
y = 0.93x + 0.31, R² = 0.87
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r = 0.92, p = 0.919

y = 0.94x + −0.52, R² = 0.919

r = 0.96, p = 0.95

y = 0.86x + −0.41, R² = 0.899

r = 0.95, p = 0.946

y = 0.84x + −0.26, R² = 0.899

r = 0.95, p = 0.96

y = 0.84x + −0.54, R² = 0.828
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r = 0.87, p = 0.874
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r = 0.91, p = 0.909

y = 0.83x + −0.62, R² = 0.857

r = 0.93, p = 0.932

y = 0.84x + −0.87, R² = 0.856
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