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[0 [ Methanococcus maripaludis S2
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1] [T Anaeromyxobacter dehalogenans 2CP-1

T I B:cillus coagulans 2-6

T I P:cnibacillus mucilaginosus KNP414

I I Porphyromonas gingivalis W83

| [T Geobacter sulfurreducens PCA

] [ Eggerthella lenta DSM 2243

] [ Desulfovibrio vulgaris str. Hildenborough

T I A topobium parvulum DSM 20469

] [T Campylobacter jejuni subsp. jejuni NCTC 11168 = ATCC 700819
T I Arcobacter butzleri RM4018

T I Eubacterium rectale ATCC 33656

T I Desulfitobacterium hafniense Y51

I I Enterococcus faecalis V583

T I Clostridium saccharolyticum WM1

I I Finegoldia magna ATCC 53516

] [T Clostridium difficile 630

] [ Clostridium perfringens str. 13

] L Clostridium botulinum A str. ATCC 3502

T I Brachybacterium faecium DSM 4810

I I Gordonia bronchialis DSM 43247

I I Amycolatopsis mediterranei U32

z7 I Catenulispora acidiphila DSM 44928

I I Catenulispora acidiphila DSM 44928

I I O'igotropha carboxidovorans OM5

T I Cupriavidus necator N-1

T I Rhodobacter sphaeroides 2.4.1

T I Alicycliphilus denitrificans K601

T I Stenotrophomonas maltophilia K279a
Burkholderia pseudomallei K96243

Burkholderia mallei ATCC 23344
I Burkholderia ambifaria AMMD
T Burkholderia multivorans ATCC 17616

T I Gurkholderia multivorans ATCC 17616

T I Shewanella putrefaciens CN-32

T I Shewanella baltica 0S155

I I Pscudomonas putida KT2440

T I Pscudomonas aeruginosa PAOL

I I Pscudomonas mendocina ymp

I I Pscudomonas protegens Pf-5

T I Pscudomonas stutzeri ATCC 17588 = LMG 11199
I I Varinobacter aquaeolei VT8

T I Edwardsiella tarda EIB202

I I Yersinia enterocolitica subsp. enterocolitica 8081
T N Yersinia pseudotuberculosis IP 32953

T N Yersinia pestis CO92

T I Pasteurella multocida subsp. multocida str. Pm70
C T I Aggregatibacter actinomycetemcomitans D11S-1
@10 [ Haemophilus influenzae Rd KW20

O [ Actinobacillus pleuropneumoniae serovar 5b str. L20
T I Cronobacter sakazakii ATCC BAA-894

I I :nterobacter cloacae subsp. cloacae ATCC 13047
T I Kebsiella pneumoniae subsp. pneumoniae HS11286
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I I :scherichia fergusonii ATCC 35469

T I Shigella flexneri 2a str. 301

T I Escherichia coli str. K-12 substr. MG1655
T I Shigella boydii Sb227

] I Shigella sonnei Ss046

T I Escherichia coli 0157:H7 str. Sakai

T I Salmonella enterica subsp. enterica serovar Typhimurium str. LT2
T I S:lmonella enterica subsp. enterica serovar Enteritidis str. P125109
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