Sequencing Quality Control Report

Genomics Unit

July 10, 2014

1 Flowcell Information

Flowcell AC48V7TACXX
Run Start 2014-07-04
Read Length 50 paired end

HiSeq Sequencing Kit Trueseq v3

Sequencer Software HiSeq Control Software 2.0

Gerald version 1.8

2 Samples Information

LabID Name Index NumberOfReadPairs
7339 ATAC lib B TAAGGCG 41401470
7340 ATAC lib 18 CGTACTA 43978682
7341 ATAC lib d1 AGGCAGA 41715991
7342 ATAC lib d2 TCCTGAG 42317755
7592 ATAC Lib E14 GGACTCC 21269679




3 Quality Plots
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Sample 7339: ATACIlib B

93.5 % of base calls >= Q30
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Sample 7340: ATAC lib 18

93.1 % of base calls >= Q30
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Sample 7341: ATAC lib d1
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Sample 7342: ATAC lib d2
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93.4 % of base calls >= Q30

94.5 % of base calls >= Q30
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Sample 7592: ATAC Lib E14
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94.5 % of base calls >= Q30




