Afr cacagccgttttcg-----aatgctgtTGTGGGTGGCTCTGAAAaGAGCCTTTGG----------atgagatggaaccccgagcc----------...86...gatggcgcacaggttcgtgt

***************************************************************************************************************************

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

R.Mac ttttcaccatgcctgaacca...390...tccgctctgaccc----acactcc----------AAAGGCTCTTTTCAGAGCCGT--ccacgtttcac
P.Abe ttttcaccatgcctgaaccc...390...tcctccctgaccc----acacccc----------AAAGGCTCTTTTCAGAGCCGT--ccacgtttcaa
C.Jac atctcatgatgcccgacccg...373...ct---cgcagctgctgacaatcc-----------AAAGGCTCTTTTcAGAGCCGT--ccacgtttctc
M.Mus gttgtaacatgcctgagcca...370...ttcgtct---gac----tcactccaaa----CACAAAGGCTCTTTTCAGAGCCACT-aagcagttctt
R.Nor atctaaaaatgcctgatccg...363...aa---gtgagttcctttaactca----CTAAccCAAAGGCTCTTTTCAGAGCCA--agcacattctca
C.Por tttgcaaaatgcctgagccc...388...---gctc---ccc----gcactccaccccc----AAAGGCTCTTTTCAGAGCCACT--cactctctcg
O.Cun gctgcaacatgcctgacccg...366...ta---ggcgctcgtcatcgactcGTGGcgGACCcAAAGGCTCTTTTCAGAGCCACCCACGgTGTC--a
C.Fam cggtcaccatgcccgagccc...402...ac---atagacctatggccaacc--------------GGCTTTTTTTAGAGCCGTCCAcacttact--
F.Cat tcccggccatgcctgagcca...395...---ctccagaccc----atgccccaaa----------GGCTCTTTTTAGAGCCATCCAcgctctct--
B.Tau acttcaccatgcctgagcca...367...aa---acgtctttacaggcctcg---TGGAacCCAAAGGCTCTTTTCAGAGCCACCTAC--cttttct
E.Cab tgttcagaatgcctgagccc...373...at---gtaggcactgtcgaaccc-----------AAAGGCTCTTTTcAGAGCCACCTA-acacttccc
S.Sus ttctcagcatgcctgagcca...382...---gatcagacttcttaacaccc-----------AAAGGCTCTTTTCAGAGCCAC--ctataccattt
O.Avi tattcgtcatgcctgaaccg...367...aaactgtgagtcggttgca---a---ACGATtCTAAcGGCTCTTTTAaGAGCCACCCATGT--cctca
L.Afr gtttcacaatgcctgaacca...380...aa---gcgtctttgctcctaacc---------CCAAAGGCTCTTTTaAGAGCCATCCACG--ctttcc

*************************************************************************************************

id=206666 gene=ENSG00000196374 name=HIST1H2BM segment=chr6 27782822 27783267 1 type=EC

Figure 20: CS=8.4
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RP11-439A17.4

HIST1H3C

H.Sap ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAtCCTTT-----------------agatcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAGCCTTT---------AG--------atcgaccacttaaaaatatg-----...74...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAaCCTTT-----------------aggtcgaccacttaaaaata-------...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggc-------AGTGGCTCTGAAAAGAGCCTTT---------AG--------atcgaccacttaaaaatatg-----...74...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacgg-------AAGTGGCTCTAAAAaGAGCCTTTAG-----------------atccaccacttaaacacgct-----...73...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacg-------TAGGTGGCTCTGAAaAGAGCCTTT-------------------gtgggggatggaagggaaac-----...79...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacg-------TAGGTGGCTCTGAAaAGAGCCTTTGttGGGATGAA--ccagagatagcttaggcgcg-----------...63...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaacgta-------GGTGGCTCTGAAaAGAGCCTTT--------AAG--------gtgaatttagtgtatgattt-----...70...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaac-------GTGGGTGGCTCTGAAAAGAGCCTTT-----------------aggttgactgctatagacac-------...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca-------TGGGTGGCTCTGAAAAGAGCCTTT-----------------aggtggccttctgataaaac-------...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaaca-------TGGGTGGCTCTGAAAAGAGCC-----------------gttaggtggtccacttaaaa----------...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtc------GTGGGTGGCTCTGAAAAGAGCCTTT------------------------ggatttgatggaacctcgag...87...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca-------TGGGTGGCTCTAAAAaGAGCCTTTAG-----------------atcgcctgcttaataaacgt-----...77...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggtga-------GTGGCTCTGAAAAGAGCCTTT----------------aagatagtctacgtaaaaaa--------...80...gatggcacacag gttcgtgt
O.Avi ta cagctg cttttta-------aGAAAacGTGGGTGGCTCTGAAAAGAGCCTTT-----------------agatcgtctgtttttaaaag-------...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatgctgt------TGTGGGTGGCTCTGAAAAGAGCCTTTGGATGAGatGGAAccccgagccgagtgcagtgt-----------...75...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap cattgcaa atggctcgtacg...403...------g----cccgtttcttcctcattga----------AAAGGcTCTTTTCAGAGCCACT---ca caatttca
R.Mac cattgcag atggctcgtaca...399...------gtctgcttattgcttcctaa----------TTGAAAAGGCTCTTTTCAGAGCCACT---ta caatttca
P.Tro cattgcaa atggctcgtacg...403...------g----cccgtttcttcctcattga----------AAAGGcTCTTTTCAGAGCCACT---ca caatttca
P.Abe cattgcaa atggctcgtaca...399...------gtcttcccatttcttcataa----------TTGAAAAGGCTCTTTTCAGAGCCACT---ta caatttca
C.Jac cgttgcaa atggctcgtacg...399...------atctgcccatttacccctaa----------TTGAAAAGGCTCTTTTcAGAGCCACTT---a aaatttca
M.Mus tcccaaga atggctcgtact...400...--------ggtttttatgctatttaaaa------------AAAGGCTCTTTTAaGAGCCACCTA--- agatgtca
R.Nor ctaaagaa atggctcgtact...392...ggcttaaatgattctattcc----------TTCATTTTCAAAAGGCTCTTTTAaGAGCCACCTA--- aaatttca
C.Por tttctgtg atggctcgtaca...396...------ttaagccagtcaagtgacaa----------CTTAAAAGGCTCTTTTAaGAGCCACCcacta cattt---
O.Cun ggcgcgag atggctcgtact...405...------gtaagcttatcggattccaa--------------AAAGGCTCTTTTCAGAGCCACCCAC-- -aaactca
C.Fam ttcgtctt atggctcgcacg...396...-------taaagcaaactttagttgaa-------------AAAGGCTCTTTTCAGAGCCACCCA--- caatctct
F.Cat tgtttcag atggctcgcacg...400...----------gccggcttctggttgaaaaa-------------GGCTCTTTTCAGAGCCACCCA--- cactttct
B.Tau cacttgtg atggctcgtact...401...-------ttgttttctctgtacttaaa-------------AAAGGCTCTTTTTAGAGCCACCCAC-- -attttca
E.Cab ctttcgtg atggctcgtact...398...aagcaagtttttctctctga----------------CTGAAAAGGCTCTTTTcAGAGCCACCCA--- caatttca
S.Sus cacttgtg atggctcgtact...404...--------ctttttctttacagtagaaa------------AAAGGCTCTTTTCAGAGCCAC---cca caatctca
O.Avi catttgtg atggctcgcact...403...---------nnttcctctgtacttaaaaa-----------AAAGGCTCTTTTTAGAGCCACCCACaa TTTC---a
L.Afr tctccgtg atggctcgtacc...389...----gagggcgtaaattgccacttTTCCcTTTGacTTCAAAAAGGCTCTTTTCAGAGCCACCCACA- --ctttca

******** **************************************************************************************** ********

id=126503 gene=ENSG00000196532 name=HIST1H3C segment=chr6 26045639 26046097 1 type=EC

Figure 21: CS=12.48
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RP11-439A17.4

HIST1H4H

H.Sap ta cagctg ctcttgatgaaaacggca----GTGGCTCTGAAAAGatCCTTT-----agatcgaccacttaaaaata---...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca----GTGGCTCTGAAAAGaGCCTTT-----agatcgaccacttaaaaata---...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca----GTGGCTCTGAAAAGaaCCTTT-----aggtcgaccacttaaaaata---...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca----GTGGCTCTGAAAAGaGCCTTT-----agatcgaccacttaaaaata---...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa----GTGGCTCTaAAAAGaGCCTTT-----agatccaccacttaaacacg---...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacg-ta---GGTGGCTCTGAAAAGaGCCTTTG-------tgggggatggaagggaaaca...78...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacg-ta---GGTGGCTCTGAAAAGaGCCTTTG-ttgggatgaac--cagagatag----...73...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaac-gta---GGTGGCTCTGAAAAGaGCCTTT----aaggtgaatttagtgtatga----...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaacg----TGGGTGGCTCTGAAAAGaGCCTTT-----aggttgactgctatagacac---...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca----TGGGTGGCTCTGAAAAGaGCCTTT-----aggtggccttctgataaaac---...78...gatggcgcacag gttggtgt
B.Tau ca cagctt ctttcaagtgtagtc---GTGGGTGGCTCTGAAAAGaGCCTTTGGatttgatggaacctcgagca------...85...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca----TGGGTGGCTCTaAAAAGaGCCTTT-----agatcgcctgcttaataaac---...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctccttttgaaaaggtga----GTGGCTCTGAAAAGaGCCTTT----aagatagtctacgtaaaaaa----...80...gatggcacacag gttcgtgt
O.Avi ta ----CA GCTgcTTTTTAaGAAAaCGTGGGTGGCTCTGAAAAGaGCCTTT-----agatcgtctgtttttaaaag---...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc---gaatgctGTTGTGGGTGGCTCTGAAAAGaGCCTTTGGaTGAGAtggaaccccgagccgagtgc...80...gatggcgcacag gttcgtgt

** ****** ******************************************************************************************* ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap tttagaag ttgcttagtc---at--...328...--tc-ttattttcattttcaacc--------AAAGGccCTTTTCAGGGCCGC--ccacttttttca-taaa agagcaga
R.Mac tttgggag ctggttagtc---at--...329...--ca-gtatttctctttacaacc--------AAAGGCcCTTTTTAGGGCCGC--ccactttcttcg-taaa agagcgga
P.Tro tttaggag ttgcttagtc---at--...327...--ct-ctattttcattttcaacc--------AAAGGccCTTTTCAGGGCCGC--ccacttttttca-taaa agagcgga
P.Abe tttgaaag ctgttttatc---at--...327...--ct-ctatttttgttttcaatc--------AAAGGCcCTTTTCAGGGCCGC--ccacttttttca-taaa agagcgga
C.Jac gttaagag ctggttagac---at--...331...--ac-accgcgactccccaaacc--------AAAGGCcCTTTTcAGGGCCGC--ccactttttccg-taag agagcgga
M.Mus ttcagcaa gtacaccatg---tc--...314...--ttgcttctgacct-acaaaac-------CAAAGGCcCTTTTCAGGGCCGCC-cacattttcttattaaa agagcgaa
R.Nor ---ctctc cagctttgtagagat--...323...--gt-cgtctgatctcacaaaac-------CAAAGGCcCTTTTCAGGGCCGCC-caccttttcctattaaa agggcgag
C.Por ccttctag tggctctaaa---at--...319...--gt-ttcctaacaacatcaacc--------AAAGGCcCTTTTCAGGGCCGCC-caccttttcctt-taaa agagctaa
O.Cun tttggtag ctg----atagcgatg-...319...--gc-ggccccagacccccaccc--------AAAGGCcCTTTTCAGGGCCACCCA-agttctcccg-taag agagctag
C.Fam tctg---- -aacgttgcagatatgt...319...--gt-cgctttttctaaacacac--------AAAGGCcCTTTTCAGGGCCGCCCActtgtgtctc---gaa agagctgc
B.Tau tctcttgg cagctttacc---at--...322...cggc-gttcctaatatttcca--------CCAAAGGCcCTTTTCAGGGCCGCCCAC--atatttcgatgaa agagctgg
E.Cab gctctgag cggcgttatc---at--...324...--ac-tagttactacatctaatc--------AAAGGCcCTTTTcAGGGCCGCCCA-cgtatttcca-taaa agagccta
S.Sus ttccgaat cctcgctgcc---at--...324...--gc-cacctaacattttccacc--------AAAGGCcCTTTTCAGGGCCGC--ccacgtgtttctgcgaa agagccgg
O.Avi tcccttgg cagctctatc---at--...324...--gc-gttcttaatatttccacc--------AAAGGCcCTTTTCAGGGCCGCCcaCATGTTTCgaTGAAAG AGCTG--g
L.Afr tactgcgg tgccttgacg---at--...317...--tt-cttcatccactttaaactTCTCAaCCAAAGGCcCTTTTCAGGGCCGCCCACAGC--ttcca-taaa agagctag

******** ************************************************************************************************* ********

id=183435 gene=ENSG00000158406 name=HIST1H4H segment=chr6 26285341 26285737 -1 type=EC

Figure 22: CS=13.5
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RP11-439A17.4

HIST1H2AM

H.Sap ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAtCCTTT-----agatcgaccacttaaaaata--...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTT-----agatcgaccacttaaaaata--...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAaCCTTT-----aggtcgaccacttaaaaata--...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggca-GTGGCTCTGAAAAGAGCCTTT-----agatcgaccacttaaaaata--...76...gatggcgcacag gttcgtgt
C.Jac ta cagctg ctcttgatgaaaacggaa-GTGGCTCTAAAAaGAGCCTTT-----agatccaccacttaaacacg--...75...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta-GGTGGCTCTGAAAAGAGCCTTTGTGGgggatggaa---gggaaacaggg...75...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacgta-GGTGGCTCTGAAAAGAGCCTTTG-ttgggatgaac--cagagatag---...73...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaacgt-AGGTGGCTCTGAAAAGAGCCTTT----aaggtgaatttagtgtatga---...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaa-CGTGGgTGGCTCTGAAAAGAGCCTTT-----aggttgactgctatagacac--...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca-TGGGTGGCTCTGAAAAGAGCCTTT-----aggtggccttctgataaaac--...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaaca-TGGGTGGCTCTGAAaAGAGCC-----gttaggtggtccacttaaaa-----...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttcaagtgtagtcGTGGGTGGCTCTGAAAAGAGCCTTTGgaTTTGatggaacctcgagcacagcg...80...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca-TGGGTGGCTCTAAAAaGAGCCTTT-----agatcgcctgcttaataaac--...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctcctttt-GAAAaGGTGaGTGGCTCTGAAAAGAGCCTTT----aagatagtctacgtaaaaaa---...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaaac-GTGGGTGGCTCTGAAAAGAGCCTTT-----agatcgtctgtttttaaaag--...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttcgaatGCTGttGTGGGTGGCTCTGAAAAGAGCCTTTGGatgagatggaaccccgagcc-----...86...gatggcgcacag gttcgtgt

** ****** *************************************************************************************** ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap ---ttcctttc actcactttctg-...431...---------aaatgtaaacttacaagaca-----AAAGGcTCTTTTCAGAGCCACcca ccatttct--
R.Mac ---ttccttcc agtcactttctg-...431...---------aagtgtaaacttataagaca-----AAAGGCTCTTTTCAGAGCCACcca ccgtttct--
P.Tro ---ttccttcc actcactttctg-...431...---------aaatgtaaacttacaagaca-----AAAGGcTCTTTTCAGAGCCACcca ccatttct--
P.Abe ---ttccttcc actcactttctg-...417...---------aaatgtaaacttgtaagaca-----AAAGGCTCTTTTCAGAGCCACcca ccatttct--
C.Jac ---tttcttcc agtcgtttctga-...430...---------aaatgtaaatttataagaca-----AAAGGCTCTTTTcAGAGCCACcca ccatttct--
M.Mus ---tttttgct tcttactgcggt-...408...-------gtgaaaccaaacattacgaa--TCACcAAAGGCTCTTTTCAGAGCCACT-- cactttctcc
R.Nor ---catctctc actgagtatcct-...428...--------tttatacaaagcactatcac-----CAAAGGCTCTTTTCAGAGCCACT-- cactttctcc
C.Por ctgtactggcg agt--ctactg--...437...-------agcaactcaaa-----aactaacca--AAAGGCTCTTTTCAGAGCCACCTt ccattttc--
O.Cun ---gtccgctg tttcacgttgct-...435...gcccggcccgcgcccgcacc--------------AAAGGCTCTTTTCAGAGCCACCAC G-gcgtcc--
C.Fam ---ttacttgc actgtagccaca-...425...cgagggcaacaattcaaacc--------------AAAGGCTCTTTTCAGAGCCACCCA ctacttct--
F.Cat ---ctcgtttc gccaagtgcctc-...448...-------cccctcccgcataaaccaaa----------GGCTCTTTTAaGAGCCACCTA aaatttcc--
B.Tau --ttgct--tt agttatttctggt...418...tgaattca--tactccaacttc-----TAAGaaCAAAGGCTCTTTTCAGAGCCACCCA Taacttct--
E.Cab ---ttctattc agtcacttctgg-...426...---------atacttaagtttctaagaca-----AAAGGCTCTTTTcAGAGCCACCCA ccatttct--
S.Sus ---tgctcctt agttactactgg-...426...--------atacttcaacctc--aaagaac----AAAGGCTCTTTTCAGAGCCGCcCA CCaTTTCt--
O.Avi ---tttctttt gctcgttgtgta-...432...ttgaacattcaattttagcc--------------AAAGGCTCTTTTCAGAGCCACCCA C--nnnnnnn
L.Afr ---gtactact actcacttttgg-...433...----------agttcagacttcgaactaa--aCCAAAGGCTCTTTTCAGAGCCATCCA CCAGTtct--

*********** ******************************************************************************** **********

id=531704 gene=ENSG00000233224 name=HIST1H2AM segment=chr6 27860477 27860963 -1 type=EC

Figure 23: CS=9.6
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RP11-439A17.4

HIST1H2BH

H.Sap ta cagctg ctcttgatgaaaacggc------AGTGGCTCTGAAAAGAtCCTTT---------------------agatcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
R.Mac ta cagctg ctcttgatgaaaacggc------AGTGGCTCTGAAAAGAGCCTTT---------------------agatcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
P.Tro ta cagctg ctcttgatgaaaacggc------AGTGGCTCTGAAAAGAaCCTTT---------------------aggtcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
P.Abe ta cagctg ctcttgatgaaaacggc------AGTGGCTCTGAAAAGAGCCTTT---------------------agatcgaccactt--aaaaata...76...gatggcgcacag gttcgtgt
M.Mus ca cagcta ctttcatcgacaacgta------GGTGGCTCTGAAAAGAGCCTTtgTGGG----------------ggatggaagggaa--acagggc...74...gatggcgcacag gttggtgt
R.Nor ca cagcta ctcttattgataacgtagg------TGGCTCTGAAAAGAGCCTTTGTTGG------gatgaaccagagatagctta------------...69...gatggcgcacag gttggtgt
C.Por ta cagctg ctcttt-tggaaac------GTAGGTGGCTCTGAAAAGAGCCTTT--------------------aaggtgaatttagt--gtatga-...73...gatggcgcacag gttggtgt
O.Cun ta cagctg ctctcagcgacaac------GTGGGTGGCTCTGAAAAGAGCCTTT---------------------aggttgactgcta--tagacac...77...gatggcgcacag gttcgtgt
C.Fam ta cagctg ctcctcgtgaaatca------TGGGTGGCTCTGAAAAGAGCCTTT---------------------aggtggccttctg--ataaaac...78...gatggcgcacag gttggtgt
F.Cat ca cagcta ctcctcgtgaaaaca------TGGGTGGCTCTGAAAAGAGCC---------------------gttaggtggtccactt--aaaa---...81...gatagcgcacag gttcgtgt
B.Tau ca cagctt ctttc-----aagtgtagtCGTGGGTGGCTCTGAAAAGAGCCTTTGGaTTTGATGGaacctcgagcacagcgcaca------------...76...gatggcgcacag gttcgtgt
E.Cab ca cagctg cttttcatgcaaaca------TGGGTGGCTCTAAAAaGAGCCTTT---------------------agatcgcctgctt--aataaac...79...gatggcgcacag gttggtgt
S.Sus ta caactg ctcctttt------GAAAAggTGAGTGGCTCTGAAAAGAGCCTTT--------------------aagatagtctacgt--aaaaaa-...80...gatggcacacag gttcgtgt
O.Avi ta cagctg ctttttaagaaaacg------TGGGTGGCTCTGAAAAGAGCCTTT---------------------agatcgtctgttt--ttaaaag...78...gatggcgcacag gttcgtgt
L.Afr ca cagccg ttttc-----gaatgctgTTGTGggTGGCTCTGAAAAGAGCCTTTGG---------------------atgagatggaaccccgagcc...86...gatggcgcacag gttcgtgt

** ****** ************************************************************************************************************ ********

id=402330 gene=ENSG00000227193 name=RP11-439A17.4 segment=chr1 120905007 120905153 -1 type=EN

H.Sap --ttgttgca atgcctgatcca...369...-atggacgcatgttcaaaccc----------AAAGGcTCTTTTCAGAGCCACT----------ta atgatttc-
R.Mac --ttgttgca atgcctgatcca...369...-atggacgcctgttcaaaccc----------AAAGGCTCTTTTCAGAGCCACT----------ta acaatttc-
P.Tro --ttgttgca atgcctgatcca...369...-atggacgcatgttcaaaccc----------AAAGGcTCTTTTCAGAGCCACT----------ta atgatttc-
P.Abe --ttgttgca atgcctgatcca...369...-atggacgcatgttcaaaccc----------AAAGGCTCTTTTCAGAGCCACT----------ta atgatttc-
M.Mus --tgttcact atgcctgagccc...371...----gctcaagactcagctcttaa----CCCAAAGGCTCTTTTCAGAGCCACT-----------c aagacttca
R.Nor --atctaaaa atgcctgatccg...363...-aagtgagttcctttaactca---CTAAccCAAAGGCTCTTTTCAGAGCCA-----------agc acattctc-
C.Por tgcttgcaag atgcctgaac--...388...--tctgtctgcacttcaccccc---------AAAGGCTCTTTTCAGAGCCACCTAC--------- -ctctttc-
O.Cun --ctgcagcc atgcctgaaccc...381...gcgccg-ccgcccctcacccc----------AAAGGCTCTTTTCAGAGCCACTCAC--------- --aaccac-
C.Fam --tttgcatt atgcctgagccc...381...-agcgtctccttcccaacccc----------AAAGGCTCTTTTCAGAGCCACTCA---------- -ctccttca
F.Cat --tgtgcgcc atgcctgagcca...385...----ccctcttacccaaccccaaa----------GGCTCTTTTCAGAGCCGCTCA---------- -acctttca
B.Tau --cttctatc atgcctgagccc...362...caagtaaatgtttttaggagCTGTCAAAcCCAAAGGCTCTTTTCAGAGCCACTCACG-------- --ttttcc-
E.Cab --ttctcatc atgcctgagcta...375...-ttacaaccaccgtgaaaccc----------AAAGGCTCTTTTcAGAGCCACTTA---------- -ctctctca
S.Sus --ctgataac atgcctgagccg...377...-ttaagtgcattgtcaaaccc----------AAAGGCTCTTTTCAGAGCCACTTAggTTTTCt-- ---------
O.Avi --tccccgcc atgcctgaacca...393...-taaggcttggcctacaaccc----------AAAGGCTCTTTTCAGAGCCACTCA---------- -gtcttcta
L.Afr --tccttacc atgcctgaacca...372...tttacatgggcacctgaaac---------CCAAAGGCTCTTTTCAGAGCCACACAG--------- ----attc-

********** ************************************************************************************** *********

id=324373 gene=ENSG00000197459 name=HIST1H2BH segment=chr6 26251879 26252303 1 type=EC

Figure 24: CS=9
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